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1.1. O6weKknnHUYecKue nccnepobaHus Kpoeu (General Clinical
Blood Tests)

B03.016.002

1515

KnuHndeckuin aHanma kposu: obLmin aHanus, nenkocgpopmyna, CO3 (c
MUKPOCKONUE Ma3ka KpOoBM NPW HanmMymMm naTonorm4ecknux cosuros)
(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes))

940

B03.016.002

O6wmn aHanns kposmn (OAK) (6e3 nenkoumTtapHon dopmyrnbl n COJI)
(General Blood Analysis, without White Blood Cell (WBC) Count and
ESR)

495

A12.05.120

TRO

TpombouunTbl, MUKpoCcKONUs (MOACHET B OKPaLLEHHOM MasKe Mo
meToay ®oHno) (Platelets, Microscopy (Manual Platelet Count (PLT
Count): Indirect Method by Fonio))*

390

A12.05.121

119

JlenkouutapHas dopmyna (audpdepeHUnpoBaHHbIN NoacyeT
nerKkouMTOB, NerkounTorpaMmMa) C MMKPOCKOMNMUEN Ma3ska KpOoBU Mpu
Hanuuum natonormudeckmx capuros (Leucocyte Formula (Differential
White Blood Cell Count) with Microscopic Examination of Blood
Smear if Presence of Pathologic Changes)*

670

A12.05.121

911

JlerikountapHas popmyna (audcepeHUnpoBaHHbIi nogcyeT
nenkoumMTOB, NnerikoumMTorpammMa) ¢ 06a3aTenbHON «PyYHOM»
MUKpockonuen maska kposu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood
Smear)*

685

A12.05.123

150

PetukynouuTbl (Reticulocytes)

495

A12.05.001

139

CO3 (ckopocTb ocepaHus aputpountos) (Erythrocyte Sedimentation
Rate, ESR)

345

2.1. UmmyHorematonorusa (Immunohematology)

A12.05.005

93

"pynna kposu (Blood Group, ABO)

505

A12.05.007.004

94

Pesyc-npuHagnexHocTb (pesyc-gaktop) (Rh-factor, Rh)

505

A12.05.007

15RH

Rh (C, E, c, e) Kell-dpeHotununposanue (Rh C (E, c, e) Kell-
Phenotyping)

1290

A12.05.008

140

AnnonMMyHHble aHTUTEeNa, BKNoyasa aHtuTena k Rh-antureHy (Anti
Rh)

1145

3.1. OueHKa cBepTbiBaloLEeN cuctembl KpoBu (Assessment of
Coagulation System)

A12.05.039

AKTMBMPOBaHHOE YacTMYHOE (NapuunanbHoe) TpoMOoNnnacTMHoOBOE
Bpems (AYTB (AMNTB), kedpanuH-kaonmHoBoe Bpewms) (Activated
Partial Thromboplastin Time, APTT)

415

A12.30.014

MpoTpombuH (MpoTpombuHoBoe Bpems, 1B), MHO (MexayHapogHoe
HopmanuaoBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
International Normalized Ratio, INR)

540

A09.05.188

1409

daktop VIII (aHTUremocpmnbHbIv rnobynuH A) (Antihemophilic
Globulin A, FVIII)

1400

A09.05.050

®dubpuHoreH (Fibrinogen, FG)

515

A09.05.047

AHTUTPOMOUH llI, % aktueHocTM (AT IIl, Antithrombin lll; % Activity)

790




A12.05.028 194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 565
A09.05.051.001 (164 D-gumep (D-Dimer) 2075
A09.05.125 1263 MpoteunH C, % aktusHocTn (Protein C, % Activity) 2630
A09.05.126 1264 MpoTteuH S ceoboaHbIn (Protein S, Free) 3530
A09.05.048 1153 MnasmuHoreH (Plasminogen) 1080
"emocTasunorpamma (koarynorpamma), ckpuHuHr (Coagulation,
B03.005.004 OBC103 |Gemostaziogram, Screening) 1840
"emocTasnorpamma (koarynorpamma) pacLumpeHHas
B03.005.004 OBC109 [(Hemostasiogram (coagulogram), extended 5340
A12.06.030 190 BonuaHouHbin aHTukoarynsHT (BA) (Lupus Anticoagulant, LA ) 1395
4.1. YrneBoapbl (Carbohydrates)
A09.05.023 16 I"mtoko3a (Glucose) 360
A09.05.102 17 ®dpykrozamuH (Fructosamine) 1015
MmuknpoBaHHbIV remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
A09.05.083 18 GHB) 905
A09.05.207 215 JlaktaT (Lactate) 1015
["NOKO30-TONEPAHTHBIN TECT C ONpeaeneHUeM rnoKo3bl B BEHO3HOM
KpOBW HaToOLLaK 1 nocrie Harpysku Yyepes 2 yaca (2-Hour Oral Glucose
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
Al12.22.005 T after Load), Venous Blood) 1120
["MoKO30-TONEpaHTHBIN TECT C onpeaeneHmem rmoko3sbl n C-nentuga
B BEHO3HOW KPOBM HATOLLAK 1 Nocne Harpysku Yepes 2 yaca (2-Hour
Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein
A12.22.005 rmrc Concentration (Fasting and 2 Hours after Load), Venous Blood) 1985
["MoKo30TONEpaHTHbINA TECT NpU 6epeMeHHOCTH (NnasMa KpoBM)
(nepopanbHbIn rnoko3oTonepaHTHol TecT, [T, OITT) Oral Glucose
Al12.22.005 Mb-C Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpepgeneHne Bo30yauTenen ocTpbiX PeCNUpaTopHbIX BUPYCHbIX
nHdpekumn yenoseka (OPBW): PHK pecnnpaTopHO-CMHUUTMANBHOTO
Bupyca (human Respiratory Syncytial virus, hRSv),
meTanHesmoBupyca(human Metapneumovirus, hMpv), Bupycos
naparpunna 1, 2, 3 n 4-ro Tunos (human Parainfluenza virus 1-4,
A26.08.020.001 |3318 hPiv), kopoHasupycos (human Coronavirus, pCov), pUHOBMPYCOB 2930
4.2. lnnuabl, AMNONPOTenHbl, anoaunonpoTeuHsi (Lipids)
A09.05.025 30 Tpurnuuepuasl (TT) (Triglycerides) 415
A09.05.026 31 XonectepuH obwuin (XonectepuH) (Cholesterol Total) 410
XonectepuH JMNBIT (XonectepuH NMNonpoTeMHOB BbICOKOW
nnoTtHocTtw, JINBI, ?-xonectepun) (High-Density Lipoprotein
A09.05.004 32 Cholesterol, HDL Cholesterol) 445
A09.05.028 1644 XonectepwuH JIMNHM (npamon meTton) Cholesterol LDL (direct) 460
XonectepuH JIMHI (XonecTepyH NMNONPOTEUHOB HU3KOMW NNOTHOCTMH,
JINHIM, ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL
A09.05.028 33 Cholesterol)* 420
XonectepuH JINMOHI (XonecTepyH NMNONPOTENHOB OYEHb HU3KOW
nnotHocTtwy, JINOHTIT) (Very Low-Density Lipoprotein Cholesterol,
A09.05.028 218 VLDL Cholesterol) 765
A09.05.027 1071 JlunonpotewuH (a), 1M (a) (Lipoprotein (a), Lp (a)) 1350
AnonunonpotenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1,
A09.05.250 219 Apo Al) 805
A09.05.251 220 AnonunonpoTteuH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B)| 810
A09.05.129 1512BILE [|>KenuHble kucnotsl (Bile Acids) 3 065
4.3. benku n ammHokucnotbl (Proteins and Amino Acids)
A09.05.011 10 AnbbymuH (Albumin) 460
A09.05.010 28 O6wwi 6enok (Protein Total) 405
A09.05.014 29 Benkosble pakumm (Serum Protein Electrophoresis, SPE, SPEP)* 725




A09.05.014

1551

AnekTpodopes OenkoB MoYM, onpeaeneHne Tuna NpPoTeNHypum
(Urine Protein Electrophoresis)

2 050

A09.28.030.001

1552

benok beHc-[)XOHCa B MOYE, CKPUHUHT C MPUMEHEHNEM
MMMYHOUKCaLMn 1 KonudectTBeHHoe onpeaeneHve (Bence-Jones
Protein, Urine, Immunofixation, Quantification )

2 385

A09.28.030.001

1553

Benok BeHc-[xoHca B MOYe: UMMYHOUKCaLUSA, KONIMYECTBEHHOE
onpegeneHve, TMNMPOBaHMe kanna, namoaa (Bence-Jones Protein,
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
Quantification )

4 880

A09.05.106.005

1539

CsobogHble nerkve uenu nMmmyHornobynuHoB kanna v naméaa
CbIBOPOTKM C pac4eToM MHAEKCa kanna/nambaa

3 165

A09.28.030.003

1540

CsobogHble nerkve uenu nmmyHornobynvHoB kanna n navbaa B
moue (Urine immunoglobulin free light chains (FLC) kappa and
lambda)

2430

A09.05.214

153

MomoumnctenH (Homocysteine)

2 505

A09.05.106.001

4051

M-rpagueHT, TMnupoBaHue. AnNekTpodope3 CbIBOPOTKM KPOBW,
UMMYHOUKCaLMA C NaHemnbo aHTUCbIBOPOTOK (pasaensHo K 1gG, IgA,
IgM, kanna, nambaa), konnyecTeeHHas oueHka M-6enka (M-Gradient,
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)

4 800

A09.05.106

4050

M-rpagmneHT, CKPUHUHI. OnekTpodopes CbiIBOPOTKN KPOBM,
UMMYHOUKCALMA C MONMBANIEHTHOW aHTUCBIBOPOTKOW,
KonunyecteseHHas oueHka M-6enka (6e3 Tunnposanus) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation
with Polyvalent Antiserum, Quantification of M-Protein (without

Typing))

3 295

4.4. OueHkKa pyHKUMM noueK (Assessment of renal function)

A09.05.020

22

KpeaTtunHuH (Creatinine)

410

B03.025.001

40CKDEPI

KnyboukoBas cpunbTpaums, pacyet no dopmyne CKD-EPI —
kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
Creatinine Equation)

390

A09.05.230

1525

Uncratmnu C (Cystatin C)

1490

B03.025.001

1526

KnyboukoBas cpunbTpaums, pacyet no dopmyne CKD-EPI —
umctatuH C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
Cystatin C Equation)

895

A09.05.017

26

MouesuHa (Urea)

405

A09.05.018

27

Mouesas kucnota (Uric Acid)

410

4.5. MurmenTbl (Pigments)

A09.05.021

13

BunnpybuH obwmn (Bilirubin Total)

405

A09.05.022.001

14

BunmpybuH npsmon (BunnpybuH KOHbIOIMPOBAHHbIN, CBA3aHHbIN)
(Direct Bilirubin, DBIL, Conjugated Bilirubin )

410

4.6. depmeHTbl (Enzymes)

A09.05.042

AnaHnHamuHoTpaHcdepasa (AnAT, AJT, rmyTammHo-
NUpoBUHOrpaaHas TpaHcamuHasa, [TIT) (Alanine Aminotransferase,
ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

375

A09.05.041

AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyTamuHo-
LLIaBeneBOyKCyCcHas TpaHcamuHasa, N'LUUT)
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic
Transaminase, SGOT )

375

A09.05.045

11

Anba-ammnnasa (?-amunasa, gnactasa) (Alpha-Amilase, ?-Amylase)

510

A09.05.180

12

Anbda-ammnasa naHkpeatunyeckas (P-nsochepmeHT ammnasbl)
(Pancreatic ?-Amylase)

565

A09.05.044

15

Mamma-rnytamunTtpaHcnentuaasa ([T, rmyTamunTpaHcnenTuaasa)
(Gamma-Glutamyl Transferase, GGT)

400

A09.05.043

19

KpeatuHkuHasa (KpeatuHdocdokuHasa, KK, KOK) (Creatine Kinase,
CK, Creatine Phosphokinase, CPK)

610




KpeatuHknHasa-MB (KpeatnHgocdokmHasza-MB, KK-MB, KOK-MB)
(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-

A09.05.177 20 MB.) 905

A09.05.173 23 Jlnnasa (Tpuaunnrnuueponauunrugponasa) (Lipase) 610
INaktatoervaporenasa (J14I, L-naktat, HAO+Okcugopenykrasa)

A09.05.039 24 (Lactate Dehydrogenase, LDH) 440
XonuHacTtepasa (S-INceBgoxonmMHacTepasa, xonmMHacrepasa ll, S-X3,
auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase,

A09.05.174 34 PCHE) 480

A09.05.046 36 doccpaTasa wenoyvHas (L) (Alkaline Phosphatase, ALP) 405
4.7. OueHKa COCTOAHMA UHKPETOPHOU U ceKpeTopHOoU P-Lumn KT
(Assessment of endocrine and secretory functions of
gastrointestinal tract (Gl Tract))

A09.05.057 216 MactpuH (Gastrin) 2195

A09.16.003 294 MencuHoreH | (Pepsinogen 1) 2230

A09.16.003 295 MencuHoreH Il (Pepsinogen Il) 2230
MencuHorensl | n 1l ¢ pacyeTom cooTHoweHus (IMencuHoreH

A09.16.003 2111 I/MencuHoreH 1) (Pepsinogen I/Pepsinogen Il, PG1/PG2) 2535
4.8. Mapkepbl metaboanama KocTHoii TKaHu (Bone Metabolism)
OcteokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin,

A09.05.224 146 Bone Gla Protein, BGP) 1325
C-KkoHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanebHbiv Tenonentua, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps,

A09.05.297 203 Type 1 Collagen, CT, b-CTx Serum) 1670
OesokcunupuamnHonuH (AMNKWA) B moyve (Deoxypyridinolinein, DPD,

A09.28.064 147 Urine) 2 280
N-TepMuHanbHbIN NponenTua npokonnareHa 1 obwwun (Procollagen

A09.05.296 204 Type 1 N-terminal Propeptide, PINP, Total) 2 405
4.9. AHTMOKCUBAHTHDIN cTaTyc (Total Antioxidant Status, TAS)
AHTUOKCMAAHTHbIN cTaTyc (OBLWniA aHTMOKCMaaHTHBIN cTtaTyc) (Total

B03.016.017.001 {1500 Antioxidant Status, TAS ) 6 330
4.10. ButamuHbli (Vitamins)

A12.06.060 117 ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) 1235

A09.05.080 118 ®onuesas kucnota (Folic Acid) 1335
AKTUBHBIN BUTaMuH B12 (MTonoTtpaHckobanamuH, Active-B12,

A12.06.060 1317B12 |Holotranscobalamin) 1955
ButamuH K1 B ceiBopoTke (dpmnnoxmHoH) (Vitamin K1, Phylloquinone,

A12.06.060 877 Serum) 2 895

A12.06.060 931 ButamuH A B cbiBopoTKe (peTtnHon) (Vitamin A, Retinol, Serum) 2 890
ButamuH E B cbiBOpoTKe (anbda-tokodepon) (Vitamin E, alpha-

A12.06.060 932 Tocopherol, Serum) 2 890

A09.05.264.001 |1581 Owmera-3 nHpekc (Omega-3 Index) 5535

B03.016.017 1587 YKupHble kucnotbl, npoguns (omera-3, -6, -9), nnasma 10 520

A12.06.060 1604 ButamuH B1 (TamuH) 2890

A12.06.060 1609 ButamuH B2 (pnbocnaBuH) 2 890

A12.06.060 1610 ButamuH B3 (HMKoTUHamuA) 2890

A12.06.060 1608 ButamuH B5 (naHTOTEHOBAs kMcnoTa) 2 890

A12.06.060 1605 ButamuH B6 (nupuaokcansdocdar) 3045

A12.06.060 1611 ButamuH B7, H (610TuWH) 2 845

A12.06.060 1606 Butamun C (ackopbuHoBas kucnora) 2 850

A12.06.060 1615 Beta-kapoTuH 2 860

A12.06.060 1614 PeTtnHun nanbmutat 2745
25-OH ButamuH D 06w (25-OH Vitamin D Total, 25(0OH)D, 25-

A09.05.235 928 Hydroxycalciferol) 2 450

A09.05.258 1676 KoaHaum Q10 B kpoBu 4070

A09.05.192 1681 ManoHoBbIV Ananbaerng 4070




4.11. HeopraHuuyecKkue BewecTtsa (Inorganic Matters)

Kanuin/HaTtpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium,

A09.05.030 39 Na+/Sodium, Cl-/Chloride, Serum) 555
A09.05.032 37 Kanbuun o6wwmin (Ca) (Calcium Total) 400
Kanbuwmi noHnsnposaHHein (Ca2+, cBoboaHbIv kanbumi) (lonized
A09.05.206 165 Calcium, Free Calcium) 690
A09.05.127 40 Maruun (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 450
A09.05.033 41 doccop HeopraHmdeckui (P) (Phosphorus (P)) 405
A09.05.007 48 Kene3so (Fe) B chiBOpoTKE KpoBM (Iron (Fe), Serum) 405
JlaTeHTHas (HeHacblWweHHas) )ene3ocss3biBaroLasi CnocobHOCTb
cbiBopoTku kposu (JIXKCC, HXKCC) (Unsaturated Iron Binding
A12.05.011 49 Capacity, UIBC) 460
4.12. Cneuynduueckue b6enku (Specific proteins)
A12.06.015 42 AnTtuctpentonuanH-O (ACJI1-O, ACJIO) (Antistreptolysin-O, ASO) 755
A09.05.009 43 C-peaktuBHbin 6enok (CPB) (C-Reactive Protein, CRP) 725
A09.05.009 1643 BbicokouyBcTBUTENBHLIN C-peakTuBHbIN 6enok (kapavo) 725
A09.05.077 840 Llepynonnaamutx (Ceruloplasmin) 885
A09.05.079 841 ManTorno6uH (Haptoglobin) 960
Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin,
A09.05.241 1210 A2M) 895
Anbda-1-aHtutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin,
A09.05.073 1200A1AT |AL1AT, AAT, Concentration) 1915
Anbda-1-aHtutpuncux (A1AT), deHoTunuposanue (Alpha-1-
A09.05.073 832A1A Antitrypsin, A1AT, AAT, Phenotyping) 3035
A09.05.008 50 TpaHcdeppuH (Cugepodunut) (Transferrin) 840
A09.05.076 51 ®PepputuH (Ferritin) 910
A09.05.006 21 MwuornobuH (Myoglobin) 1 445
HaTpwuiypeTtuyeckoro ropmoHa (B-tuna) N-koHuesow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type
A09.05.256 1631 Natriuretic Peptide) 4 375
A09.05.193 157 TponoHuH-I (Troponin-I) 1 650
Kapborngpat-gedumumntHbin TpaHcdeppuH (Carbohydrate-Deficient
A09.05.229 838 Trancferrin, CDT) 4520
Kapborngpat -aedmumnTHbIN TpaHchepprH ¢ anekTpodoperpammoin
(Carbohydrate-Deficient Transferrin with results on an
A09.05.229 839 electrophoregram (CDT)) 5835
A09.05.007 1566 MencuaunH 25 (6uoaktmeHbIN) (Hepcidin 25, bioactive) 11 015
PacTtBopumeble peuenTtopbl TpaHcdeppuHa (pTDP, Soluble
A09.05.008 1595STFR | Transferrin Receptor, sTfR) 2 445
4.13. OHKomapkepbl (Tumor Markers)
MCA obwui (MpocTatuyeckunii cneumnuYecknii aHTureH obLLmn)
A09.05.130 103 (Prostate-Specific Antigen Total, PSA Total) 965
OHKOpUCK My)XCKOW: NpeacTaTensHas xenesa (Male oncologic risk:
A27.30.278 OBC69 prostate) 1590
B03.070.521 2113 OueHka 3gopoBbs npoctaThl (MCA o6u., NCA cB., -2proPSA, phi) 5130
PakoBo-ambproHanbHbIn aHTureH (POA, kapuMHO3IMBPOHaNbHbIN
A09.05.195 141 aHtureH) (Carcinoembryonic Antigen, CEA) 1190
CA-15-3 (YrneBogHbi aHTUreH 15-3) (Carbohydrate Antigen CA-15-
A09.05.231 142 3, Cancer Antigen CA-15-3) 1215
CA-72-4 (YrneBogHbIvi aHTureH 72-4) (Carbohydrate Antigen CA-72-
A09.05.200 166 4, Cancer Antigen CA-72-4) 1680
CA-19-9 (YrneBogHbii aHTUreH 19-9) (Carbohydrate Antigen CA-19-
A09.05.201 144 9, Cancer Antigen-Gl) 1195
LinTokepaTtuHoBbli dparmeHT (Cyfra 21-1, doparmMeHT uMTokepaTmHa
19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19
A09.05.247 167 Soluble Fragments, Cyfra 21-1) 1785
CA-125 (YrneBogHbln aHTureH 125) (Carbohydrate Antigen CA-125,
A09.05.202 143 Cancer Antigen CA-125) 1185




HE4 (benok 4 snuguoumuca yenoseka) (Human Epididymis Protein

A09.05.300 1281 4, HE4) 1745
OueHka pucka paka andHunkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pac4yeTta p1cka anuTenuanbHOro
paka SM4HMKOB) (Ans >xxeHwuH go meHonaysbl) (Risk of Ovarian
A09.05.196 ROMAL1 Malignancy Algorithm, ROMA (Before Menopause)) 2410
OueHka pucka paka suvHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeTta pucka anuTennanbHOro
paka iM4YHMKOB) (ANst »XeHWmH nocne MmeHonays3bl) (Risk of Ovarian
A09.05.196 ROMA2 Malignancy Algorithm, ROMA (After Menopause)) 2410
CA-242 (YrneBogHbIn aHTUreH 242, onyxoneBbii Mapkep CA-242)
A09.05.232 1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1225
BbeTta-2-mMukpornobynuH (?-2-MmMkpornodynmH) B CbIBOPOTKE KPOBU
A09.05.245 208 (Beta-2-Microglobulin, BMG, Serum ) 1 665
HenpoHcneundguueckasn eHonasa (HCE) (Neuron-Specific Enolase,
A09.05.246 209 NSE) 2 280
A09.05.227 946 XpomorpaHuH A (Chromogranin A, CgA) 6 300
A09.05.219 1198 Benok S100 (S100 Protein) 3425
SCC (AHTWreH NrocKOKNeTo4YHON KapunHombl) (Squamous Cell
A09.05.298 1296 Carcinoma Antigen, SCCA, SCCAQ) 2915
UBC (AHTUreH paka MO4eBOro ny3blpsi, UCCNeAoBaHNe pacTBOPUMBIX
parmeHToB uuTokepaTnHoB 8 n 18 B moue) (Urine Bladder Cancer
A09.28.054 1297 Antigen, Urine Bladder Cancer, UBC) 3070
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-
A09.28.003 225 Microglobulin, Urine) 1685
A09.05.119 171 KanbuntoHuH (Calcitonin) 1710
A09.30.002 92 Anbda-petonportenH (ADI) (a-Fetoprotein, AFP) 765
5.1. OueHKa ¢pyHKuumu runodumsa (Assessment of Pituitary
Function)
AOpPEHOKOPTMKOTPOMHbIA rOpMOH (AKTT, KOPTUKOTPONWH)
A09.05.067 100 (Adrenocorticotropic Hormone, ACTH) 1210
ComaTtoTponHbIi ropmoH (comatoTtponuH, CTIN) (Growth Hormone,
A09.05.066 99 GH) 1010
ComatomegunH C (MHcynuHonogobHein daktop 1) (Somatomedin C,
A09.05.204 174 Insulin-like Growth Factor 1, IGF-1) 1 865
donnukynoctumynupytowwmn ropmoH (PCI) (Follicle Stimulating
A09.05.132 59 Hormone, FSH) 790
A09.05.131 60 JlotenHusmnpytowmn ropmoH (JI) (Luteinizing Hormone, LH) 790
A09.05.087 61 MponaktuH (Prolactin) 810
A09.05.087 6161 MakponponaktuH (Macroprolactin)* 1700
5.2. OueHKa pyHKLUM WUTOBUAHOI Kene3bl (Assessment of
Thyroid Function)
TupokcuH obwmn (T4 obLwmi, TeTpaoaTUPOHNH obwmin) (Total
A09.05.064 54 Thyroxine, TT4) 745
A09.05.063 55 TupokcuH cBoboaHbIvi (T4 cBoboaHbi) (Free Thyroxine, FT4) 740
A09.05.060 52 TpunoaTMpoHuH obwmn (T3 obwwmin) (Total Triiodthyronine, TT3) 750
TpwuiioaTnpoHuH ceobogHbln (T3 cBoboaHbin) (Free Triiodthyronine,
A09.05.061 53 FT3) 745
TpunoaTMpoHuH pesepcuBHbIn (T3 peBepcuBHbIN, Reverse
B03.058.001 1612 Triiodthyronine). 7 585
TuUpoKCUHCBA3bIBaKOLLAA CNOCOOHOCTDL (MOrMoLeHne TUPEOUAHbIX
rOPMOHOB; UHAEKC CBSI3bIBAHWNSA TUPOKCUHA; MHAEKC CBOBOAHOIO
TnpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
A09.05.097 196 Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l) 1060
A09.05.117 197 TupeornobynuH (TT) (Thyroglobulin, TG) 1190




AHTUTEna K Tpeornobynuny (AT-TI) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, TgAb,

A12.06.017 57 Anti-Tg Ab, ATG) 945
AHTUTENA K TpeonaHon nepokcngase (AT-TMNO, MmkpocomarbHble
aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal

A12.06.045 58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 885
AHTUTENa K MMKpOocoMarnbHoW copakumm TupeoumntoB (AT Kk
MUKpOCOMaribHOMY aHTureHy tupeoumtos, AT-MAIT, AMAT,

TMpeouaHble aHTUMUKpocomaneHble aHTuTena) (Anti-Thyroid

A12.06.017 198 Microsomal Antibodies) 905
AHTuTena k peuentopam TTI (AT k peuentopam TMPEOTPONHOro
ropmoHa B cbiBopoTKe kpoBu, AT-pTTI) (Thyroid-Stimulating
Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs,

A12.06.046 199 TSH binding inhibitor immunoglobulin, TBII) 2135
TupeoTponHbin ropmoH (TTIT, TupotponuH) (Thyroid Stimulating

A09.05.065 56 Hormone, TSH) 690
5.3. OueHKa pyHKLUM Kopbl HagnoyeyHMKoB (Assessment of
adrenocortical function)

A09.05.135 65 Koptuson (M'mapokoptnaoH) (Cortisol, Hydrocortisone) 780
CBobogHbI kopTu3on, cytodHast moda (Free Cortisol, Free

A09.28.035 178 Hydrocortisone, 24-Hour urine) 1280

A09.07.007 1508 Koptuson, cntoHa (Cortisol, Saliva) 1130

A09.05.069 205 AnbpocTtepoH (Aldosterone) 1240
PeHunH (PeHnH nna3mbl kpoBu, npsmoe onpeaenenue) (Direct Renin,

A09.05.121 206 Plasma) 1495
AnbOocTepoH-peHMHOBOE cooTHowweHne (Aldosterone-Renin Ratio,

A09.05.069 1302ARR |ARR) 2275
5.4. OueHKa aHgporeHHoro crtatyca (Assessment of Androgen
Status)

A09.05.078 64 TectocTepoH (Testosterone) 770

A09.05.078.001 (169 CBobogHbin TectocTepoH (Free Testosterone) 1725

A09.05.150 168 OurnppotectoctepoH (AI'T) (Dihydrotestosterone, DHT) 1995

A09.05.146 195 AHpgpocteHamoH (Androstenedione) 1890
AHapocTeHanon rrokypoHua (AHOpPOCTaHAMON MOKYPOHUA)

(Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol

A09.05.147 170 G) 1990
OerngpoannaHgpocTtepoH-cynbdaTt (OA-S04,

A09.05.149 101 Dehydroepiandrosterone sulfate, DHEA-S) 780

A09.05.148 1602 JervaposnmaHgpocTepoH (HEKOHBIOTMPOBAHHbIN) 1700

B03.016.022.001|156 17-ketoctepouabl (17-KC) B moye (17-Ketosteroids, Urine) 2625

A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1075
"Mo6ynuH, ceasbiBatoLwmi nonossle ropmoHsl (FCMI) (Sex Hormone-

A09.05.160 149 Binding Globulin, SHBG) 840
5.5. cTporeHbl u nporectuHbl (Estrogens and Progestins)

A09.05.154 62 OcTpaamon (32) (Estradiol, E2) 775

A09.05.153 63 MporectepoH (Progesterone) 790
5.6. HectepougHbie perynatopHbie ¢aKkTopbl NONOBbIX Kenes
(Nonsteroidal Gonadal Factors)

AHTUMIONNepoB ropmoH (AMI') (Anti-Mullerian Hormone, AMH,

A09.05.225 1144 Mullerian Inhibiting Substance, MIS) 1975

A09.05.203 1145 WHrmbuH B (Inhibin B) 1 860
Tpodobnactnueckun 6eta-1-rnukonpotenH (TBIN) (Trophoblastic

Al12.05.110 1158 beta-1-Globulin, TBG) 745

5.7. MOHUTOPUHT 6epeMeHHOCTU, BUOXMMHUUYECKMe MmapKepbl
coctoAaHuA naoaa (Monitoring of Pregnancy, Biochemical Markers
of Fetal Status)




A09.05.090

66

XOpMOHUYECKUI rOHaZoTPoNMH YenoBeka (XY, 6eta-XIM4, ?-XI'Y)
(Human Chorionic Gonadotropin, HCG)

720

A09.05.090

189

CeobogHbin ?-XI'Y (cBoboaHas ?-cybbeamHmua XOpUOHNYECKOro
roHagoTponuHa yenoseka) (Free Human Chorionic Gonadotropin,
Free HCG)

1 060

A09.05.249

207

MnaueHTapHbIN NakToreH (XopMoHNYECKMI COMaTOMaMMOTPONMNMH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
Somatomammotropin, CS, Human Chorionic Somatomammotropin,
hCS)

1275

A09.05.161

161

AccounnpoBaHHbI ¢ 6EpPEMEHHOCTBLIO MPOTENH-A Mnasmbl
(Pregnancy-Associated Plasma Protein-A, PAPP-A)

1230

A09.05.157

134

CsobogHbin actpuon (Estriol Free, E3)

1 005

5.8. OueHKa 3HAO0KPUHHOU GYHKLMM NOAXKENYAO0UHOMN XKenesbl
(Assessment of Pancreatic Endocrine Function)

A09.05.056

172

WHcynuH (Insulin)

1035

A09.05.205

148

C-nentng (C-Peptide)

930

B03.058.007

11HOMA

OueHKa MHCYNMHOPE3UCTEHTHOCTM: IMoKo3a (HaToLaK), MHCYIWH
(HaTowak), pacyet ungekca HOMA-IR (Insulin Resistance: Fasting
Glucose/lnsulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

1340

5.9. buoreHHble amuHbl (Biogenic Amines, BA)

A09.05.133

KATENJT

KatexonamuHbl (agpeHanuH, HopagpeHarnuH, JodaMyH) B nna3me
kposu — KATETJT (Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Plasma)

3 150

A09.28.034

151

KatexonamuHbl (agpeHanuH, HopagpeHarnuH, 4oaMyH) B MoYe
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

2945

A09.28.034

950

MeTabonuTbl KaTexonaMmnHOB Y CEPOTOHUHA: BaHUNUNIMUHOANEBas
kncnota (BMK), romosaHunuHosas kucnota (I'BK), 5-
okcumnHgonykcycHas kucnota (5-ONYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA,
Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA)

4755

A09.28.034.001

1166

MeTaHedpuHbI (pakumm) B CyTOMHOMN Moye: MeTaHedpuH,
HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —
Metanephrine, Normetanephrine)

3 955

A09.28.034

152

KatexonamuHbl (agpeHanuH, HopagpeHarnuH, 4oaMyH) B MoYe
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

2915

A09.05.085

1270

MNMctamuH B Nnasme kposu (Histamine, Plasma)

3390

A09.05.124

993

CepoTOHUH B CbIBOPOTKE KpoBwM (Serotonin, Serum)

3090

5.10. Kanbumii-perynmpytowme ropmoHnbi (Calcium-regulating
hormones)

A09.05.058

102

MapaTtupeonaHbin ropmoH (MapaTtropmoH, napatupuH, MTI)
(Parathyroid Hormone, PTH)

1 305

5.11. FTopmoHbI }kuposoi TKaHu (Adipose Tissue Hormones)

A09.05.159

175

JlenTtuH (Leptin)

1455

5.12. Perynauusa sputpono33a (Regulation of Erythropoiesis)

A09.05.082

222

OpuTtponoaTtuH (Erythropoetin)

1890

6.1. MUKpo3anemeHTbl B KPOBM (CbIBOPOTKA KPOBM, Lie/IbHasA
KpoBb) (Microelements, Serum, Venous Blood)

A09.05.242

M31

OcHoBHble acceHumarnbHble ()KN3HEHHO HEOGX0AMMbIE)
MUKpO3nemMeHTbI B CcbiBOpoTKe KpoBu (Essential Vital Elements,
Essential Trace Elements, Serum)

1735

A09.05.242

M32

TOKCMYHbIE MUKPO3MNEMEHThI (TSXKerble MeTansbl) B BEHO3HON KPOBM
(Toxic Trace Elements, Toxic Heavy Metals, Venous Blood)

1735

A09.05.242

M33

MMWKpPO3NEeMeHTbI B CbIBOPOTKE KPOBW M BEHO3HOWM KPOBU: CKPUHNHT
(Trace Elements, Serum, Venous Blood: Screening)

4 430




A09.05.278.001 (874 Kagmwnii (Cd) B ceiBopoTke kpoBu (Cadmium (Cd), Serum ) 1180
A09.05.271.001 (863 KobanbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) 1180
A09.05.273.001 (888 Megb (Cu) B cbiBopoTKe kpoBwu (Copper (Cu), Serum ) 1180
A09.05.270.001 (892 MapraHey (Mn) B ceiBopoTke kposu (Manganese (Mn), Serum) 1180
A09.05.276.001 (869 CeneH (Se) B cbiBopoTKe KpoBu (Selenium (Se), Serum) 1180
A09.05.274.001 (868 LinHk (Zn) B cbiBOpOTKE KpOBM (Zinc (Zn), Serum) 1180
A09.05.272.001 (893 Hwvkenb (Ni) B ceiBopoTke KpoBu (Nickel (Ni), Serum) 1180
A09.05.242 1111 3onoTo (Au) B cbiBOpoTKe Kposu (Gold (Au), Serum) 1180
A09.05.277.001 (873 MonunbaeH (Mo) B ceiBopoTKe kposu (Molybdenum (Mo), Serum) 1180
A09.05.242 1118 Tannun (TI) B ceiBopoTke kposwu (Thallium (T1), Serum) 1180
A09.05.275.001 (883 Mbiwbsk (As) B cbiBopoTke kpoBu (Arsenic (As), Serum) 1180
A09.05.117 1491 Wop B ceiBopoTke (lodine, serum) 1180
A09.05.278 1112 Kagmwnii (Cd) B BeHo3How kposm (Cadmium (Cd), Blood) 1180
A09.05.271 1113 KobanbT (Co) B BeHo3HoM kpoBu (Cobalt (Co), Blood) 1180
A09.05.273 1114 Megb (Cu) B BeHo3HoW kpoBu (Copper (Cu), Blood) 1180
A09.05.270 1115 MapraHey (Mn) B BeHo3HOM kpoBu (Manganese (Mn), Blood) 1180
A09.05.272 1116 Hukenb (Ni) B BeHo3Hou kposu (Nickel (Ni), Blood) 1180
A09.05.276 1117 CeneH (Se) B BeHO3HOM KpoBu (Selenium (Se), Blood) 1180
A09.05.274 1119 LinHk (Zn) B BeHo3HOW KpoBm (Zinc (Zn), Blood) 1180
A09.05.281.001 (878 CsuHey, (Pb) B BeHo3HoW kpoBu (Lead (Pb), Blood) 1180
A09.05.280.001 |1141 PtyTb (Hg) B BEeHo3HoW kpoBu (Mercury (Hg), Blood) 1180
A09.05.086 814 Jlntun (Li) B cbiBOpoTKE KpoBwM (Lithium (Li), serum) 1325

6.2. MukpoanemeHTtbl B mouve (Microelements, Urine)

OcceHumanbHble ()KU3HEHHO HEODXOAMMbIE) N TOKCUYHbIE

MUKpoanemeHTbl B Mmove (Essential Vital Elements, Toxic Trace
A09.28.060 M34 Elements, Urine) 3870
A09.28.083.001 (1040 Kagmun (Cd) B moye (Cadmium (Cd), Urine) 1180
A09.28.076.001 1034 KobanbT (Co) B Mmoye (Cobalt (Co), Urine) 1180
A09.28.078.001 |1035 Megb, moua, pasoBas nopuusi (Copper, random urine; Cu) 1180
A09.28.078 889 Menb (Cu) B cyTouHon move (Copper (Cu), 24-Hours Urine) 1180
A09.28.075.001 (1032 MapraHey (Mn) B moye (Manganese (Mn), Urine) 1180
A09.28.081.001 |1038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1180
A09.28.079.001 |1036 LimHk (Zn) B mo4e (Zinc (Zn), Urine) 1180
A09.28.077.001 (894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1180
A09.28.061.001 (895 CsuHey, (Pb) B moye (Lead (Pb), Urine) 1180
A09.28.085.001 (1042 PTyTb (Hg) B Moye (Mercury (Hg), Urine) 1180
A09.28.060 1074 Tannwui (TI) B moye (Thallium (Tl1), Urine) 1180
A09.28.080.001 |1037 Mbiwbsk (As) B Mmode (Arsenic (As), Urine) 1180
A09.28.071.001 |881 AntoMmuHuia (Al) B moye (Aluminum (Al), Urine) 1180
A09.28.060 1033 XKeneso (Fe) B moye (Iron (Fe), Urine) 1180
A09.28.065 1479 Woga (1) B moye (lodine (1), Urine) 1180

6.3. MukpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 ToKcu4YHblE MMKPO3NEMeHTbI B Bonocax (Toxic Trace Elements, Hair) | 2 350

ToKCUYHbIE 1 acceHLManbHble MUKPO3aneMeHThl B Borocax (Toxic
A09.01.007 M39 Trace Elements, Essential Vital Elements, Hair) 4630

BonbLuoW CKpMHUHT 3anemMeHTHoro coctasa Bonoc (Elemental
A09.01.007 M310 Composition of Hair: Screening ) 8 235
A09.01.012.001 {1004 AntomuHui (Al) B Bonocax (Aluminum (Al), Hair) 1180
A09.01.008 1126 Bapwuin (Ba) B Bonocax (Barium (Ba), Hair) 1180
A09.01.008 1127 Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1180
A09.01.011.001 (1001 Bop (B) B Bonocax (Boron (B), Hair) 1180
A09.01.008 1138 Banagui (V) B Bonocax (Vanadium (V), Hair) 1180
A09.01.008 1128 Bucmyt (Bi) B BOonocax (Bismuth (Bi), Hair) 1180
A09.01.008 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1180
A09.01.008 1129 Mannun (Ga) B Bonocax (Gallium (Ga), Hair) 1180
A09.01.008 1130 "epmanui (Ge) B Bonocax (Germanium (Ge), Hair) 1180
A09.01.007.001 |1011 XKeneso (Fe) B Bonocax (Iron (Fe), Hair) 1180
A09.01.008 1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) 1180




A09.01.008 1131 Wog (1) B Bonmocax (lodine (1), Hair) 1180
A09.01.024.001 |1019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1180
A09.01.007.001 |1006 Kanui (K) B Bonocax (Potassium (K), Hair) 1180
A09.01.007.001 {1007 Kanbuwmi (Ca) B Bonocax (Calcium (Ca), Hair) 1180
A09.01.017.001 |1012 Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1180
A09.01.013.001 {1005 Kpemnui (Si) B Bonocax (Silica (Si) , Hair) 1180
A09.01.008 1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1180
A09.01.007.001 {1000 Jlutun (Li) B BOnocax (Lithium (Li), Hair) 1180
A09.01.007.001 |1003 Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1180
A09.01.016.001 {1010 MapraHey (Mn) B Bonocax (Manganese (Mn), Hair) 1180
A09.01.019.001 (1014 Megab (Cu) B Bonocax (Copper (Cu), Hair) 1180
A09.01.023.001 (1018 MonnéaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1180
A09.01.021.001 |1016 Mbiwbsk (As) B Borocax (Arsenic (As), Hair) 1180
A09.01.007.001 {1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair) 1180
A09.01.018.001 |1013 Hwvkenb (Ni) B Bonocax (Nickel (Ni), Hair) 1180
A09.01.008 1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1180
A09.01.008 1134 MnatnHa (Pt) B Bonocax (Platinum (Pt), Hair) 1180
A09.01.026.001 1021 PTyTb (Hg) B Bonocax (Mercury (Hg), Hair) 1180
A09.01.008 1135 Pybuawnn (Rb) B Bonocax (Rubidium 9Rb), Hair) 1180
A09.01.027.001 (1022 CsuHey, (Pb) B Bonocax (Lead (Pb), Hair) 1180
A09.01.022.001 |1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1180
A09.01.008 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1180
A09.01.008 1137 CtpoHuwii (Sr) B Bonocax (Strontium (Sr), Hair) 1180
A09.01.025.001 {1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1180
A09.01.008 1008 Tannuw (TI) B Bonocax (Thallium (TI), Hair) 1180
A09.01.008 1133 docdpop (P) B BOonocax (Phosphorus (P), Hair) 1180
A09.01.015.001 1009 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 1180
A09.01.020.001 |1015 LinHk (Zn) B BONocax (Zinc (Zn), Hair) 1180
A09.01.008 1140 LinpkoHui (Zr) B Bonocax (Zirconium (Zr), Hair) 1180
6.4. MuKpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 M311 TokcuyHble MUKpoanemMeHThl B HOrTax (Toxic Trace Elements, Nails) | 2 350
ToKCMYHbIE M 3cCeHUManbHbIe MUKPO3ANIEMEHTLI B HOITAX (Toxic
A09.01.007 M312 Trace Elements, Essential Vital Elements, Nails) 4 630
BonbLUoWn CKPpUHMHT anemeHTHOro coctasa HorTen (Elemental
B03.070.499 M313 Composition of Nails: Screening ) 8 235
A09.01.008 1076 AntomuHni (Al) B HorTsix (Aluminum (Al), Nails) 1180
A09.01.008 1080 Bapuin (Ba) B HorTax (Barium (Ba), Nails) 1180
A09.01.008 1081 Bepunnuii (Be) B HorTax (Beryllium (Be), Nails) 1180
A09.01.008 1079 Bop (B) B HorTsax (Boron (B), Nails) 1180
A09.01.008 1120 Banagun (V) B Hortsix (Vanadium (V), Nails) 1180
A09.01.008 1082 Bucmyt (Bi) B HorTsix (Bismuth (Bi), Nails) 1180
A09.01.008 1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1180
A09.01.008 1089 Mannun (Ga) B HorTax (Gallium (Ga), Nails) 1180
A09.01.008 1090 "epmanuii (Ge) B Hortax (Germanium (Ge), Nails) 1180
A09.01.008 1088 XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1180
A09.01.008 1078 3onoto (Au) B HorTax (Gold (Au), Nails) 1180
A09.01.008 1092 Wop (I) B HorTsax (lodine (1), Nails) 1180
A09.01.008 1084 Kagmun (Cd) B HorTsix (Cadmium (Cd), Nails) 1180
A09.01.008 1093 Kanun (K) B Hortsax (Potassium (K), Nails) 1180
A09.01.008 1083 Kanbuwmi (Ca) B Hortax (Calcium (Ca), Nails) 1180
A09.01.008 1085 KobanbT (Co) B Hortsax (Cobalt (Co), Nails) 1180
A09.01.008 1107 KpemHuit (Si) B HorTsax (Silica (Si), Nails) 1180
A09.01.008 1094 JlaHTaH (La) B HorTsix (Lantanum (La), Nails) 1180
A09.01.008 1095 Jlutun (Li) B Hortax (Lithium (Li), Nails) 1180
A09.01.008 1096 Marnuii (Mg) B HorTsx (Magnesium (Mg), Nails) 1180
A09.01.008 1097 MapraHey (Mn) B HorTsix (Manganese (Mn), Nails) 1180
A09.01.008 1087 Megab (Cu) B HorTsix (Copper (Cu), Nails) 1180
A09.01.008 1098 MonunbgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1180




A09.01.008 1077 Mbiwbsk (As) B HorTsax (Arsenic (As), Nails) 1180

A09.01.008 1099 Hatpun (Na) B HorTax (Sodium (Na), Nails) 1180

A09.01.008 1100 Hwvkenb (Ni) B HorTsix (Nickel (Ni), Nails) 1180

A09.01.008 1108 Onogo (Sn) B HorTax (Tin (Sn), Nails) 1180

A09.01.008 1103 MnaTtuHa (Pt) B HorTax (Platinum (Pt), Nails) 1180

A09.01.008 1091 PTyTb (Hg) B HOrTsix (Mercury (Hg), Nails) 1180

A09.01.008 1104 Pybuaun (Rb) B HorTax (Rubidium (Rb), Nails) 1180

A09.01.008 1102 CsuHey, (Pb) B HorTax (Lead (Pb), Nails) 1180

A09.01.008 1106 CeneH (Se) B HorTsix (Selenium (Se), Nails) 1180

A09.01.008 1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1180

A09.01.008 1109 CtpoHuwmi (Sr) B HorTsix (Strontium (Sr), Nails) 1180

A09.01.008 1105 Cypbma (Sb) B HorTax (Antimony (Sb), Nails) 1180

A09.01.008 1110 Tannwun (TI) B HorTax (Thallium (Tl), Nails) 1180

A09.01.008 1101 docdop (P) B HorTax (Phosphorus (P), Nails) 1180

A09.01.008 1086 Xpom (Cr) B HorTax (Chromium (Cr), Nails) 1180

A09.01.008 1122 LinHk (Zn) B HOrTax (Zinc (Zn), Nails) 1180

A09.01.008 1123 LinpkoHui (Zr) B HorTax (Zirconium (Zr), Nails) 1180
7.1. NleKapcTBEHHbI MOHUTOPUHT (Drug Monitoring)

A09.05.035 88 deHobapbutan (JltommHan) (Phenobarbitalum) 3990

A09.05.035 89 ®PernTounH (OndennH, OunantuH) (Phenytoin) 3 805
BanbnpoeBas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum,

A09.05.035 90 Depakin, Convulexs) 2195

A09.05.035 91 KapbamasenuH (®PuHnencuH, Terpeton) (Carbamazepine, Tegretol) | 3 555

A09.05.035 274 LnknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3365
Takponumyc (AgBarpad, lNporpad, MpoTonuk, Takpocen) (FK506,

A09.05.035 1353 Advagraf, Prograf, Protopic, Tacrosel) 3190
TepudnyHomug, nedpnyHommg (metabonut) (Teriflunomide,

A27.30.290 1377TER |Leflunomide metabolite) 4160

A09.05.035 917 JlamotpumxkuH (Lamotrigine) 4 445

A09.05.035 1271 JleBeTnpauetam (Levetiracetam, Keppra®) 4 445
8.1. Knunuueckue tectbl (Clinical Tests)

AHanua moun obwmn (AHann3 Mo4m obLLMI C MUKPOCKOMNMEN OCaaKa)

B03.016.006 116 (Complete Urinalysis, Microscopic Examination) 445
WccneposaHne moun no metoay HeumnopeHko (Nechiporenko’s

B03.016.014 272 Urine Test) 555
Kanbuuin moun, kayecTBeHHbIV TecT (npoba Cynkosuya) (Sulkowitch

A09.28.012 401 Urine Calcium Test) 315
8.2. Buoxumma moum (cyTouHas 3kckpeuusa) (Urine Biochemistry
(Daily Excretion))

A09.28.003.001 (95 AnbbymuH, cytodHas moya (Albumin, 24-Hour urine) 590
AnbOyMUH, pa3oBasi TopuUMs MO4U (C KpEaTUHUHOM U1 PacHETOM
anbOymMuH/KpeaTUHUH oTHoweHus) (Albumin, random urine, with

A09.28.003.001 (95110 creatinine and albumin/creatinine ratio calculation, UACR) 965

A09.28.011 109 "niokosa, cytoyHasa moya (Glucose, 24-Hour urine) 360

A09.28.006 110 KpeaTtuHuH, cytouHas moua (Creatinine, 24-Hour urine) 400
Mpoba Pebepra (KnMpeHc 3HAOreHHOro kpeaTnHMUHA, CKOPOCTb

A12.28.002 96 knyboukoson cunbTtpauyun) (Glomerular Filtration Rate, GFR)* 485
AmMnnasa B MoYe CyTOYHOM UNnu NOPLIMOHHON 33 U3MEPEHHOE BpeMS
(Anbta-amnnasa, guacrtasa moum) (Amylase, 24-Hour or Timed

A09.28.027 108 Urine) 475

A09.28.009 111 MoueBuHa, cytodHas moda (Urea, 24-Hour urine) 390

A09.28.010 112 MoueBas kucnota, cytouHasa moya (Uric Acid, 24-Hour urine) 390

A09.28.003.002 (97 O6wmn 6enok, cytoyHast moya (Protein Total, 24-Hour urine) 420

A09.28.012 113 Kanbuwni (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 395
Kanun (K), Hatpun (Na), cytouHast moya (Potasium (K), Sodium (Na),

A09.28.014 114 24-Hour urine) 410

A09.28.026 115 docoop (P), cytounas moya (Phosphorus (P), 24-Hour urine) 450




A09.28.018

1458

Oxkcanatbl, cyTodyHass moda (Oxalates, 24-Hour urine)

1 865

A09.28.012

110113

Kanbumn, pazoBas nopumst Moum (C KpeaTMHMHOM M pac4eToM
Kanbumi/kpeaTuHnH oTHoweHus) (Calcium, random urine, with
creatinine and calcium/creatinine ratio calculation)

240

A09.28.003

97110

Benok, pasoBasi nopums Moy (C KpeaTMHUHOM 1 pacyeToM
HOpPMarnmn3oBaHHOrO Mo KpeaTuHWHy nokasaTens) (Protein, random
urine, with creatinine and protein/creatinine ratio calculation)

325

A09.28.060

1318

MarHuii, cyTouHas moda (CyTovHas akckpeums), (Magnesium, 24 h
urine excretion)

400

A09.28.060

1318110

MarHun, pazoBas nopuus Moum (C KpeaTUHUHOM U pacyeToMm
MarHui/kpeaTHuH oTHoweHus ) (Magnesium, random urine, with
creatinine and magnesium/creatinine ratio calculation)

630

A09.28.026

115110

docop, pazoBas NOpUUSE MO4YM (C KPEATUHMHOM U PacyeToM
HOpManu3oBaHHOrO Mo KpeaTuHMHy nokasatens) (Phosphorus,
random urine, with creatinine and phosphorus/creatinine ratio
calculation)

355

A09.28.010

112110

MoueBas kucnora, pasoBas nopumda Mmo4u, ¢ KpeaTMHMHOM U
pac4eToM HOpMalriM3oBaHHOIO MO KpeaTUHUHY NMoK-n4a

355

A09.28.060

OBC110

OueHka pycka kaMHeobpa3oBaHuWs - IMTOreHHbIE CyOCTaHUuM Moun,
CyTOYHas Moya (kanbumi, MarHun, pocdop, okcanaTtbl, MoYeBas
KMCnoTa, KpeaTUHWH CYTOYHOM MOYM C Pacv4eTOM CYyTOYHOWN
SKCKpeLmn)

3 460

8.3. NcuxoakTuBHbIe BewecTsa B moue (Psychoactive Substances,
Urine)

A09.28.055.001

nvc

HapKkoTuku n NCXoTPOMHbIE BELLECTBA - CKPUHUHT (KOMMIEKCHbIN
aHanM3 Mo4u Ha onvaTbl, amgeTamnH, MeTameTaMmH, KOKauH,
KaHHabuHounapl n ux metabonutsl) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine,
Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine)

4220

A09.28.055.001

902

KanHabuHoungpl (mapuxyaHa) B Mode (Cannabinoids (Marijuana),
Urine)*

2430

A09.28.055.001

925

Onuatbl (MopduH/reponH) B moye (Opiates (Morphine/Heroin),
Urine)*

2210

B03.016.018

898

Bapb6utypaTtbl B Moye (Barbiturates, Urine)*

2430

A09.28.059.004

982

OTtaHon (ankoronbk) B moye (Ethanol (Alcohol) Urine)*

2220

A09.05.211

9950

«BpegHble npuBbI4kn» (AHANU3 MOYM HA HUKOTUWH, MCUXOTPONMHbIE U
HapKOTUYECKME BELLECTBA, MCUXOAKTUBHbIE NIEKAPCTBEHHbIE
npenapaTbl (HUKOTUH; NCMXOTPOMNHbIE N HAPKOTUYECKME BELLIECTBA,
NCMXO0aKTUBHbIE NlekapcTBeHHbIE nNpenaparthl) (Pernicious Habits:
Nicotine, Drugs, Psychostimulants and Psychotropic Substances,
Urine)*

4 320

8.4. UccnepoBaHue noyeyHoro KamHsa (Study of Kidney Stone)

A09.28.018

1265

AHanmM3 xMMmnyeckoro coctaBa MOYeBbIX (MOYEYHbIX) KaMHEN
METOAO0M PEHTreHOCTPYKTYpHOro aHanmaa (Compositional Analysis of
Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction
analysis)

5320

A09.28.018

1565MOK

AHanmM3 xMMmnyeckoro coctaBa MOYeBbIX (MOYEYHbIX) KaMHEN
meTogom uHdpakpacHom cnekrpomeTpum (Compositional Analysis of
Urine (Kidney) Stones, infrared spectrometry)

4 705

9.1. UccnepoBaHua Kana (Examinations of Feces, Stool
Examinations)

B03.016.010

158

Konporpamma (Koprogramma, Stool)

920

A09.19.012

236

CopepxaHue yrneBofoB B kane (peayumpytolue BellecTBa B Kase)
(Stool Sugars, Reducing Substances, Fecal)

980

A09.19.001

240

WNccnepoBaHue kana Ha CKpbITyo KpoBb, 6eH3naMHoBas npoba
(Occult Blood Feces Analysis)

560




A09.19.001

2401

CkpbiTast KpOBb B Karne (KonopekTasnibHble KpOBOTEUYEHMST),
KONMMYeCTBEHHbIM UMMYyHOXMMUYeckuin metog FOB Gold (Quantitative
Immunochemical Fecal Occult Blood, Test FOB Gold)

1480

A09.19.010

162

Onacrasa 1 (31), naHkpeaTnyeckas anactasa 1 (Elastase 1, E1)

3430

B03.019.012

1533A1AT

Anbga-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces)

2280

A26.05.016

15920CC

OcrtaTto4dHasi ocMonsipHocTb cTyna (Stool osmotic gap)

1740

A09.19.013

1338

KanbnpoTektuH cpekanbHbin (Fecal Calprotectin)

4160

A26.19.011

1594

AHanus kana Ha anua renbMuHTOB (Anua rnuctos) (PRO Stool,
Helminth Eggs)

650

A26.01.017

16010CT

WcecnepoBaHne Ha aHTepobuos (snua ocTpuu), Lwnatenb
(Enterobiasis, Spatula)

600

A26.20.006

1600CT

WccnepnoBaHme Ha aHTepobuos (anua octpu), TamnoH (Enterobiasis,
Swab)

595

A26.19.011

159IMPO

AHanus kana Ha npoctenwwme (PRO Stool)

670

10.1. AgeHoBupycHas uHpekuua (Adenovirus Infection)

A26.06.005

242

AHTUTEna Kknacca IgA k ageHoBupycy (Anti-Adenovirus IgA)

1025

A26.06.005

241

AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus IgG)

1025

10.2. Ackapugos (Ascariasis)

A26.06.121

237

AHTUTEna knacca IgG k aHTureHam ackapug, (Anti-Ascaris
lumbricoides IgG)

1285

10.5. boppenunos (6onesHb Nlaiima) (Borreliosis, Lyme Borreliosis,
Lyme Disease, LD)

A26.06.011.002

243

AHTUTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi
I9G)

1 060

A26.06.011.001

244

AHTUTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi
IgM)

1 060

A26.06.011

1191

AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBnsembie meTogom
BectepH-6noTa (Anti-Borrelia burgdorferi IgM, Western Blot (WB))

3035

A26.05.053

3112CWH

Boppenwuu, onpegenexune AHK B cuHoBManbHom xungkoctu (Borrelia
burgdorferi, DNA, Synovial Fluid)*

630

A26.05.053.001

3112CMX

Boppenuu, onpeaenexne OHK B cnmHHoMOo3roBon xugkoctu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

640

10.6. BeTpaHaa ocna: BUPYC repneca 4yenoseKa 3 Tmna
(onoacwiBaowmit nnwai) (Varicella-Zoster Virus, VZV, Chickenpox,
Chicken Pox)

A26.06.084.001

256

AHTUTena knacca IgG K BUpycy BETPSHOW OCMbI Y OMOSACHIBAIOLLETO
nnwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG)

1075

A26.06.084.002

257

AHTUTena knacca IgM K BUpycy BETPSAHOM OCbl 1 OMOSICLIBAKOLLErO
nuwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

1190

10.7. BUM-nHdeKuua (Bupyc ummyHoaedpuumuta Yyenoseka)
(Human Immunodeficiency Virus, HIV)

A26.06.049.001

68

AHTtuTena k BUY 1 n 2 v antured BUY 1 n 2 (HIV Ag/Ab Combo)

695

A26.05.021

3102

Bupyc nmmyHogedmunta Yyenoseka tuna 1, ka4ecTBeHHoe
onpegenexHne PHK (Human immunodeficiency virus, quality, RNA) B
CbIBOPOTKE KPOBU

4 035

10.8. BMY-nHPpeKuma, nanuniomasupycHaa uHpekuua (smpyc
nanunnombl yenoseka) (Human papillomavirus, HPV, HPV
Infection)

A26.21.008.001

311c-npK

Bupyc nanmnnomel YenoBeka BbICOKOro OHKOr€HHOro pucka, CKpUHUHT
14 TvnoB: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenerne [JHK B cockobe anutenuarnbHbIX KNETOK CIIM3NCTON
npamont kuwku (HPV DNA, Scrape of Rectal Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

1 345




A26.21.008.001

311c-pot

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO PUCKa, CKPUHWUHT
14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenenne [JHK B cockobe anuTenuanbHbIX KNETOK POTOMMOTKN
(HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.001

311c-ypo

Bupyc nanmnnombl YenoBeka BbICOKOro OHKOreHHOro pucka, CKpUHUHT
14 tvnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenerne [JHK B cockobe anutenmanbHbIX KNeTok
yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

1345

A26.21.008.001

312c-ypo

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUCKa,
onpeaenenne [HK 16 1 18 Tunos + KBM B cockobe anutenmnanbHbIX
KneTok yporeHmtanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))

755

A26.21.008.001

313c-ypo

Bupyc nanmnnombl YenoBeka BbICOKOFO OHKOT€HHOMO pUCKa,
reHoTunuposanune OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68 + KBM B cockobe anutenunanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

2150

A26.21.008.001

399C-YPO

Bupyc nanunnomsl YenoBeka HU3KOrO OHKOTEHHOMO pUCKa,
onpegenenve OHK 3 Tunos: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHuTaneHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

800

A26.21.008.001

399C-npk

Buvpyc nanunnomMbl YenoBeka HU3KOro OHKOTEHHOro pucka,
onpegenenve OHK 3 Tunos: 6, 11, 44 + KBM B cockobe
anuTeNManbHbIX KNETOK Crnancton npsamon knwkn (HPV DNA,
Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

800

A26.21.008.001

399C-port

Bupyc nanunnomsl YenoBeka HU3KOrO OHKOrEHHOMO pUCKa,
onpegenexnvne AHK 3 Tunoe: 6, 11, 44 B cockobe anuTenuanbHbIX
knetok potornoTtku (HPV DNA, Scrape of Faucial Epithelial Cells, 3
Types (6, 11, 44))

800

A26.21.008.001

374C-YPO

Bupyc nanunnomel Yenoseka, onpegenenve AHK 4 Tunos: 6, 11, 16,
18 + KBM B cockobe anutenuanbHbIX KNETOK YPOreHNTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6,
11, 16, 18) Screening )

850

A26.21.008.001

377C-YPO

OnddepeHumposaHHoe onpegenenne AHK BMNY (Bupyc nannnnomsl
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 + KBM B cockobe anuTenuarnbHbIX KNETOK yporeHUTansHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

2670

A26.21.008.001

391C-YPO

Bupyc nanunnomel Yenoseka, onpegenernve AHK 21 tuna: 6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 +
KBM B cockobe anuTenuanbHbIX KNeTOK YpOreHUTanbHOro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3 355

10.9. TapaHepennes (rapgHepenna) (Gardnerella vaginalis)

A26.20.030.001

305movy

MapaHepenna, onpepeneHve OHK B moue (Gardnerella vaginalis,
DNA, Urine)*

515

A26.20.030.001

305cn

MapaHepenna, onpegeneHve OHK B cekpeTe npocTtaThl, 39KynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

515

A26.20.030.001

305ypo

apaHepenna, onpeaeneHne OHK B cockobe anuTenmanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

535

10.10. FenbmuHTOo3 (Helminthiasis)




A09.05.054

297

AHTUTENA K aHTUreHam Hemarog poga Anisakis IgG

970

A26.06.120

299

AHTUTEna K aHTureHam Knrtarickon apyyctkm Clonorchis sinensis IgG

1230

10.12. TenatuT A BUpycHaa uHdeKuuma (Bupyc renatura A, Hepatitis
A Virus, HAV)

A26.06.034.002

71

AnTuTena knacca IgG k supycy renatuta A (Anti-HAV I1gG)

940

A26.06.034.001

72

AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

1270

A26.05.030.001

328CB

Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kpoBu (HAV
RNA, Serum)*

1105

10.13. FenatuT B BUpycHaa undekuusa (supyc renatura B, Hepatitis
B Virus, HBV)

A26.06.036.001

73

HBs-aHTUreH Bupyca renatuta B (HBs-aHTureH, noBepXHOCTHbIN
aHTUreH Bupyca renatuta B, «aBcTpanumnckui» aHTureH),
kayecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)

610

A26.06.035

74

HBe-aHTureH supyca renatuta B (Hepatitis Be Antigen, HBeAg)

1 005

A26.06.039

75

AHTuTena knaccos IgM un IgG k HB-core aHTureHy Bupyca renatuta
B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core
Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

915

A26.06.039.001

76

AHTUTEna knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core
Antibodies IgM)

1180

A26.06.038

77

AHTuTEna k HBe-aHtureny Bmpyca renatuta B (Anti-HBe, HBeAb)

930

A26.06.040.002

78

AHTUTEna Kk HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsADb)

1070

A26.06.036.002

87

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbIN
aHTUreH BUpYyca renaTtuta B, «aBcTpanuickuiny aHTureH),
konmdecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen,
Quantitative)

1715

A26.05.020.001

319CB

Bupyc renatuta B, onpegenenne [IHK B cbiBOpOTKE KpPOBMU,
kauectBeHHoe (HBV DNA, Serum, Qualitative)*

1080

A26.05.020.002

320CB

Bupyc renatuta B, onpegenenne [IHK B cbiBOpOTKE KpPOBMU,
konunuyectseHHoe (HBV DNA, Serum, Quantitative)*

5 065

10.14. Tenatut C BupycHaa nHdekuua (Bupyc renaturta C, Hepatitis
C Virus, HCV)

A26.06.041.001

79

AHTuTena knaccos IgM un I1gG k Bupycy renatuta C, cymmapHo (Anti-
HCV Total (IgG + IgM))*

870

A26.05.019.001

321CB

Bupyc renatuta C, onpegenexve PHK B cbiBOpoTke KpoBM,
kayectBeHHoe (HCV RNA, Serum, Qualitative)*

1180

A26.05.019.002

323N

Bupyc renatuta C, onpegenexHve PHK B nnasme kposw,
konnuyectseHHoe (HCV RNA, Plasma, Quantitative)*

12 235

A26.05.019.003

3241111

Bupyc renatuta C, onpegenexve PHK B nnaswe, reHoTunmposaHue ¢
cybtunamu (Tunel 1 (cydtunsl 1a u 1b), 2, 3) (Hepatitis C Virus (HCV)
RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2,

3)*

1770

A26.05.019.003

324

Bupyc renatuta C, konuyectBeHHoe onpegenenne PHK Bupyca un
reHoTunuposaHue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
Quantitative PCR, Genotyping (Types 1, 2, 3))

4870

A26.05.019.002

323C-MNn

Bupyc renatuta C (CITO), onpeneneHune PHK B nnasme kposw,
konmdectBeHHoe (HCV RNA, Plasma, Quantitative)*

20 940

A26.05.019.002

350CB

Bupyc renatuta C, onpegenexHme PHK B cbiIBOpOTKe KpOBU METOAOM
MuP, konnuecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3975

A26.05.019.001

3500CB

Bupyc renatuta C (BI'C), ynbTpayvyBcTBUTEnbHOE onpeaenenne PHK
BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

4015




A27.30.120

2447

NHTepnenknH-28B (UJ1-28B), reHoTunmMpoBaHue (MccregoBaHme
reHeTUYeCKMX MapKepoB, onpeaensitowmx apdeKTUBHOCTL NeYeHust
XpoHuyeckoro renatuta C uHtepcgpepoHoM n pnbaBrpuHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

1 965

10.15. F'enatut D BUpycHaa uHdekuma (supyc renatura D, Hepatitis
D Virus, HDV)

A26.06.043.001

1268

AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

1080

A26.06.043.002

1269

AnTuTena knaccos IgM n IgG k Bupycy renatuta D, cymmapHo (Anti-
HDV Total (IgG + IgM))

1020

A26.05.023.001

325CB

Bupyc renatuta D, onpegeneHve PHK B ceiBopoTke kposu (HDV
RNA, Serum)*

1030

10.16. F'enatut E BupycHaa nuideKkuyua (supyc renatuta E, Hepatitis
E Virus, HEV)

A26.06.044.001

227

AnTtuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

1145

A26.06.044.002

228

AHTUTEna knacca IgG k Bupycy renatuta E (Anti-HEV IgG)

1160

10.17. Tenatut G BupycHaa nHdekuua (supyc renatmra G,
Hepatitis G Virus, HGV)

A26.05.026.001

326CB

Bupyc renatuta G, onpegenenune PHK B cbiBopoTke kposu (HGV
RNA, Serum)*

1105

10.18. Tepnec (repnec-Bupycbl yenoseka 1 u 2 Tunos, Herpes
simplex virus, HSV-1, HSV-2)

A26.06.045

122

AHTuTena knacca IgG k Bupycy npoctoro reprneca 1 1 2 tunos (Anti-
HSV-1, 2 IgG)

960

A26.06.045.001

1222

AHTuTena knacca IgG k Bupycy npocTtoro repneca 1 tuna (Anti-HSV-
11gG)

965

A26.06.045.002

1223

AHTuTena knacca IgG k Bupycy npocToro repneca 2 tuna (Anti-HSV-
21gG)

905

A26.06.045.003

123

AHTUTEna knacca IgM k Bupycy npoctoro repneca 1 n 2 tunos (Anti-
HSV-1, 2 IgM)

895

A26.06.046.002

4AVHSV

AHTUTEna knacca IgG, onpegeneHne aBMaHOCTM K BUPYCY NPOCTOroO
repneca 1 un 2 Tunos (Anti-HSV-1, 2 1gG, Avidity)

950

A26.01.024.001

309BnT

"epnecsupyc 1 1 2 Tunos, onpegenenve AJHK B Beinote (HSV-1, 2
DNA, Exudate)*

525

A26.26.012.001

309rn3

epneceupyc 1 n 2 Tunos, onpegenexHne HK B cockobe
anuTenuanbHbIX KNeTok KOHbIoOHKTMBLI (HSV-1, 2 DNA, Scrape of
Conjunctiva Epithelial Cells )*

630

A26.01.024.001

309kox

epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
anuTenuanbHbIX KneTok koxxu (HSV-1, 2 DNA, Scrape of Skin
Epithelial Cells)*

630

A26.05.035.001

309kp

epneceupyc 1 n 2 Tunos, onpegenexHve [JHK B BeHO3HOI KpoOBU
(HSV-1, 2 DNA, Blood)*

650

A26.28.023.001

309moy

"epnecsupyc 1 1 2 Tunos., onpegenenne JHK B moye (HSV-1, 2
DNA, Urine)*

630

A26.08.017

309H0C

epneceupyc 1 n 2 Tunos, onpegenernne HK B cockobe
anuTenuanbHbIX KrneTok cnusucton Hoca (HSV-1, 2 DNA, Scrape of
Nasal Epithelial Cells)*

630

A26.08.017

309poTt

epneceupyc 1 1 2 Tunos., onpeaenenne OHK B cockobe
anuTenuanbHbIX krneTok potornotku (HSV-1, 2 DNA, Scrape of
Faucial Epithelial Cells)*

610

A26.05.035.001

309cB

"epnecsupyc 1 n 2 Tunos, onpegenexHve [JHK B cbiBOPOTKE KPOBU
(HSV-1, 2 DNA, Serum)*

755

A26.08.017

309cnH

"epneceupyc 1 n 2 Tunos, onpegenexnne AHK B critoHe (HSV-1, 2
DNA, Saliva)*

610

A26.23.008.001

309cmx

"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B cnMHHOMO3roBon
xugkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)*

630




A26.05.035

309cn

"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B cekpeTe npocTaThl,
askynaTte (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

630

A26.21.009.001

309ypo

epneceupyc 1 n 2 Tunos, onpegenexHne HK B cockobe
anuTenuanbHbIX KNeToK yporeHnTanbHoro Tpakta (HSV-1, 2 DNA,
Scrape of Urogenital Epithelial Cells)*

600

A26.01.024.001

3090BnT

"epnecsupyc 1 n 2 Tunos, onpegenerHve HK B BbinoTe,
TunupoBaHue (HSV-1, 2 DNA, Exudate, Typing)*

640

A26.26.012.001

3090rn3

"epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B cockobe
anuTenuManbHbIX KIEeTOK KOHbIOHKTMBLI, TUnNnpoBaHne (HSV-1, 2
DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

640

A26.01.024.001

3090kox

epneceupyc 1 n 2 Tunos, onpegenexHne HK B cockobe
anuTenuanbHbIX KNeToK Koxu, TunupoBaHue (HSV-1, 2 DNA, Scrape
of Skin Epithelial Cells, Typing)*

640

A26.05.035.001

3090kp

"epnecsupyc 1 n 2 Tunos, onpegenexHve JHK B BeHO3HOM KpoBHU,
TunupoBaHue (HSV-1, 2 DNA, Blood, Typing)*

755

A26.28.023.001

3090mou

"epnecsupyc 1 1 2 Tunos, onpegenenvne JHK B move, TunnposaHue
(HSV-1, 2 DNA, Urine, Typing)*

640

A26.08.017

3090H0C

"epnecsupyc 1 n 2 Tunos, onpegenernne JHK B cockobe
anuTenuanbHbIX KNETOK CIIM3UCTON Hoca, TunupoBaHue (HSV-1, 2
DNA, Scrape of Nasal Epithelial Cells, Typing)*

640

A26.08.017

3090pot

epneceupyc 1 n 2 Tunos, onpegenerHne OHK B cockobe
anuTenManbHbIX KNETOK PpOTOrnoTku, Tunuposanme (HSV-1, 2 DNA,
Scrape of Faucial Epithelial Cells, Typing)*

640

A26.05.035.001

3090cB

"epnecsupyc 1 1 2 Tunos, onpeaenenve [HK B cbiBOpOTKE KPOBMY,
TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)*

835

A26.08.017

3090cnH

"epnecsupyc 1 1 2 Tunos, onpeaenenve AHK B cnioHe, TnuposaHne
(HSV-1, 2 DNA, Saliva, Typing)*

640

A26.23.008.001

3090cmx

"epnecsupyc 1 n 2 Tunos, onpegenernne JHK B cnuHHOMO3roBom
Xugkoctu, Tunuposanue (HSV-1, 2 DNA, Cerebrospinal Fluid,

Typing)*

640

A26.21.009.001

3090cn

"epnecsupyc 1 n 2 Tunos, onpegenexHve HK B cekpeTe npocTtaThl,
agkynaTe, TunupoBaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen,

Typing)*

640

A26.21.009.001

3090ypo

epneceupyc 1 n 2 Tunos, onpegenernne JHK B cockobe
anuTenuanbHbIX KNeTOK yporeHWTanbHoro Tpakta, TunmpoBaHve
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

640

10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-
6)

A26.06.047.001

276

AHTuTena knacca IgG k repnecsupycy vernoseka 6 Tuna (Anti-HHV-6
I9G)

990

A26.30.018.001

352BnT

"epnecsupyc 6 Tna, onpegenexHve JHK B Bbinote (HHV-6 DNA,
Exudate)*

535

A26.05.033.001

352kp

"epnecsupyc 6 Tnna, onpegenexHve JHK B BeHo3HoM kposu (HHV-6
DNA, Blood)*

670

A26.30.018.001

352moy

"epnecsupyc 6 Tnna, onpeaenexHve JHK B moye (HHV-6 DNA,
Urine)*

535

A26.08.060.001

352H0C

epneceupyc 6 Tuna, onpeneneHune JHK B cockobe anutenmanbHbix
kneTtok cnmauctoun Hoca (HHV-6 DNA, Scrape of Nasal Epithelial
Cells)*

535

A26.08.060.001

352pot

epnecsupyc 6 Tuna, onpeneneHune JHK B cockobe anutenmanbHbIx
knetok potornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

535

A26.05.033.001

352cB

"epnecsupyc 6 Tvna, onpegeneHne OHK B ceiBopoTke kposu (HHV-6
DNA, Serum)*

790

A26.07.008

352cnH

"epnecsupyc 6 Tnna, onpeaenexHve OHK B cntoHe (HHV-6 DNA,
Saliva)*

535

A26.23.016.001

352cmx

"epnecsupyc 6 Tvna, onpeaenexHve JHK B cnMHHOMO3roBon
xungkoctn (HHV-6 DNA, Cerebrospinal Fluid)*

535




A26.30.018.001

352cn

"epnecsupyc 6 Tvna, onpegenerHne [JHK B cekpeTe npocTtaThl,
askynate (HHV-6 DNA, Prostatic Fluid, Semen)*

535

A26.30.018.001

352ypo

"epneceupyc 6 Tnna, onpeaeneHue [JHK B cockobe anuTenuanbHbIX
KneTok yporeHuTtansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital
Epithelial Cells)*

535

10.20. F'epnec-Bupyc Yyenoseka 8 Tuna (Human herpesvirus 8, HHV-
8)

A26.06.047.001

277

AnTuTena knacca IgG k repnecsupycy venoseka 8 tuna (Anti-HHV-8
IgG)

1040

10.21. FT'oHopen (roHOKOKK) (Neisseria gonorrhoeae)

A26.26.024.001

30613

MoHokokk, onpegeneHne HK B cockobe anutennanbHbIX KNeTok
koHbIoOHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva
Epithelial Cells )*

490

A26.28.015.001

306moy

"oHokokk, onpegeneHune JHK B moye (Neisseria gonorrhoeae, DNA,
Urine)*

490

A26.21.001

306npk

"oHoKOKK, onpegeneHne JHK B cockobe anuTennanbHbIX KNeTok
cnuaucton npsimon kuwkn (Neisseria gonorrhoeae, DNA, Scrape of
Rectal Epithelial Cells)*

515

A26.08.067

306poTt

"oHoKokK, onpegeneHue [JHK B cockobe anuTenuanbHbIX KNeTok
potornotku (Neisseria gonorrhoeae, DNA, Scrape of Faucial
Epithelial Cells)*

515

A26.04.001

306¢cuH

"oHokokk, onpegenenne JHK B cuHoBuanbHom xugkoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

590

A26.21.024

306cn

"oHOKOKK, onpeeneHne [HK B cekpeTe npocTaThl, 38KynaTe
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*

490

A26.21.001

306ypo

"oHoKOKK, onpegeneHune JHK B cockobe anuTennanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of
Urogenital Epithelial Cells)*

550

10.23. Aemoaekos (knew, gemopeKkc, Demodex folliculorum,
Demodex brevis)

A26.01.018

250

WccnepgoBaHme Ha Hanuume knewa gemopekc (Demodex folliculorum,
Demodex brevis)

650

A26.01.018

241

WccnepgoBaHme Ha Hanuume knewa gemopekc (Demodex folliculorum,
Demodex brevis)

615

10.24. AnszeHTepua amebHana, amebuas (Entamoeba histolytica)

A26.06.026

235

AHTUTEna knacca IgG k aHTureHam guseHTtepunHon amebbl (Anti-
Entamoeba histolytica IgG)

1085

10.25. lnseHTepua 6aKkrepuanbHas, wurennes, wurennbl (Shigella
flexneri, Shigella sonnei)

A26.06.098

280

PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

755

A26.06.098

281

PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)

755

A26.06.097

282

PIIA ¢ Shigella sonnei (Shigella sonnei, IHA)

755

A26.19.086

437YTIM

MoceB Ha NaTOreHHyto 1 YCNoOBHO-NAaTOreHHy0 MUKpPOdiopy
knweyvHuka (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora, Bacteria Identification)

1495

A26.19.008

437YMM-A

MoceB Ha NaTOreHHy0 U YCNOBHO-NATOrEHHY0 MUKPOIIopy
KMLLIEYHMKA C onpeaerieHMeM YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapaTtam (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)

1700

A26.19.008

437YMNM-®

[MoceB Ha NaTOreHHyo 1 YCIOBHO-NATONEHHYI0 MUKPOGOpY
KMLLIEYHMKa C onpeaerieHMeM YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapaTtam un 6aktepuocbaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

1830

10.26. AudTepua (gudrepuinnHas nanouka) (Corynebacterium
diphtheriae)




A26.06.104

855

AHTuTena knacca IgG k andtepunHomy aHatokcuHy (Anti-Diphtheria
Toxoid 1gG)

1135

10.27. UepcuHum (MepcnHmnos, ncesaotybepkynes) (Yersinia
enterocolitica)

A26.06.093

238

AHTUTEena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgA)

985

A26.06.093

239

AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgG)

985

A26.06.094

286

PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis
IHA)

755

A26.06.093

284

PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica
0:3, IHA)

755

A26.06.093

285

PIIA ¢ Yersinia enterocolitica cepotmna O:9 (Yersinia enterocolitica
0:9, IHA)

755

10.29. KaHgupo3s, KaHgupa (Candidiasis, Candida)

A26.06.006

254

AHTUTena knacca IgG k Candida albicans (Anti-Candida albicans I1gG

)

980

B03.002.004

6617

lNMnecenb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG )

790

A26.20.048

344BnT

Kanguga, onpegenenune [AHK B BeinoTe (Candida albicans, DNA,
Exudate)*

515

A26.20.048

344xox

Kangupa, onpegenenne JHK B cockobe anutennanbHbIX KNETOK KOXM
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

515

A26.20.048

344mov

Kangupa, onpegenenne JHK B moye (Candida albicans, DNA, Urine)*

515

A26.20.048

344npk

Kangupa, onpegenenne AHK B cockobe anutenunanbeHbIX KNeTok
cnuaucToun npsimon kuwku (Candida albicans, DNA, Scrape of Rectal
Epithelial Cells)*

515

A26.20.048

344pot

Kangnpa, onpenenenne JHK B cockobe anutenmnanbHbIX KNeTok
potornoTku (Candida albicans, DNA, Scrape of Faucial Epithelial
Cells)*

515

A26.20.048

344cnH

Kangupa, onpenenenune HK B cntoHe (Candida albicans, DNA,
Saliva)*

515

A26.21.044.001

344cn

Kanavpa, onpegenenue [HK B cekpeTe npoctathl, 39KyndaTe
(Candida albicans, DNA, Prostatic Fluid, Semen)*

515

A26.20.048

344ypo

Kangupa, onpegenenne AHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbHoro Tpakta (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

535

10.30. Knewesoii saHuedanut, BUpyc Knewesoro sHuedpanura
(Flavivirus, Tick-borne encephalitis virus)

A26.06.088.002

267

AHTUTena knacca IgG k Bupycy knewieBoro aHuedanuTa (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

940

A26.06.088.001

268

AHTUTena knacca IgM k Bupycy knewesoro aHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

940

A26.05.054

1227M

JTabopaTopHoe nccnegoBaHue knewa ans eoiseneHnst PHK/OHK
BO30OyauTenen MHpeKUUn, nepearoLLmnxcs UKCO40BbIMM KNeLLaMu:
KNELWEBOW SHLEE®ANNT, BOPPENNOS3 (EONE3HbL TAUMA),
AHAMNA3MOS, 3PJIMXUNO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. 1.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

3 895

A26.04.012.001

370

WMccnepgoBaHume knewla: CKpUHUHE (nabopaTtopHoe nccrnegoBaHmne
knewa ans seisierneHns PHK/OHK Bo30yauTenein nHdekumin,
nepegatowmxcsa nkcogosbiMu knewamm: PHK Tick-borne encephalitis
Virus (TBEV), AHK Borrelia burgdorferi s. I.) (Study of Tick:
Screening)

2120

10.32. Koknouw (Bordetella pertussis, Whooping Cough)

A26.06.103

247

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis
IgA)

1125




A26.06.103

245

AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis
I9G)

1150

A26.06.103

246

AHTuTEena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis
IgM)

1160

10.33. Kopb (Morbillivirus, Measles virus)

A26.06.056.001

2500

AHTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)

1210

10.34. KpacHyxa (Rubella virus)

A26.06.071.001

84

AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG)

780

A26.06.071.002

85

AHTuTEena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

965

A26.06.071

1142

AHTuTena knacca IgG k aHTureHam Bupyca KpacHyxu, BbisiBNiieMble
meTtogom ummyHobnotTuHra (Anti-Rubella 1I9G, Immunoblot )

6 265

A26.06.071.003

3AVRUB

AHTuTena knacca IgG k BUpycy KpacHyxu, onpefeneHne aBugHOCTM
(Anti-Rubella IgG, Avidity)

1410

A26.07.010

338CB

Bupyc kpacHyxu, onpegenenne [JHK B cbiBopoTke kpoBu (Rubella
Virus, DNA, Serum)*

1105

10.37. Nlucrepunos, nuctepuum (Listeria monocytogenes, Listeriosis)

A26.05.037.001

3114mou

Jlnctepum, onpeneneHne JHK B moye (Listeria monocytogenes, DNA,
Urine)*

660

A26.05.037.001

3114Hoc

Jlnctepuu, onpeaenexne HK B cockobe anuTenuanbHbIX KNeTok
cnusncton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal
Epithelial Cells)*

660

A26.05.037.001

3114nn

Jluctepum, onpegenenne JHK B nnasme kposwm (Listeria
monocytogenes, DNA, Plasma)*

675

A26.05.037.001

3114pot

Jlnctepum, onpegenenmne [HK B cockobe anuTenuanbHbIX KNeToK
potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial
Epithelial Cells)*

660

A26.05.037.001

3114cuH

Jlnctepwum, onpegenenune JHK B cMHoBuanbHom xugkoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

660

A26.23.017.001

3114cmx

Iluctepuu, onpegenenne JHK B cnMHHoMo3roBown xugkoctu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

650

10.38. Iambnnos,namb6aum (Giardia lamblia intestinalis)

A26.06.032

234

AHTUTEna knaccos IgM, IgG, IgA k aHTureHam nAm6nuiA, cymMMapHo
(Anti-Giardia lamblia IgM, IgG, IgA, Total)

970

10.40. Mukos3bl (napasutapHbie rpubbl — gepmatodputnbl) (Skin and
Nail Mycoses)

A26.01.015

995

Mwukpockonuyeckoe UccrneoBaHUe Ha NaTtoreHHble rpubhbl
(Microscopic examination for pathogenic fungi)

1090

A26.09.024

1277

MuKkpockonuyeckoe nccrnegoBaHUe U NOCEB HA NaTOreHHble rpUbbI
(Microscopic examination and Culture for pathogenic fungi)

2 200

10.41. MuKonnasameHHasa nHPeKuma, mmkonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.001

302MOM

Mukonnasma (Mycoplasma hominis), onpegenexue JHK B moye
(Mycoplasma hominis, DNA, Urine)*

520

A26.21.022

302CI

Mukonnaama (Mycoplasma hominis), onpegenexue OHK B cekpete
npocTtarthbl, askynare (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

520

A26.21.032.001

302YPO

Mukonnasma (Mycoplasma hominis), onpegenexue OHK B cockobe
anuTenuManbHbIX KIEeTOK yporeHuTanbHoro Tpakta (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

535

A26.28.017.001

308MOM

Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B moue
(Mycoplasma genitalium, DNA, Urine)*

515

A26.20.027.001

308cn

Mukonnasma (Mycoplasma genitalium), onpegenerve OHK B cekpete
npocTtarthbl, askynare (Mycoplasma genitalium, DNA, Prostatic Fluid,
Semen)*

515




A26.21.031.001

308ypo

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cockobe
anuTenuanbHbIX KNEeTOK yporeHuTanbHoro Tpakta (Mycoplasma
genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

540

A26.09.006

347mK

Mukonna3sma (Mycoplasma pneumoniae), onpegenerve JHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)*

880

A26.28.018.001

347nn

Mukonna3sma (Mycoplasma pneumoniae), onpegenerve JHK B
nnasme kposwu (Mycoplasma pneumoniae, DNA, Plasma)*

670

A26.21.031.001

347pot

Mukonna3sma (Mycoplasma pneumoniae), onpegenerve JHK B
cockobe anuTenuanbHbIX KneTok potornoTtkm (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

715

A26.08.014

347cnH

Mukonnasma (Mycoplasma pneumoniae), onpeaenexve JHK B
cntoHe (Mycoplasma pneumoniae, DNA, Saliva)*

670

A26.06.057

179/80

AnTtuTena knaccos IgM n IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, I1gG)

1440

A26.06.057

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

755

A26.06.057

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis 1gG)

765

A26.06.057

260

AnTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

965

A26.06.057

181/82

AnTtuTena knaccos IgM n IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, 1gG)

1565

A26.06.057

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

820

A26.06.057

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

835

A26.06.057

1367

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgA)

830

10.42. MukpobuoueHo3 yporeHuTanbHoro Tpakra (Urogenital Tract
Microbiocenosis)

A26.20.032

380

CKPUHWHT MUKPOdNOpPbI yporeHnTanbHoro Tpakta. ®emodnop CkpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR
Panel Femoflor Screen))

3635

B03.014.036

383

Breissnenue Bo3bygutenen UMMM (7 + KBM), cockob
anuTenuanbHbIX KNEeTOK yporeHuTansHoro TpakTta (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Scrape of
Urogenital Epithelial Cells)*

3510

A26.20.032

386

WccnepoBaHme BroleHos3a yporeHuTansHoro Tpakra. ®emodonop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

8))

2 875

A26.20.032

372

WccneposaHne 6GroueHosa yporeHuTansHoro Tpakra. ®emodnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor
16))

4 360

A26.20.032

3022

BakrepunaneHbii BarnHo3 (Bacterial Vaginosis, BV)

2 600

B03.014.033

3026

MHBNO®JIOP ? ycnoBHO-NaTOreHHble MUKOMNa3Mbl YernoBeka
(yporeHutanbHbIn ckpuHUHr) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

800

B03.014.034

3027

YCNOBHO-NATOreHHbIE MUKOMa3Mbl, MOHUTOPUHT 30hEKTUBHOCTM
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

525

B03.014.035

3028

YCNoBHO-NATOreHHbIE MUKOMMAa3Mbl, MOHUTOPUHT 3EKTUBHOCTHU
neyeHnsa (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

525

A26.09.006

3029

YCnoBHO-NaToreHHble MUKONNa3mbl, MOHUTOPUHT 3dheKTUBHOCTH
neyenuns (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
Monitoring of Treatments)

525




A26.21.036

3150YPO

AHgpodiop, nccrnegoBaHve MUKPOMnopbl YporeHUTanbsHoro Tpakra
MY>XYMH B COCKOBE anuTenuarnbHbIX KNeTOoK yporeHnTanbHOro Tpakra
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the
balanus, urethra)

3 365

A26.21.036

3250YPO

AHppodnop CkpuH, nccrnegoBaHme MUKpodopbl YporeHMTanbHoro
TpaKTa My>XYMH B COCKOOE anuTenuarbHbIX KNeToK yporeHTanbHoro
TpakTa (Androflor® Screen REAL-TIME PCR Detection Kit, the study
of men’s urogenital tract microbiocenosis in the epithelial scrapes
from the balanus, urethra)

2 805

B03.014.032

3020

MHBUO®JIOP - komnnekcHoe nccnegoBaHne MUKpodnopsl
yporenuTanbHoro Tpakta (INBIOFLOR ? Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

5305

A26.06.006

3023

Kangnpos, ckpuHunr (Candidiasis, Screening )

505

A26.21.055

3024

Kangmpos, Tunmuposanue (Candidiasis, Typing)

880

B03.014.012

3025

BeisiBnenune Bo3dyautenen UMMM (4 + KBM): onpegenenne OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, JHK yenoseka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas
vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

1775

A26.21.055

3021

Kangmpos, ckpuHuHr 1 TinupoBaxmve (Candidiasis, Screening and
Typing)

1455

A26.30.040

396YPO

Bakrepongbl, onpeaenerHne OHK B cockobe anntenmanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

530

A26.30.039

397YPO

MobunyHkyc, onpegenexue [HK B cockobe anmTenmanbHbIX KNeTok
yporeHutanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of
Urogenital Epithelial Cells)

560

A26.05.008.001

345YPO

INakTobakTepun, onpegenenne AHK B cockobe anutennanbHbIX
KneTok yporeHuTaneHoro Tpakta (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

895

10.44. OnucTtopxo3 (Kowauba aByycTka, Opisthorchis felineus)

A26.06.062

230

AHTUTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
felineus 1gG)

1200

10.45. OcTtpble KuweuHble uHPeKuuu (Acute Intestinal Infections)

A26.19.072.001

33111KAN

OHTeposupycel, onpegenenne PHK B kane (Enterovirus, RNA, Fecal)

895

A26.19.063.001

33121KAN

OcTpble kuweyHble nHdekuun, NMLP-cKpuHUHT BOCbMUK
GakTepuanbHbIX N BUPYCHbIX BO3OyaMTEeNen oCTPbIX KULLEUYHbIX
nHdpekumn B kane (Acute Intestinal Infections, PCR, Fecal)

2025

10.47. NapoTtut anugemudeckui (Epidemic Parotitis, Mumps)

A26.06.112.001

252

AHTUTena knacca IgG k Bupycy anugemuyeckoro napotuta (Anti-
Mumps 1gG)

1055

A26.06.112.002

253

AHTUTena knacca IgM k Bupycy anungemudeckoro napotuta (Anti-
Mumps IgM)

1 065

10.50. PecnupatopHoO-CMHUMTUANbHaA UHdeKuua (pecnupatopHo-
CMHUMUTUaNbHbIM BUpYyc) (Respiratory Syncytial Virus, RSV)

A26.06.067

248

AHTUTEna knacca IgG k pecnmpaTopHO-CUHLMTUansHoMy Bupycy (Anti
Respiratory Syncytial Virus (RSV) 1gG)

1270

A26.06.067

249

AHTUTEna knacca IgM k pecnupaTopHO-CUHLMTUANsLHOMY BUpYCY (Anti
Respiratory Syncytial Virus (RSV) IgM)

1270

10.51. Pukketcmos, Tud coinHom (pukkertcumn) (Typhus, Rickettsia

prowazekii)




PIIrA ¢ cbINHOTUO3HLIM ANMAarHOCTUKYMOM pUKKeTcuin lNMpoBayeka

A26.06.118 283 (Rickettsia prowazekii, IHA) 765
10.53. CanbmoHennbi (Tud 6plowHoii, napatud, canbmoHennes,
Salmonella spp.)
AHTuTena k Salmonella typhi, PINTA (Salmonella typhi Antibodies,
A26.06.077 273 IHA) 865
A26.06.073 288 PIIA c Salmonella gr.A (Salmonella gr.A, IHA) 705
A26.06.073 289 PIIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 705
A26.06.073 290 PIIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 705
A26.06.073 292 PIIA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 705
A26.06.073 293 AnTtuTena k Salmonella gr.E, PII'A (Salmonella gr.E Antibodies, IHA) [ 705
A26.06.073 287 PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 705
10.54. Cupunuc (Treponema pallidum, Syphilis)
Cuncpunuc RPR — aHTukapanonunuHoBbin TecTt (Syphilis RPR (Rapid
A26.06.082 69 Plasma Reagins), Anticardiolipin Test) 535
AnTtuTena knaccos IgM n IgG k Treponema pallidum, cymmapHo (Anti-
A26.06.082.002 (70 Treponema pallidum IgM, IgG, Total) 905
AHTuTEna knacca IgM k Treponema pallidum (Anti-Treponema
A26.06.082 221 pallidum IgM) 1090
AHTuTena knacca IgG k Treponema pallidum, BbisSIBNsieMble METOAOM
A26.06.082 1205 nmMmMmyHobnoTtTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2 855
BnegHasa TpenoHema, onpegenexne [AHK B cockobe anmTenuanbHbIX
KneTok KoHbIOHKTMBBI (Treponema pallidum, DNA, Scrape of
A26.21.013 346rn3 Conjunctiva Epithelial Cells )* 525
BnepgHas TpenoHema, onpeaenerHne HK B cockobe anutenmanbHbIxX
kneTok kKoxu (Treponema pallidum, DNA, Scrape of Skin Epithelial
A26.21.013 346Kk0XK Cells)* 525
BnepgHas TpenoHema, onpeaenerHve OHK B moye (Treponema
A26.21.013 346mou pallidum, DNA, Urine)* 525
BbnepgHas TpenoHema, onpeaenerHve HK B otaensemom (Treponema
A26.21.013 3460T1a pallidum, DNA, Secretion)* 525
BnegHas TpenoHema, onpegenexHne AHK B cockobe anmMTenuanbHbIX
knetok potornotku (Treponema pallidum, DNA, Scrape of Faucial
A26.21.013 346poT Epithelial Cells)* 525
BnepHas TpenoHema, onpenenerHve [JHK B cbiBOpPOTKE KPOBU
A26.21.013 346¢cB (Treponema pallidum, DNA, Serum)* 765
BnepHas TpenoHema, onpegenerve HK B cnuHHoOMo3rosom
A26.21.013 346¢cmx xwngkoctu (Treponema pallidum, DNA, Cerebrospinal Fluid)* 525
bneaHas TpenoHema, onpegeneHue HK B cekpeTe npocrtarthl,
A26.21.013 346¢n askynaTe (Treponema pallidum, DNA, Prostatic Fluid, Semen)* 530
BbnepHas TpenoHema, onpenenerne [HK B cockobe anutenmanbHbiX
KneTok yporeHuTansHoro TpakTa (Treponema pallidum, DNA, Scrape
A26.21.013 346ypo of Urogenital Epithelial Cells)* 530
10.56. CTon6HsK (Tetanus)
AHTUTena knacca IgG k ctonbHsyHOMY aHaTokcuHy (Anti-Tetanus
A26.06.105 876 toxoid 1gG) 1215
10.57. CTpenTOKOKKOBasA UHPeKLMA (CTPenTOKOKKK rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae)
(Streptococcal Infection)
CrtpenTokokk, onpegenenne [JHK B mokpoTe (Streptococcus spp.,
A26.20.021 348mk DNA, Sputum)* 965
CrtpenTokokk, onpegenenne [JHK B nnasme kposu (Streptococcus
A26.20.049 348nn spp., DNA, Plasma)* 965
CrtpenTokokk, onpegenenne [JHK B cockobe anutenmanbHbIX KNeToK
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial
A26.20.049 348pot Cells)* 945




A26.20.049

348crnH

CrtpenTokokk, onpegenerne [JHK B critoHe (Streptococcus spp., DNA,
Saliva)*

945

A26.05.046.001

3310311

lMHeBMOKOKK, onpegenenne HK B nnasme kposu (Streptococcus
pneumoniae, DNA)

950

A26.05.046.001

33103CJH

MHeBmoKokK, onpenenenne HK B cntoHe (Streptococcus
pneumoniae, DNA)

950

A26.05.046.001

33103POT

MHeBMoOKOKK, onpegenenne [AHK B cockobe anutenmanbHbIX KNeTok
potornoTku (Streptococcus pneumoniae)

950

A26.05.046.001

33103MK

MHeBmoKoKK, onpegenenne HK B mokpoTe (Streptococcus
pneumoniae, DNA)

950

10.58. CtpoHrunounaos (Strongyloides stercoralis)

A26.06.123

1372

AHTUTena knacca IgG k aHTureHam cTpoHrmunoungosa (Anti-
Strongyloides stercoralis IgG)

1150

10.59. T-numodoTponHbliii BUpyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)

A26.06.087

1208

AHTuTena knacca IgG k T-numdoTponHomy BUpYCY YenoBeka Tuna 1
n 2 Tunos (Anti-HTLV-1, 2 1gG )

1010

10.60. ToKcoKapo3 (ToKcoKapa, Toxocara canis)

A26.06.080

232

AHTUTEna knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG)

775

10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis,Toxoplasma
gondii)

A26.06.081.001

80

AnTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii
19G)

780

A26.06.081.002

81

AnTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii
IgM)

1010

A26.06.081.003

1AVTOXO

AnTuTena knacca IgG k Toxoplasma gondii, onpegenexHve aBugHoCTm
(Anti-Toxoplasma gondii IgG, Avidity)

1 660

A26.05.013

335BnT

Tokconnasma, onpegeneHune JHK B Beinote (Toxoplasma gondii,
DNA, Exudate)*

525

A26.05.013.001

335cB

Tokconnasma, onpegeneHune JHK B ceiBopoTke kposu (Toxoplasma
gondii, DNA, Serum)*

765

A26.23.024.001

335cmx

Tokconnasma, onpegeneHve AHK B CNIMHHOMO3roBowm XWUaKocTu
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

630

10.62. TpuxuHennes (tpuxuHenna, Trichinella spiralis)

A26.06.079

233

AHTuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella 1gG)

755

10.63. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis,
Trichomoniasis)

A26.06.015

261

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
vaginalis IgG)

970

A26.28.016.001

307mou

TpuxomoHaga, onpegenexve OHK B moye (Trichomonas vaginalis,
DNA, Urine)*

525

A26.20.026

307cn

TpuxomoHaga, onpegenerHune [JHK B cekpeTe npocTtathl, 39KynsaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

505

A26.20.026.001

307ypo

TpuxomoHaga, onpegenenune [IHK B cockobe anuTenunanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

560

10.64. TybepKynes (Mukobaktepumu Ty6epKynesa) (Mycobacterium
Tuberculosis)

A26.06.057

1266

AHTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total)

2235

A26.23.004.001

341BnT

MukobakTepun Tybepkynesa, onpegeneHune JHK B Beinote
(Mycobacterium tuberculosis, DNA, Exudate)*

665

A26.09.002.001

341MK

MukobakTepun Tybepkynesa, onpegeneHue JHK B MokpoTe
(Mycobacterium tuberculosis, DNA, Sputum)*

965

A26.05.008.001

341MHC

MwukobGakTepumn Tybepkynesa, onpegenenune [JHK B MeHcTpyanbHoM
kposu (Mycobacterium tuberculosis, DNA, Menstrual Blood)*

665




A26.28.028.001

341mov

MukobGakTepumn Tybepkynesa, onpegenenue [JHK B moye
(Mycobacterium tuberculosis, DNA, Urine)*

665

A26.05.008.001

341cB

MukobakTepumn Tybepkynesa, onpegeneHune [JHK B cbiBOpoTke KpoBU
(Mycobacterium tuberculosis, DNA, Serum)*

750

A26.04.003.001

341cuH

Mukob6akTepun Tybepkynesa, onpegenenune JHK B cMHoBranbHom
xuakoctu (Mycobacterium tuberculosis, DNA, Synovial Fluid)*

665

A26.23.004.001

341cmx

Mukobaktepun Tybepkynesa, onpegeneHne JHK B cnnHHomo3sroson
xwnagkoctn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

665

A26.21.017.001

341cn

Mukobaktepun Tybepkynesa, onpegenenue [JHK B cekpete
npocTtarthbl, askynare (Mycobacterium tuberculosis, DNA, Prostatic
Fluid, Semen)*

665

10.65. Ypeannasmos (ypeannasmbl) (Ureaplasmosis, Ureaplasma
spp., Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.003

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum 1gG)

885

A26.06.015.001

265

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

885

A26.28.019.001

303mou

Ypeannaama (Ureaplasma urealyticum) (6uosap T-960),
onpegenexve OHK B moye (Ureaplasma urealyticum (T-960), DNA,
Urine)*

520

A26.21.023.001

303cn

Ypeanna3swma (Ureaplasma urealyticum) (6nosap T-960),
onpegenenve OHK B cekpete npoctaThl, askynate (Ureaplasma
urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

520

A26.21.033.001

303ypo

Ypeannaama (Ureaplasma urealyticum) (6uosap T-960),
onpegenerne JHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbsHoro Tpakta (Ureaplasma urealyticum (T-960), DNA,
Scrape of Urogenital Epithelial Cells)*

520

A26.28.019.001

342MOM

Ypeannasma (Ureaplasma parvum), onpegenexue JHK B moue
(Ureaplasma parvum, DNA, Urine)*

510

A26.21.023.001

342cn

Ypeanna3sma (Ureaplasma parvum), onpegenerune [HK B cekpeTe
npocTtartbl, askynare (Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

510

A26.21.033.001

342ypo

Ypeannaswma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

510

A26.28.019.001

343moy

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexne HK B moye (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

525

A26.21.023.001

343cn

Ypeanna3swma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegeneHvne HK B cekpeTe npoctarthl, askynarte (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

525

A26.21.033.001

343ypo

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerHne HK B cockobe anntenuanbHbIX KNEeToK
yporeHutanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

535

10.66. XennkobaktepHaa uHpekuua (xenukobakrep) (Helicobacter
pylori)

A26.06.033

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori
I9G)

925

A26.06.033

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori
IgM)

1170

A26.06.033

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori
IgA)

1135

A07.16.006

1303HEL

13C-ypeasHbli AbixaTenbHbl TecT (13C-YOT, 13C-Urea Breath test,
UBT). BeiseneHue nHdpekunm Helicobacter pylori

3150




A26.16.001.001

3158XE/

Xenukobaktep nunopu, onpegenenne AHK B buontate cnuaucton
Xenygka n/vnu geeHaguatunepcTHon kuwwiku (Helicobacter pylori,
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)

1190

10.67. XnamuaunHaa MHPEKLUA, X1amuamos (xnamuaum)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)

A26.06.018.001

105

AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA)

875

A26.06.018.003

106

AnTtuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG)

895

A26.06.016

105/6

AnTuTena knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo
(Anti-Chlamydia trachomatis IgA, IgG)

1760

A26.06.018.002

188

AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM)

860

A26.06.018.003

1495

AHTuTena knacca IgG k 6enky Tennosoro woka (bTLI) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1090

A26.04.009.001

301BnT

Xnamuausa (Chlamydia trachomatis), onpeaenenvne JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

510

A26.26.007.001

301rn3

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenManbHbIX KNETOK KOHbIOHKTUBLI (Chlamydia trachomatis, DNA,
Scrape of Conjunctiva Epithelial Cells )*

510

A26.28.014.001

301moy

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B moue
(Chlamydia trachomatis, DNA, Urine)*

510

A26.19.028.001

301npk

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenumanbHbIX KNeToK cnuamcTon npsamon kuwwku (Chlamydia
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

510

A26.08.066.001

301pot

Xnamuaunsa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenuanbHbIX KneTok potornoTtku (Chlamydia trachomatis, DNA,
Scrape of Faucial Epithelial Cells)*

510

A26.04.009.001

301cuH

Xnamugusa (Chlamydia trachomatis), onpegenerve JHK B
cvHoBmanbHom xuakoctn (Chlamydia trachomatis, DNA, Synovial
Fluid)*

555

A26.04.009.001

301cmx

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B
cnnHHomo3roeown xugkoctn (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

510

A26.21.020

301cn

Xnamugusa (Chlamydia trachomatis), onpepenexnve OHK B cekpeTte
npocTtartbl, askynare (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

510

A26.21.007.001

301ypo

Xnamugusa (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX KNEeToK yporeHuTaneHoro Tpakta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

505

A26.06.016

183

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 1gA)

930

A26.06.016

184

AxTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

850

A26.06.016

185

AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 19G )

835

A26.09.016

349Mmk

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B mokpoTte
(Chlamydophila pneumoniae, DNA, Sputum)*

880

A26.05.012.001

349nn

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B nnasme
kposu (Chlamydophila pneumoniae, DNA, Plasma)*

880

A26.08.066.001

349pot

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B cockobe
anuTenuanbHbIX krneTok potornotku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

770

A26.09.016

349crnH

Xnamuausa (Chlamydia pneumoniae), onpegenexune [HK B cnioHe
(Chlamydophila pneumoniae, DNA, Saliva)*

770




A26.30.038

1379

AHTuTena knacca IgG k rnasHomy 6ernky HapyXHon membpaHbl
MOMP n AHTtuTena knacca IgG Pgp3 (MemMbpaHoaccoumMMpoBaHHbI
nnasMmuaHein 6enok) Chlamydia trachomatis

650

10.68. UutomeranoBupycHasa MHPeKLUA: BUPYC repneca 4enoBeKa
5 Tuna (uutomeranosupyc, LLMB) (Cytomegalovirus, CMV,
Cytomegalovirus Infection)

A26.06.022.001

82

AHTuTena knacca IgG k untomeranosupycy (Anti-CMV 1gG)

840

A26.06.022.002

83

AHTuTEna knacca IgM k uutomeranosupycy (Anti-CMV IgM)

1 050

A26.06.022.003

2AVCMV

AHTuTEna knacca IgG kK uMtomeranosupycy, onpegeneHune
aBugHocTn (Anti-CMV IgG, Avidity)

1615

A26.23.009.001

310BnT

Lintomeranosupyc, onpegenerue OHK B Beinote (CMV DNA,
Exudate)*

515

A26.30.015.001

310rn3

Lintomeranosupyc, onpegenenune HK B cockobe anuTtennanbHbIxX
knetok KoHbloHKTMBBI (CMV DNA, Scrape of Conjunctiva Epithelial
Cells )*

550

A26.30.015.001

310kox

LinTomeranosupyc, onpegenenvne JHK B cockobe anntenuanbHbix
knetok koxu (CMV DNA, Scrape of Skin Epithelial Cells)*

550

A26.05.017

310kp

Lintomeranosupyc, onpegeneHne JHK B BeHo3Hon kposu (CMV
DNA, Blood)*

650

A26.28.009.001

310moy

Lintomeranosupyc, onpegenenne JHK B moye (CMV DNA, Urine)*

550

A26.08.058.001

310H0C

Lntomeranosupyc, onpegenenune OHK B cockobe anuTennanbHbix
knetok cnmaucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)*

550

A26.08.058.001

310pot

LinTomeranosupyc, onpegenenvne JHK B cockobe anntenuanbHbix
knetok potornotku (CMV DNA, Scrape of Faucial Epithelial Cells)*

535

A26.05.017

310cB

Lintomeranosupyc,kayectseHHoe onpepaerneHne [JHK B ceiBopoTKe
kposu (CMV DNA, Serum)*

745

A26.08.058.001

310cnH

Lintomeranosupyc, onpegenenune OHK B cnioHe (CMV DNA, Saliva)*

550

A26.23.009.001

310cmx

Lintomeranosupyc, onpegeneHne IHK B CTMHHOMO3roBon XnaKocTu
(CMV DNA, Cerebrospinal Fluid)*

550

A26.21.010.001

310cn

LUnTomeranosupyc, onpegenerue JHK B cekpeTe npocTtaThl,
agkynate (CMV DNA, Prostatic Fluid, Semen)*

550

A26.21.010.001

310ypo

Lintomeranosupyc, onpegeneHne JHK B cockobe anutenmanbHbIX
KneTtok yporeHuTtansHoro Tpakta (CMV DNA, Scrape of Urogenital
Epithelial Cells)*

540

A26.05.017.002

3156

Lintomeranosupyc, konmyecteseHHoe onpegenenne AHK
(Cytomegalovirus, DNA) B CbIBOPOTKE KPOBWU

650

10.70. dnwTenHa-bapp BUpyCcHaa nHpeKuua: BUpyc repneca
yenoseka 4 Tuna (Bupyc dnwreinHa-bapp) (Epstein-Barr Virus, EBV,
EBV Infection)

A26.04.005.001

351BnT

Bupyc OnwtenHa-bapp, onpeaenernve HK B Bbinote (EBV DNA,
Exudate)*

540

A26.05.011

351kp

Bupyc OnwrtenHa-bapp, onpeaenexnve OHK B BeHo3HOM kpoBu (EBV
DNA, Blood)*

670

A26.05.011

351mou

Bupyc OnwtenHa-bapp, onpeaenerne OHK B moye (EBV DNA,
Urine)*

535

A26.05.011

351HoC

Bupyc OnwrtenHa-bapp, onpegenenne OHK B cockobe
anuTenuanbHbIX krneTok cnusmcton Hoca (EBV DNA, Scrape of Nasal
Epithelial Cells)*

535

A26.05.011

351poTt

Bupyc OnwrenHa-bapp, onpenenenne OHK B cockobe
anuTenuanbeHbIX kneTok potornoTtku (EBV DNA, Scrape of Faucial
Epithelial Cells)*

535




A26.05.011

351cB

Bupyc OnwrtenHa-bapp, kayectBeHHoe onpeaeneHune [JHK B
cbiBopoTke kposu (EBV DNA, Serum)*

755

A26.05.011

351cnH

Bupyc OnwrtenHa-bapp, onpeaenexne [HK B cntoHe (EBV DNA,
Saliva)*

535

A26.05.011

351cmx

Bupyc OnwrtenHa-bapp, onpeaenexHme OHK B cnnHHOMO3roBon
xuakoctu (EBV DNA, Cerebrospinal Fluid)*

535

A26.05.011

351cn

Bupyc OnwrenHa-bapp, onpeaenexne [HK B cekpeTe npoctaThl,
agkynate (EBV DNA, Prostatic Fluid, Semen)*

535

A26.05.011

351ypo

Bupyc OnwrtenHa-bapp, onpeaenexnne OHK B cockobe
anuTenuanbHbIX KNeTok yporeHutanbHoro Tpakta (EBV DNA, Scrape
of Urogenital Epithelial Cells)*

535

A26.06.029.001

186

AHTUTEna knacca IgM k kancugHoOMy aHTUreHy Bupyca JniiTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM )

920

A26.06.031

187

AHTUTEna knacca IgG Kk sgepHomMy aHTUreHy Bupyca dnwtenHa-bapp
(Anti-EBV Nuclear Antigen (EBNA) IgG )

885

A26.06.030

255

AHTUTEna knacca IgG Kk paHHemy aHTUreHy Bupyca dnwTeriHa-bapp
(Anti-EBV Early Antigen (EA) IgG )

1 005

A26.06.029.002

275

AHTUTEna knacca IgG kK KancmgHOMy aHTUreHy Bupyca OniTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG )

1 055

A26.05.011.002

3511

Bupyc OnwrtenHa-bapp, konnyecteseHHoe onpegenexuve OHK B
cbiBopoTke kpoBu (EBV DNA, Serum)*

650

10.71. 9XxMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

229

AHTUTena knacca IgG k aHTureHam axuHokokka (Anti-Echinococcus
19G)

1 065

11.1. Mukpobuonormyeckmne uccnenoBaHua: Hecneumpuyeckmne
BOCNanAuTeNbHble 3a60/1€BaHNA PA3/IUUYHBIX JIOKAIM3aLnii
(Microbiological investigations)

A26.05.016.001

455H

Oncbakrepunos knweyHuka (Stool Culture, quantitative. Intestinal
bacterial overgrowth)

2320

A26.05.016.001

455H-®

AncbakTepunos KneYHrKa ¢ onpeaeneHnemM YyBCTBUTENBHOCTHU K
6akrepuodharam (Stool Culture, quantitative. Intestinal bacterial
overgrowth. Bacteriophage Efficiency testing)

2 615

A26.20.008

447

WcecneposaHme Ha BuoueHo3 Briaranuwia, onpegeneHme
YYBCTBUTENBbHOCTU K @HTUMMKPOOHBIM N @HTUMUKOTUYECKNM
npenapaTtam (C MUKPOCKOMMEWN HAaTUBHOIO nNpenapaTta, OKpaLLIEeHHOro
no Npamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of
Smear))*

2410

A12.09.010

445

Mukpockonuyeckoe (bakTeprmockonnyeckoe) nccrnegoBaHne mMaska,
okpalueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of
Smear)

800

A26.09.006

440

MoceB Ha MuKonnasmbl, onpeaeneHne YyBCTBUTENBbHOCTY K
aHTUMUKPOOHBIM Npenapatam (Mycoplasma hominis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1990

A26.09.006

444

lMoceB Ha ypeanna3mbl, OnNpeaeneHe YyBCTBUTENbHOCTU K
aHTUMKKPOGHBIM Npenapatam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1990

A26.21.004

440/444

MoceB Ha mMukonnasmy v ypeannasmbl, onpegeneHve
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2790

A26.20.008

452

MoceB Ha aHa3pobHyo MyKpodopy, onpeaeneHme
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

2 140




A26.20.008

474-A

lMoceB paHeBOro oTAeNAeMOoro 1 TkaHeln Ha MUKPOAOIIopY,
onpegenexHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenapartam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1610

A26.02.001

474-0

[MoceB paHeBOro oTAENSAEMOro U TKaHen Ha MUKpodropy,
onpegeneHne YyBCTBUTENbHOCTM K aHTUMUKPOGHbLIM NpenapaTtam u
6akteprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1720

A26.30.009

464-T1

MoceB rpygHoro monoka Ha mukpodnopy (Breast Milk Culture.
Bacteria Identification)

1190

A26.30.009

464-A

MoceB rpygHoro mosoka Ha MUkpodoriopy, onpegeneHme
YYBCTBUTENBHOCTM K aHTMMUKPOGHbBIM npenapatam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1555

A26.30.009

464-0

Moces rpygHoro momnoka Ha Mukpodriopy, onpeaenexHve
YyBCTBUTENBHOCTU K aHTUMMUKPOBOHLIM NpenapaTtam u 6akteprodaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1590

A26.14.003

475-A

MoceB xen4yn Ha Mukpodnopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBIM Npenapatam (Bile Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1515

A26.09.002.001

467-A

[Moces oTAENSAEMOro BEPXHMX AbIXaTeNbHbIX NyTeN Ha MUKPOIopy,
onpegernexHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM NpenapaTtam
(ogHa nokanusauus) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1750

A26.09.002.001

467-0

lMoceB 0TOENSIEMOrO BEPXHMX AbIXaTeNbHbIX MyTEN Ha MUKpPOopy,
onpegernexHve YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM Npenapartam u
b6aktepnodraram (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1 900

A26.28.003

441-A

MoceB Moun Ha MUKpoddiopy, onpeaerneHne YyBCTBUTENbHOCTU K
aHTUMUKpOOHBIM Npenapatam (Urine Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1525

A26.28.003

441-p

MoceB Moun Ha MUKpOdbIopy, onpeaeneHe YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHLIX npenapaToBs (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

A26.28.003

441-®

MoceB Moun Ha MUkpoddriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBIM NpenapaTtam u 6akrepuodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

1805

A26.26.004

465-A

MoceB oToenseMoro rnas Ha MuKpodopy, onpegeneHe
YYBCTBUTENIBHOCTU K aHTUMMKPOOHLIM NpenapaTtam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1690

A26.26.004

465-P

MoceB oTaensiemoro rmas Ha MUKpodiopy, onpeaerneHne
YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtoB (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

2690

A26.26.004

465-0

MoceB oTaensiemoro rnas Ha MUkpodopy, onpeaerneHne
YyBCTBUTENBHOCTU K aHTUMMUKPOBHBLIM NpenapaTtam 1 6akreprodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2 065

A26.21.014

446-A

MoceB Ha MUKPOGNOpPY OTAENSEMOro NooBbIX OPraHoB,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM npenapartam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1670




A26.21.014

446-P

[MoceB oTAENsSEMOro NonoBbIX OpraHoB Ha MUKPOopy,
onpeaerneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEeKTpy
aHTUMUKPOOHLIX NpenapaToB (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2690

A26.21.014

446-0

MoceB 0TAENSIEMOrO NOMOBLIX OPraHOB Ha MUKPOIIopY,
onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHbLIM Npenapartam u
b6aktepuodharam (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1725

A26.25.001

473-A

[MoceB oToensemoro yuen Ha Mukpodrnopy, onpeaeneHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM Npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1820

A26.25.001

473-0

MoceB oTaensemoro ywewn Ha MMkpodniopy, onpeaeneHme
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam u 6akrepuodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1990

A26.01.001.001

477-A

MoceB NyHKLMOHHOIO MaTepuana Ha Mukpodnopy, onpeaeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOOHBLIM nNpenapatam (Punctate Fluid
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

1645

A26.09.005.001

472-A

[MoceB MOKpPOTbI M TPaxeobpoHXMaNbHbIX CMbIBOB HAa MUKPOGSIOpY,
onpeaerneHve YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapartam u
MuKpockonuer maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

1690

A26.19.077.001

481

AgeHoBupyc (Adenovirus), onapenHbll CUHAPOM, aHTUTEHHbIN TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1355

A26.19.020

484

Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbI Tect
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1 300

A26.05.001

438-A

MoceB. kpoBu 1 BUoXMAKOCTEN Ha adpObHY0 U aHa3pPobHYLo
MUKpodpriopy, onpeaeneHe YyBCTBUTENbHOCTN K aHTUMUKPOOHbBIM
npenapaTam (Blood Culture, Biofluids Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2 540

A26.19.084

402

KamnunobakTtep, AnapenHbll CUHAPOM, BbISIBIIEHWE aHTUreHa B Karne,
ummMmyHoxpomatorpadus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1315

A26.21.002

403

["oHOpes, BbisiBNeHMe aHTureHa, MMMyHoxpomatorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1 065

A26.28.010

405

JlernoHenna, BbISIBNEHME aHTUreHa B MoYe, MMMyHoXpoMaTorpadus
(Legionella pneumophila, One step rapid immunochromotographic
assay, antigen, urinae)

1820

A26.21.052

407

Xnamuamu, BbiSIBNieHNe aHTUreHa B Maskax yporeHUTanbHoro Tpakra,
ummyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 850

A26.28.001

408

[MHEBMOKOKK, BbISIBIIEHME @HTUIeHa B MoYe, MMMYHOXpoMaTorpagus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

1980

A26.19.072.001

409

OHTEpPOBMPYC, BbISIBNIEHNE aHTUreHa B Kare, MMMyHoxpomMaTorpadms
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

1 365

A26.08.039

411

PecnupatopHo-cnHunTransHei Bupyc (PC-nHdekums), BbigBrneHue
aHTureHa, uMmyHoxpomarorpadus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

1160




A26.23.005

453

lMoceB rmHekonornyeckoro martepuarna Ha nuctepum (Listeria
monocytogenes, nuctepno3s) (Listeria monocytogenes Culture.
Bacteria Identification)

1135

A26.19.004

460

Moces kana Ha nepcuHun (Yersinia enterocolitica, nepcmHunos,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM NMpenapartam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1645

A26.19.084

461

Moces kana Ha kamnunobaktep (Campylobacter spp.)
(Campylobacter spp., Stool Culture. Bacterial Identification)

1645

A26.19.086

462

Moces Ha knoctpuawmm (Clostridium difficile, ncesgomembpaHo3HbIN
konut) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1645

A26.19.089

463

PotaBupyc (Rotavirus), gnapenHbin CUHOPOM, aHTUIEeHHbIA TECT
(Rotavirus Direct Detection by Latex Agglutination)

930

A26.01.001

466

lMoces Ha BeTa-reMonNUTUYECKUA CTPEMNTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

1020

A26.08.001

469

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture)

1160

A26.09.010

470

MoceB oToensiemoro poTornoTku Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakoknowl) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

1 960

A26.08.003

471

[MoceB Ha MEHMHIOKOKKW, OnpeaenieHe YyBCTBUTENbHOCTU K
aHTUMUKPOBHbIM npenapatam (Neisseria meningitidis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1115

A26.19.060.001

482

KpunTtocnopuanm napsym (Cryptosporidium parvum), AnapemnHoin
CvHOPOM, aHTuUreHHbIn TecT (Cryptosporidium parvum. One Step
Rapid Immunochromotographic Assay)

1305

A26.19.096

483

Jlam6nun (Giardia liamblia), anaperiHbii CUHOPOM, aHTUrEeHHbIN TeCT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

1270

A26.19.093

485

WccnepoBaHue Ha kuwedHyto nanouky (Escherichia coli O157:H7,
3Lepuxmos), QnapenHblin CUHAPOM, aHTUreHHbln TecT (Escherichia
coli 0157:H7. One Step Rapid Immunochromotographic Assay)

2285

A26.08.018

487

CTpenToKOKK rpynnbl A, aHTUreHHbIN TeCT (0TAeNnAeMoe pOTOrfoTKM)
(Streptococcus Group A. One Step Rapid Immunochromotographic
Assay)

1 365

A26.20.049

488

CtpenTokokk rpynnbl B, aHTureHHbI TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1355

A26.01.001

454-N

MoceB Ha 6eTa-reMonNUTUYECKUIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria ldentification)

980

A26.19.009

442

Moces Ha gpoxokenogobHble rpubdbl (pogos Candida, Cryptococcus) ¢
onpegerneHvemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM MpenapaTtam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1190

A26.01.001

454-A

Moces Ha 6eTa-reMonNUTUYECKUA CTPEMNTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegeneHue
YyBCTBUTENBHOCTM K aHTMMUKPOOHBIM Npenapatam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1320

A26.19.086

457-1

lMoceB Ha naToreHHyto kuweyHyto dropy (Stool Culture (Salmonella
spp., Shigella spp.). Bacteria Identification)

1190

A26.19.086

457-0

[MoceB Ha MaTOreHHyto KNLWEeYHyo hrnopy, onpegeneHue
YYBCTBUTENBbHOCTU K aHTUMUKPOOHBIM NpenapaTtam u 6akrepunodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2 040




A26.19.086

458-A

MoceB Ha knwevnyto nanouyky (Escherichia coli O157:H7,
aLlepunxnos), onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapaTam (Escherichia coli O157:H7 Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1260

A26.19.086

458-0

MoceB Ha knwevHyto nanodyky (Escherichia coli O157:H7,
3LLEepUXM03), onpeaeneHne YyBCTBUTENBHOCTN K aHTUMUKPOBOHbLIM
npenapaTam n 6aktepunodaram (Escherichia coli O157:H7 Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

1375

A26.01.001

459-A

MoceB Ha 3onoTucThIn cTadhmnokokk (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapartam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1285

A26.01.001

459-1

MoceB Ha 3onoTucThIN cTadmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1 055

A26.01.001

459-0

MoceB Ha 3onoTucThIn cTadhmnokokk (Staphylococcus aureus,
onpegernexHve YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
6akrtepuodharam (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

1390

A26.08.015

466-A

MoceB Ha 6eTa-reMonNUTUYECKUA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1305

A26.01.001

468-A

[MoceB Ha 30MOTUCTBIN CTAUNOKOKK (METULMIIIUH-PE3NCTEHTHbIV
3onoTtucTbIi ctacpmnokokk, MP3C) (Staphylococcus aureus),
onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenaparam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1 405

A26.01.001

468-I1

lMoceB Ha 30MOTUCTBIN CTAUNOKOKK (METULMITIIUH-PE3NCTEHTHbIV
3onoTtucTeln ctadunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification)

1135

A26.01.001

468-0

lMoceB Ha 30MOTUCTBIN CTAUNOKOKK (METULMIIIUH-PE3UCTEHTHbIV
3onoTtucTbln ctacunokokk, MP3C) (Staphylococcus aureus),
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM npenapartam u
H6akTeprodaram (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1440

A26.19.080

457-A

[MoceB Ha NaToreHHyo KMLLeYHyo dopy, onpeaeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM Npenapatam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

1480

12.1. KomnneKcHble UMMYHOAOrMYEeCKMe uccnesoBaHus
(Comprehensive Immunological Examination)

A12.30.012

192

MmmyHonornyeckoe obecnegoBaHme pacwmpeHHoe (Immunological
Survey Extended)

13 785

A12.30.012

191

MmmyHonornyeckoe obecnegoBaHme ckpuHuHrooe (Immunological
Survey, Screening)

8 465

A12.30.012.007

1310

daroumTapHas akTMBHOCTb nenkoumnToB (Phagocytic Activity of
Leucocytes)

1985

A12.06.001

4192

deHoTMNMpoBaHne NMMAOLMTOB (OCHOBHBIE cybrnonynsuun) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3,
CD4, CD8, CD19, CD16, CD56)

4 650

A12.06.001.002

4193

CD4+ T-numdountsbl, % 1 abcontoTHoe konudecTso (T-xennepel,
CD4+ T-cells, Percent and Absolute)

3 045




B-numdoumntsl, % 1 abcontotHoe konmdectso (CD19+ numdoumnTsl,

A12.06.001.005 |4194 B-cells, Percent and Absolute) 3 165
AktuBmpoBaHHbie numagountel (CD3+HLA-DR+, CD3-HLA DR+)

A12.06.001 1311 (Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 3 680
CnocobHocTb numdounToB k aktuBaumm (Lymphocyte Activation

A12.06.001 1312 Ability) 4 410
Unpkynupytoime nmmyHHble komnnekebl (LIMK) o6wume (Circulating

A09.05.074 1235 Immune Complexes (CIC) Total) 1470
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi), onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOGHbIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic

A26.21.002 449 Susceptibility Testing) 1115
12.2. UmmyHornobynuHbl obwme (Immunoglobulins, Total)

A09.05.054.002 (45 MmmyHornobynuHel knacca A (Immunoglobulin A, IgA) 550

A09.05.054.003 (46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 545

A09.05.054.004 (47 MmmyHorno®ynuHel knacca G (Immunoglobulin G, 1gG) 550
12.3. Cneuunduueckue 6enku (Specific Proteins)
S03mHOUNBHLINM KaTUOHHBLIVM Benok (Eosinophil Cationic Protein,

A09.05.234 948 ECP) 1 450
12.4. KomnoHeHTbl KomnnemeHTa (Complement Components)
KomnoHeHTbI cuctembl komnnemeHta C3, C4 (Complement

A09.05.075 193 components C3, C4) 1170
C3 KomnoHeHT cuctemsbl komnnemeHTa (Complement Component

A09.05.075.001 |1315C3 C3) 695
C4 KomnoHeHT cuctembl komnnemeHta (Complement Component

A09.05.075.002 |1316C4 C4) 695
Cunctema koMnnemeHTa: oueHka PyHKUMOHaNbHOW akTUBHOCTH

A09.05.075 1534 (CH50) (Functionality Test of Complement (CH50)) 1700

A12.06.014 836 UHrmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 505
12.5. UuTtoKuHbl (Cytokines)

A12.05.108 210 NuTepnenkmn-1? (UI1-17?) (Interleukin 1 Beta, IL-1) 2615

A12.05.108 211 WuTepnenkun-6 (UN-6) (Interleukin 6, IL-6) 2 585

A12.05.108 212 WuTepnenkmn-8 (M1-8) (Interleukin 8, IL-8) 2625

A12.05.109 213 WuTepnenkmn-10 (UJ1-10) (Interleukin 10, IL-10) 2 625
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha,

A12.06.073 214 TNF-?, Cachectin) 2 600
13.1. UnTtepdepoHoBbIit cTaTyc (Interferon Status)
WccnepoBaHue nHTepdepoHoBoro ctaTyca (Study of Interferon

A09.05.074 1043 Status) 6 935
13.2. UnTepdepoHoBbIN cTaTyC (4 NnOKasaTensa) ¢ onpeaeneHnem
YYBCTBUTENbHOCTU K NpenapaTtam uHtepdepoHa (Interferon Status
(4 Parameters))

A09.05.035 1044 WHrapoH (Ingaron) 2745

A09.05.035 1047 PeadpepoH (Reaferonum) 2745
13.3. UHTeppepoHOBbIN CTaTyC (4 NOKa3aTens) c onpeaeneHnem
YYBCTBUTENbHOCTU K UHAYKTOPaAM UHTepdepoHa (Interferon Status
(4 Parameters))

A09.05.035 1050 AmMUKcHH (Amixin) 2745

A09.05.035 1051 Karouen (Kagocel) 2 745

A09.05.035 1052 Heosup (Neovir) 2745

A09.05.035 1054 Lnknodpepon (Cycloferonum) 2745
13.4. UntepdepoHoBbIn cTaTyc (4 noKasaTens) c onpegeneHnem
YYBCTBUTENbHOCTU K UMMYHOMOAyAaTopam (Interferon Status (4
Parameters))

A09.05.035 1055 ManaeuTt (Galavit) 2 745

A09.05.035 1064 M3onpuHo3uH (Isoprinosine) 2745

A09.05.035 1057 UmmyHan (Immunal) 2745

A09.05.035 1058 UmyHodpaH (Imunofan) 2745




A09.05.035

1059

MmmyHomakce (Immunomax)

2745

A09.05.035

1066

MmyHopuke (Imunorix)

2745

A09.05.035

1060

Jlnkonng (Licopid)

2745

A09.05.035

1148

Manasup (Panavir)

2745

A09.05.035

1061

MonnokcupoHun (Polyoxidonium)

2745

A09.05.035

1062

TaktneuH (Tactivinum)

2745

A09.05.035

1063

TumoreH (Thymogen)

2745

14.1. CuctemHble 3a60n1eBaHNA COEAUHUTENIbHOWU TKaHU
(Connective-Tissue Diseases, CTDs)

A12.06.061

125

AHTUAOepHble aHTuTena (AAA, aHTUHyKNeapHble aHTuTena),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening)

1590

A12.06.010

126

AnTuTena knacca IgG k agsycnupaneHon HatueHon OHK (aHTn-acAHK
IgG, aHTn-OHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-
dsDNA IgG)

1540

A12.06.010

1267

AHTUHYKNeapHbIn akTtop, HEp-2 cybecTtpat (AH®, TUTpbI,
aHTUHYKNeapHble aHTUTena MeTo4oM HENPAMOomn
uMMyHodnoopecLeHunn Ha npenapatax HEp-2-kneTok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-
Nuclear Antibodies detection, FANA, Titers)

1715

A12.06.010

1586ADN

AnTtutena k ocJHK B cbiBOpOTKE KPOBU, MOATBEPXKAAOLLNI TECT C
ucnonb3oBaHnem cybctpaTta Crithidia luciliae, IgG, meTogom
Henpsamon ummyHodntoopecueHumm (Crithidia luciliae indirect
fluorescent test (CLIFT))

1450

A12.06.061

825

AHTUTena knacca IgG K akcTparmpyemMomMy HykrneapHOMY aHTUreHy
(3HA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein
Antibodies, Anti-RNP)

1400

A12.06.025

826

[MaHenb aHTUHYKNEeapHbIX aHTUTEN NpK cKnepogepMum (pasgenbHoe
onucaHue aHtuTten k aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, dpunbpunnsapuH, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummyHoOnoT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dubpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR,
Ro0-52, Immunoblotting)

4 885

A12.06.010

827

AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60
kda), SS-A (52 k[la), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), uMMyHOOMnOT
(ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-
70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P,
AMA-M2, Anti-Jo-1, Immunoblotting)

4 295

A12.06.010

956

AHTUTEena knacca IgG K HykneocoMam (aHTUSIAEPHbIE aHTUTenNa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, 1gG, Screening)

1515

B03.070.477

4059

CKpUWHUHT 6onesHen coeguHuTensHom Tkanm (AT k QHA,
aHTUHykneapHblt daktop (AHD))

2705

B03.070.475

4060

CuctemMHas kpacHas BonyaHka, obcnegosaHue (AT K Hykneocomam,
AT k kapguonunuHy, 1gG; AT k kapguonununy, IgM; aHTUHYKNeapHbI
dakTop (AHD))

5420

A12.06.010

4061

OnddepeHumansHas guarHoctuka CKB n gpyrmx peBMaTnyeckmx
3aboneBaHun (AT K HykKneocomMam, aHTUHYKeapHbIn daktop (AH®))

2 820

B03.070.470

4069

Mpoduns «CuctemHasa kpacHasa sondaHka (CKB), MOHUTOPUHT
aktmBHocTU (aHTK-ac-AHK IgG, C3, C4 KOMNOHEHTLI KOMMNEMEHTA)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA 1gG, C3 and C4 complement components) )

1 965

14.2. AHtudpocdonunugHbit cuHapom (Antiphospholipid
Syndrome, APS)

A12.06.030

137/138

AHTuTena knaccos IgM u 1gG k dpocconununaam (Anti-Phospholipid
Antibodies, APA, IgM, 1gG)

1450




AHTuTena knaccos IgG n IgM k docchaTtnanncepury (Anti-

A12.06.075 966/74 Phosphatidylserine, IgG, IgM) 2 245
AHTuTEena knaccos IgA, IgM, IgG k kapanonunuHy, CKPUHUHT
A12.06.029 967 (Cardiolipin Antibodies IgA, IgM, IgG, aCL, Screening) 1500
A12.06.029 968 AHTuTena knacca IgA k kapgnonununy (Anticardiolipin IgA, aCL IgA) | 1 765
A12.06.029 969 AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin 1gG, aCL IgG) | 1 515
A12.06.029 997 AnTuTena knacca IgM k kapavnonunuiy (Anticardiolipin IgM, aCL IgM)| 1 495
AHTuTena knaccos IgG, IgA, IgM k 6eTta-2-rnukonpoTenHy 1,
cymmapHo (Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, 1gG, IgA,
A12.06.051 1284 IgM, Total) 1490
AnTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV,
A12.06.065 1341 IgG) 1830
AHTuTena knacca IgM k aHHekcnHy V (Annexin V Antibodies, aAnV,
A12.06.065 1342 IgM) 1830
A12.06.029 4062 AT k kapguonunuHy, 1gG, IgM 2 585
AnarHocTrka BTOpUYHOro aHtudpocdonunuaHoro cuHgpoma (AHO,
A12.06.030 4063 AT k kapguonunuHy, IgG, IgM) 4 090
AHTUOCHONMNUAHBLIA CUHOPOM, Pa3BepPHYTOE CEPONOrnyeckoe
uccneposaHune (AH®; AT k kapavonununy, IgG, IgM; AT k 6eta-2-
A12.06.030 4064 rnukonpoTenHy 1) 5440
14.4. PeBMaTOUgHDbIM apTPUT, NOPaXKEHUA CYCTaBOB
(Antiphospholipid Syndrome, APS)
AHTUTENA K LMKNMYECKOMY LUTPYNInHMpoBaHHoMy nentuay (ALLIM)
A12.06.052 1204 (Anti-Cyclic Citrullinated Peptide, anti-CCP) 1995
AHTuTena knacca IgG k kepaTuHy (AHTUKEPATUHOBbLIE aHTMTENa,
AKA, AHTndmnarrpmHoBble aHTutena, A®A) (Anti-Keratin Antibodies,
A12.06.063 965 AKA, Anti-Filaggrin Antibodies, AFA, IgG) 2715
AHTUTena knacca IgG k mognunmpoBaHHOMY
LUUTPYMIMHUPOBaHHOMY BUMEHTUHY (aHTu-MLB) (Anti-Mutated
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
A12.06.062 1332 Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, IgG) 1995
A09.05.054 1333 PesmartoungHbin caktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) 1460
Kpuctannbl B Maske CMHOBMANbHOWM XXUAKOCTU (MOHOYpaT HaTpus,
A12.04.001 808 nupodocdat kanbuua) (Synovial Fluid Smear, Crystals) 2105
OnuromepHbIi MaTpuKCHbIN 6enok xpswa (Human Cartilage
A09.04.005 1536 Oligomeric Protein, COMP) 3 165
A12.06.019 44 PesmatoungHein paktop (P®) (Rheumatoid Factor, RF) 730
14.5. BackyauTbl 1 nopaxkeHua nouek (Vasculitis and Renal
Lesions)
AHTUTena knacca IgG k 6a3anbHon membpaHe KIy60o4KOB NoYeK
(aHTn-BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM,
A12.06.024 807 IgG) 2 085
AHTuTena knacca IgG k untonnasme Hentpocunos (AHLA) (Anti-
A12.06.037 970 Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 3450
AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro sHooTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG,
A12.06.030 812 IgA, IgM, Total) 2190
AHTuTena knaccos IgG, IgA, IgM k peuenTopy docdonunassl A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies,
A12.06.030 822 Anti-PLA2R, 1gG, IgA, IgM, Total) 3990
AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO)
A12.06.037 823 (Myeloperoxidase Antibody, MPO) 1515
AnTuTena knacca IgG k C1q daktopy komnnemeHTa (Anti-
A09.05.075 837 Complement 1q Antibodies, Anti-C1q, IgG) 2120




A09.05.054

955

AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1515

A12.06.037

821

MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIBbHBIX aHTUTEN
(naHenb anTureHos AHUA), 1I9G (Anti-Neutrophil Cytoplasmic
Antibodies, ANCA, IgG, Panel)

3730

A12.06.037

4065

[dvarHocTuka rpaHynemMaTo3HbIX BaCKyNMTOB (aHTUHYKINEeapHbIN
daktop (AH®), AT k untonnasme Hentpodunos (AHLIA/pANCA,
CcANCA), IgG)

3730

B03.070.474

4066

InarHocTturka GbicTponporpeccupytoLero rnomepynoHedputa (AT K
6asanbHoM MeMbpaHe knyboukoB novek, AT Kk uutonnasme
Hentpoduno (AHLIA/pANCA, cANCA), IgG)

4 080

A12.06.037

4067

[dnarHocTrka ayTOMMMYHHOIO Nopa)eHus noYvek (aHTUHyKNeapHbIn
daktop (AH®D), AT k 6azanbHon membpaHe kny6oykoB noyek, AT k
umTtonnasme Hentpodunor (AHLIA/pANCA, cANCA), I1gG)

5500

14.6. AyTOMMMYHHbIE 3HAOKPUHOMNATUUN: CaXapHbi anabert 1-ro
tuna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

201

AHTuTena knacca IgG k 6eTa-kneTkam noaxenygovHowm xenesol (Anti-
Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)

1920

A12.06.020

202

AHTUTEna knacca IgG k rnyramatgekapbokcunase (aHTu-GAD) (Anti-
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, 1gG)

2 050

A09.23.014

202CMX

AHTuTena k GAD (rnytamaTtgekapbokcunase), IgG, nukeop (Anti-GAD
(glutamic acid decarboxylase), 19G, CSF)

2390

A12.06.039

200

AnTtutena knacca IgG k uHcynuHy (Insulin Autoantibodies, 1AA, IgG)

1350

A12.06.020

1285

AHTUTENa K TMpo3uHdocdartase (IA-2) (Islet Antigen 2 Antibodies,
Anti-lIA2 Antibodies, |IA-2 Ab, Tyrosine Phosphatase Antibodies)

2080

A12.06.020

1286

AHTUTENa K aHTUreHaMm KneTok nompkenyaoyHom xenesbl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

2 065

14.8. AyTOMMMYHHbIe 3HAOKPUHONATUMN: NOpPAXKeHue
HaANOYe4YHMKOB, ayTOMMMYHHAA Natoaorua roHas (Autoimmune
adrenal and gonadal insufficiency)

A12.06.071

1209

AHTuTena knaccos IgA, IgM, I1gG k TkaHn AnyHKKa
(aHTHMOBapuanbHble aHTUTENa), cyMmapHo (Anti-Ovarian Antibodies,
AOA, IgA, IgM, IgG, Total)

2 385

A12.06.033

1287

AHTuTEena knaccos IgA, IgM, IgG k cTtepongnpoayumnpyowLmm KneTkam
HagnoueyHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies,
StCADb, Steroidal Cell Autoantibodies, SCA, 1gA, IgM, IgG, Total)

1655

A12.06.033

1290

AHTUTEna knaccos IgA, IgM, IgG k cTtepongnpoayumnpyowmm KneTkam
audka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular
Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell
Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

1980

A09.05.054

1291

AHTUTENA K CTEepOMANPOAYLIMPYIOLLNM KIeTKam penpoayKTUBHbIX
TkaHel (Reproductive tissue steroid-producing cells Antibodies)

3 485

14.9. AytoummyHHble 3a6oneBaHusa Koxu (Autoimmune Skin
Diseases)

A12.06.030

809

AHTuTena knacca IgG k 6aszanbHon membpaHe koxu (Basement
Membrane Zone Antibodies, BMZ, 1gG )

2 640

A12.06.030

813

AHTUTEena knacca IgG k gecmocomam anngepmumca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3
Antibodies, IgG)

2640

A09.05.054

1298

AHTuTena knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1
Antibodies, IgG)

2730




A09.05.054

1330

AnTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2 640

A09.05.054

1331

AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, 1gG)

2770

A09.05.054

4054

Mpodounb «narHocTuka OynnesHbix gepmaTto3oB (AT k gecmocomam
anuaepmuca, AT k 6a3zanbHon membpaHe koxu)» (Bullous
Dermatosis Diagnostics profile (antibodies to epidermis
desmosomes, antibodies to skin basal membrane))

4 820

14.10. AyToMMmMyHHbIe NOpPaXKeHUA KeNya04YHO-KULLEYHOTro
TpakKTa. Lleanakua (Autoimmune Disorders of Gastrointestinal
Tract (Gl Tract, GIT). Coeliac Disease)

A12.06.066

972

AHTUTEna K aHgomusnio, IgG (Anti-Endomisial Antibodies, IgG, EMA)

1785

A12.06.066

810

AHTUTEna knacca IgA K 3HOOMU3MIO (aHTUSHAOMU3NIHBIE aHTMTENa,
ASMA) (Anti-Endomysial Antibodies, Anti-EMA, 1gA)

1700

A12.06.026

805

AHTuTena knaccos IgA, 1gG, IgM k napueTtanbHbIM KneTkam xenyaka
(AMKXK), cymmapho (Gastric Parietal Cell Antibodies, GPA, Anti-
Parietal cell antibodies, APCA, IgA, IgG, IgM, Total)

1990

A09.05.054

971

AHTUTena knaccos IgA u IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1825

A12.06.055

270

AHTUTEna knacca IgG kK geamnanpoBaHHbIM NenTUAam rmmaguHa
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG)

1295

A12.06.055

271

AHTUTENa knacca IgA k feaMuampoBaHHbIM NENTMAAM rmMMaauHa
(Anti-Deaminated Gliadin Peptide, Anti-DGP, I1gA)

1295

A12.06.056

1282

AHTUTENa Knacca IgA k TkaHeBow TpaHcrntoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1460

A12.06.056

1283

AHTUTEna knacca IgG k TkaHeBon TpaHcrnoTamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1405

A12.06.026

817

AHTuTena knacca IgG k BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic
Factor, IFAb, Intrinsic Factor Antibodies, IgG)

1950

A12.06.026

1335

AHTUTEnNa knacca IgG k caxapomuueTam (guarHoctTuka 6onesHu
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, I1gG )

1460

A12.06.026

1336

AHTUTENa Knacca IgA k caxapomuueTam (guarHoctrka 6onesHu
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1460

A12.06.037

1337

AHTUTena knacca IgA k uMtonnasme Hentpodunos (AHLA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)

1500

A09.05.054

944

OnarHoctuka ayToMMMyHHOro naHkpeatuTa u apyrux 1gG4-
accoumunpoBaHHbIx 3abonesaHui (Diagnosis of Autoimmune
Pancreatitis and other IgG4-Related Diseases)

2420

A12.06.026

4055

CepogmarHocTvka ayTOMMMYHHOIO racTpuTa U NepHULMO3HON
aHemum (AT K napueTanbHbIM KneTkam xenyaka; AT K BHyTpeHHeMy
dakTopy Kactna)

3750

A09.05.054

4056

Cepop,marHoc:TMKa bonesHun KpOHa n Hecneu,mcbmquKoro A3BEHHOIO
konuta (HSK) (AHLIA/pPANCA, cANCA, 1gG; AHLIA/ANCA, IgA;
ASCA, IgG, IgA)

5990

A12.06.066

4057

Llennakus, ceponormndeckun CkpuHuHr (AT K aHgommauto, IgA; AT K
AeaMnanupoBaHHbIM nenTuaam rmvaguHa, 1gG; IgA obuy.)

2920

A12.06.066

4058

Llennakus, ceponormndeckas guarHoctuka (AT k saHgomuauto, IgA; AT
K TKQHEBOW TpaHcrnyTamuHase, IgA, 1gG; IgA obLy.)

4 580

A12.06.026

15306KK

AHTuTena knaccos IgA u IgG k 6okanoBuaHbIM KNeTKaM KMLeYHrKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG,
Total)

2410

A12.06.020

1531AALIK

AHTuTena knaccos IgG n IgA k GP2 aHTuUreHy ueHTpoaLumHapHbIX
KNneTok nomxenygoyvHon xenesbl (Anti-GP2)

2275




A12.06.020

1532AIMK

AHTUTENA K auMHapHbIM KrneTkam Noaxenyao4yHon xenessol, IgG n IgA
CYMMapHO (aHTMUTEeNa K 3K30KPUHHOWM YacTu NogKenyao4HOoN Xeneasl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies,
PAB)

1450

14.11. AyToMMMyHHble nopaxkeHusa nedyeHu (Autoimmune Liver
Diseases)

A12.06.035

804

AHTuTena knaccos IgA, IgG, IgM k mutoxoHapuam
(AHTUMUTOXOHAOPWAnNbHbIE aHTUTena, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)

2 095

A12.06.025

806

AHTuTena knaccos IgA, 1gG, IgM k rmagkon myckynatype, CyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, 1gG, IgM, Total)

2010

A12.06.036

819

AHTUTENAa K MMKPOCOMaM neveHun 1 noyek, cymmapHo IgA+igG+igM
(anti-liver kidney microsomal antibody, anti-LKM, IgG+IgM+ IgA)

2 005

A12.06.024

1288

MaHenb aHTUTEN KNacca IgG npy ayToMMMyHHbIX 3aboneBaHnsax
neyexu (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-
1, LC-1, SLA/LP, SSA/R0-52), ummyHobnoT (Autoimmune Disease
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-
1, SLA/LP, SSA/R0-52, IgG, Immunoblotting)

4170

A12.06.024

1289

AHTuTEeNa knacca IgG k acnanornnkonpoTeEMHOBOMY pPeLLenTopy (aHTKA
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, IgG)

1980

14.12. AyToMMmMyHHble HeBpoJlorMyeckue sabonesaHusa
(Autoimmune Neurological Disoders)

A12.06.021

936

AHTuTena knaccos IgA, 1gG, IgM k akBanopuHy 4, cymmapHo
(anarHocTtuka HevpoonTukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,
Total)

3 450

A12.06.025

937

AHTuTena knacca IgG k ckeneTHbiM Mbiwiam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

1635

A09.05.054

938

AnTuTena knaccos IgG u IgM k raHrnmo3ngam (navH-énot: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1la, GT1b, GQ1b,
cynbatngbl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel,
Total)

6 300

A12.06.025

939

MuosauT-cneumdunyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-
Specific Panel)

4 885

A12.06.074

803

AHTUTENA K aueTunxonmHoBomy peuentopy (AxP, gnarHoctuka
mMuacTteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

6 080

A12.06.021

953

AHTUHeNpOHanbHble aHTUTeNa knacca IgG (naH-6not: Hu (ANNA1),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amdpucunanH) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), Amphiphysin))

6 080

A09.05.054

954

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaptaT) rmytamaTHOMY
peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies

IgG)

4 885

A12.06.064

954CMX

AnTuTena k NMDA rnytamatHomy peuenTtopy, IgG, onpeaeneHve B
nuksope (aHT-NMDAR IgG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

5130

A12.23.001

4049

OnuroknoHanbHbI IgG B nNMkBope (LepebpocnmHanbHOM XXMOKOCTI)
n ceiBopoTke kpoeu (Oligoclonal IgG, Cerebrospinal Fluid (CSF),
Serum)

5910

A09.05.106.005

1541

CBobogHble nerkue uenyu MMMyHOrnoOynmHoB kanna n naMmoaa B
nukBope (Cerebrospinal Fluid Concentration of Immunoglobulin Free

Light Chains)

2420




AHTUTENa K MnenuHy IgG, meton HeENpPsIMO MMMYHOITHOOPECLEHLUN

A12.06.021 1538 (Anti-myelin antibody, 19G, IF) 1 865
AHTuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNIIeKCca KanmeBbiX
kaHanos), IlgG, ceiBopoTka kpoBu (VGKC-associated proteins LGI1

A09.05.054 1581CB |and CASPR2 antibodies, serum) 7 060
AnTtutena k LGIM1 n CASPR2 (KOMNOHEHTbI KOMMeKca KanvesblX
kaHanog), IgG, nukeop (VGKC-associated proteins LGI1 and

A09.05.054 1581CMXK | CASPR2 antibodies, CSF) 7 060
AHTMHeNpoHanbHble aHTUTEeNa, IlgG, metog HenpsiMon
ummyHodnyopecueHuun (Neuronal antibodies, IgG, Indirect

A12.06.021 1584AN immunofluorescence (IIF)) 3785
AHTUTENA K MblLLEeYHO-Cneundmnyeckon TMposmHknHase (aHtu-MuSK)

B CbIBOpOTKe KpoBWU, (Muscle-specific tyrosine kinase (MuSK)

A12.06.021 1585MUSK]antibody) 6 275
KomnnekcHoe uccrnegoBaHve A5 UCMONb30BaHWs B AMArHOCTUKE
paccestHHOro ckrepo3sa: onpegeneHne onuroknoHaneHoro IgG
(nvkBOp, CbIBOPOTKA) M CBOOOAHbLIX NErkMx Liene MIMMyHOrnoGynnMHoB

A12.06.021 1537 (nvksop) 6 265
14.13. AytoummyHHble 3aboneBaHUA NErkKUX 1 cepaua
(Autoimmune Lung Diseases, Autoimmune Heart Diseases)

AHTUTEna knacca IgG k cepgeyHon Myckynatype (Muokapay),

A12.06.023 815 aHTUMunokapguanbHbele aHTutena (Anti-Heart Antibodies, 1gG) 1575
AKTUBHOCTb aHMMOTEH3MH-NpeBpaLLatoLero gepmenta (AldP)

A09.05.122 844 cbiBopoTkU KpoBwm (Angiotensin Converting Enzyme, ACE, Serum) 2 765
BocnanutenbHble mnokapguonatum (AT kK muToxoHapusam (AMA), AT

A12.06.023 4068 K cepaeyvHon myckynaType) 3255
14.14. UmmyHHble TpombouutoneHun (Immune
Thrombocytopenia, ITP)

AHTUTEnNa Kknacca K IgG TpomboumnTam, Henpsamown TecT (Platelet

A12.06.013 973 Antibodies 1gG, Indirect) 3940
15.1. Annepronorunyeckue nccnefoBaHusa, TeXHONOrMUA
ImmunoCAP (Allergy examination, InmunoCAP technology)

A09.05.118 6804E1 Kowka, nepxots (e1) IgE, ImmunoCAP 890

A09.05.118 6803E5 Cobaka, nepxotb (e5) IgE, ImmunoCAP 1090

A09.05.118 6805F2 Moroko kopoBbe (f2) IgE, ImmunoCAP 1145

A09.05.118 6809T3 Bepesa (t3) IgE, ImmunoCAP 1145

A09.05.118 6817D1 Knew, gomatuHert neinun / D. pteronyssinus (d1) IgE, ImmunoCAP 1145

A09.05.118 6818D2 Knew, gomaiwHen neinum / D. farina (d2) IgE, ImmunoCAP 1145

A09.05.118 6819H1 HomawHas neinb (Greer Labs.) (h1) IgE, ImmunoCAP 1145

A09.05.118 6825H2 DomawwHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1145

A09.05.118 6830M6 |Alternaria alternata (m6) IgE, ImmunoCAP 1145

A09.05.118 6831M3  |Aspergillus fumigatus (m3) IgE, ImmunoCAP 1145

A09.05.118 6832M1 |Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1325

A09.05.118 6834M2 |Cladosporium herbarum (m2) IgE, ImmunoCAP 1145

A09.05.118 6835G6 |Tumodeeska nyrosas (g6) IgE, ImmunoCAP 1145

A09.05.118 6836F1 Anynbin 6enok (f1) IgE, ImmunoCAP 1145

A09.05.118 6837F75 |[AudHbin xenTok (f75) IgE, ImmunoCAP 1145

A09.05.118 6861E85 |Kypuua, nepo (e85) IgE, ImmunoCAP 1145

A09.05.118 6824E213 |lMonyran, nepo (€213) IgE, ImmunoCAP 1145

A09.05.118 6874W6 |MonbiHb 0b6bikHOBeHHas (w6) IgE, ImmunoCAP 1145

A09.05.118 6880F3 Tpecka atnaHTuyeckas (f3) IgE, ImmunoCAP 1210

A09.05.118 6920W5 |lMonbiHb ropbkas (w5) IgE, ImmunoCAP 1145

A09.05.118 6869F4 Muwenunua (f4) IgE, ImmunoCAP 1145

A09.05.118 6870F93 |Kakao (f93) IgE, ImmunoCAP 1325

A09.05.118 6871F14 |CoeBble 606bi (f14) IgE, InmunoCAP 1145

A09.05.118 6872F13 |Apaxuc (f13) IgE, ImmunoCAP 1145

A09.05.118 6873F83 |Msaco kypuubl (f83) IgE, ImmunoCAP 1145

A09.05.118 6875F49 |A6noko (f49) IgE, ImmunoCAP 1145




A09.05.118 6877F92 |BbaHnaH (f92) IgE, ImmunoCAP 1325
A09.05.118 6878F27 |loeaguna (f27) IgE, ImmunoCAP 1145
Opoxokn nekapckme (Saccharomyces cerevisiae) (f45) IgE,
A09.05.118 6879F45 |ImmunoCAP 1325
A09.05.118 6881F25 |Momungop (f25) IgE, ImmunoCAP 1145
A09.05.118 6882F33 |AnenbcuH (f33) IgE, ImmunoCAP 1145
A09.05.118 6884F7 Osec (f7) IgE, ImmunoCAP 1145
A09.05.118 6886F11 |Ipeuuxa (f11), IgE, ImmunoCAP 1325
A09.05.118 6887F35 |Kaptodensb (f35) IgE, ImmunoCAP 1325
A09.05.118 6888F225 |ThikBa (f225) IgE, ImmunoCAP 1145
A09.05.118 6889F208 |JlumoH (f208) IgE, ImmunoCAP 1145
A09.05.118 6890F44 |3emnaHuka, KnybHuka (f44) IgE, ImmunoCAP 1145
A09.05.118 6891F31 |Mopkosb (f31) IgE, ImmunoCAP 1315
A09.05.118 6892F9 Pwuc (f9) IgE, ImmunoCAP 1325
A09.05.118 6893F26 |CuHuHa (f26) IgE, ImmunoCAP 1145
A09.05.118 6894F24 |KpeseTtka (f24) IgE, ImmunoCAP 1145
A09.05.118 6896F17 |®yHayk (f17) IgE, ImmunoCAP 1325
A09.05.118 6898F84 |Kuswu (f84) IgE, ImmunoCAP 1145
A09.05.118 6903F210 |AHaHac (f210) IgE, ImmunoCAP 1145
A09.05.118 6908171 |Komap (i71) IgE, ImmunoCAP 1145
A09.05.118 6911C1 MenvunnnuH G (c1) IgE, ImmunoCAP 1220
A09.05.118 6917K82 [Jlatekc (k82) IgE, ImmunoCAP 1220
A09.05.118 6919E81 |Osua, anutenun (e81) IgE, ImmunoCAP 1090
A09.05.118 6807F78 |KasewuH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2 655
A09.05.118 6806F76 |Anbda-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP 2 655
A09.05.118 6808F77 |Bbeta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2 655
A09.05.118 6848F232 |OBanbbymuH, anbbymMuH anyHbin, nGal d2 (f232) IgE, ImmunoCAP 2 655
A09.05.118 6849F233 |OBomykoung, nGal d1 (f233) IgE, ImmunoCAP 2 655
A09.05.118 6851K208 [JInsounm snua, nGal d4 (k208) IgE, ImmunoCAP 2 655
B03.002.004 6822MX2 |Cmecb annepreHoB nnecexnu (mx2) IgE, ImmunoCAP 1735
B03.002.004 6914FX5 |Cwmecb getckmx nuweBbix annepreHoB (fx5) IgE, ImmunoCAP 1735
Cwmecb annepreHoB gomatuHen nbinu (Hollister-Stier) (hx2) IgE,
B03.002.004 6820HS  |ImmunoCAP 1735
B03.002.004 6821TX9 |Cmecb annepreHoB nbinbubl Aepesbes (1x9) IgE, ImmunoCAP 1 680
B03.002.004 6838WX1 |Cmecb annepreHoB nbinbLibl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1735
Cwmech Mbinbubl paHHeuBeTyLwux nyroebix Tpas (gx1) IgE,
B03.002.004 6868GX1 |ImmunoCAP 1 680
B03.002.004 6823MX1 |Cmecb annepreHoB nnecHeBbix rpubkos (mx1) IgE, ImmunoCAP 1460
B03.002.004 6883CF Cwmecb nuwebix annepreHos (fx15) IgE, ImmunoCAP 1735
B03.002.004 6802PH Phadiatop ImmunoCAP, IgE 3575
A09.05.118 6810T215 |bepesa 6opogasyaTtas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP| 2 655
A09.05.118 68117221 |bepesa 6oponasyaTtas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2 655
A09.05.118 6812G213 |Tumodpeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2 655
A09.05.118 6813G214 |Tumodpeeska nyroeas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2 825
AmMBpo3us Bbicokasi, nonbIHONUCTHas, nAmb a1 (w230) IgE,
A09.05.118 6814W230 |ImmunoCAP 2 655
A09.05.118 6815W 231 |MNonblHb 06blkHOBEHHasA, nArtv1 (w231) IgE, ImmunoCAP 2 655
A09.05.118 6816W 233 |MonbiHb 06bikHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2 765
A09.05.118 6841E94 |Kowka, rFel d1 (e94) IgE, ImmunoCAP 2 655
A09.05.118 6843E101 |Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 655
A09.05.118 6844E102 |Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2625
A09.05.118 6846M229 |Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2 655
Bblunin cbIBOPOTOYHbIN anbbyMuH, nBos d6 BSA (e204) IgE,
A09.05.118 6847E204 |ImmunoCAP 2 655
A09.05.118 6855F353 |Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2 655
B03.002.004 6801PI Phadiatop Infant ImmunoCAP, IgE 3045

15.2. UmmyHornobynuH E o6wuii (IgE, Total)




MmmyHornobynuHel knacca E (o6wmi IgE, nmmyHorno6ynun E

A09.05.054.001 (67 obwun) (Immunoglobulin E Total, IgE Total) 845

15.3. OnpeaeneHue cneumpuueckux Igk: KomnneKkcHble

annepronaHenu (Determination of Specific IgE: Comprehensive

Allergy Panels)
B03.002.004 665 MaHenb pasHble anneprexsbl, IgE (Panel Different Allergens, IgE) 10 740
B03.002.004 670 MaHenb negnatpudeckas, IgE (Pediatric Panel, IgE) 11 490
B03.002.004 666 MaHenb pecnupaTopHbie annepreHsbl, IgE (Respiratory Panel, IgE) 10 990

15.4. OnpeaeneHue cneumopuyeckux IgEk: nuwesblie annepreHbl

(Determination of Specific IgE: Food Allergens)
B03.002.004 669 MaHenb nuweBble annepresl, IgE (Food Allergy Panel, IgE) 13 080

Cwmecb nuueBbIx annepreHoB 1: anenbcuH, 6aHaH, A6510K0, Nepcuk,

IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,
B03.002.004 637 Peach, IgE)* 2410

Cwmecb NyLeBbIX annepreHoB 2: KnBW, MaHro, 6aHaH, aHaHac, IgE

(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango,
B03.002.004 638 Banana, Pineapple, IgE)* 2410

Cwmecb nuLeBbIX annepreHoB 3: CBUHMHA, KypuHOE MSACO, rOBsIAMHA,

GapaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 639 Chicken Meat, Lamb, IgE)* 2410
A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210) 835
A09.05.118 998 AnenbcuH, IgE (Orange, IgE, F33) 835
A09.05.118 611 Apaxuc, IgE (Peanut, IgE, F13) 835
A09.05.118 676 BaHaH, IgE (Banana, IgE, F92) 835
A09.05.118 673 BapanuHa, IgE (Lamb, IgE, F88) 835
A09.05.118 649 Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 835
A09.05.118 645 loBsigmHa, IgE (Beef, IgE, F27) 835
A09.05.118 636 Mpenndpyr, IgE (Grapefruit, IgE, F209) 835
A09.05.118 650 KaseuH, IgE (Casein, IgE, F78) 835
A09.05.118 642 Kanycta ko4aHHas, IgE (Cabbage, IgE, F216) 835
A09.05.118 646 Kaptodpens, IgE (Potato, IgE, F35) 835
A09.05.118 654 Kueu, IgE (Kiwi Fruit, IgE, F84) 835
A09.05.118 634 KnybHuka, IgE (Strawberry, IgE, F44) 835
A09.05.118 608 KopoBbe monoko, IgE (Milk, IgE, F2) 835
A09.05.118 614 Kpabwl, IgE (Crab, IgE, F23) 835
A09.05.118 615 KpeeeTku, IgE (Shrimp, IgE, F24) 835
A09.05.118 675 Mawro, IgE (Mango, IgE, F91) 835
A09.05.118 617 Mopkosb, IgE (Carrot, IgE, F31) 835
A09.05.118 648 OBcsaHaga myka, IgE (Oat, IgE, F7) 1035
A09.05.118 632 Mekapckne gpoxoku, IgE (Baker’'s Yeast, IgE, F45) 835
A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95) 835
A09.05.118 655 MueHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 835
A09.05.118 647 Mpoco, IgE (Common Millet, IgE, F55) 835
A09.05.118 610 MwennyHasa myka, IgE (Wheat, IgE, F4) 835
A09.05.118 652 Pwuc, IgE (Rice, IgE, F9) 835
A09.05.118 644 CsuHuHa, IgE (Pork, IgE, F26) 835
A09.05.118 619 Cenbpoepen, IgE (Celery, IgE, F85) 835
A09.05.118 612 CoeBble 606blI, IgE (Soybean, IgE, F14) 835
A09.05.118 616 Tomarsl, IgE (Tomato, IgE, F25) 835
A09.05.118 609 Tpecka, IgE (Codfish, IgE, F3) 835
A09.05.118 643 ToikBa, IgE (Pumpkin, IgE, F225) 835
A09.05.118 613 OyHayk, IgE (Hazelnut, IgE, F17) 835
A09.05.118 653 A6noko, IgE (Apple, IgE, F49) 835
A09.05.118 607 Anynbin 6enok, IgE (Egg White, IgE, F1) 835
A09.05.118 618 Anynbin xentok, IgE (Egg Yolk, IgE, F75) 835

15.5. OnpeaeneHue cneyndudeckux IgE: 6biToBbIE annepreHbl
(Determination of Specific IgE: Household Allergens)




Cwmecb annepreHoB nnecexu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,

B03.002.004 602 Alternaria tenuis, IgE)* 2410
A09.05.118 623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1125

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE,
A09.05.118 624 M2) 835
A09.05.118 625 MNMneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 835
A09.05.118 627 lMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 835
A09.05.118 631 HomawwHasa neins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1090

Knew, Dermatophagoides pteronyssinus (D1), IgE
A09.05.118 621 (Dermatophagoides pteronyssinus, IgE, D1) 1220

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides
A09.05.118 622 farinae, IgE, D2) 1220

15.6. OnpepeneHune cneynduyeckux Igk: annepreHbl }KUBOTHbIX

(Determination of Specific IgE: Allergens of Animal Origin)

Cmecb annepreHoB AOMaLUHMX rPbI3YHOB: 3NUTENNIA MOPCKOI CBUHKN,

3NMTENUIN Kponuka, anuTennin Xomsika, Kpbica, Mbilwb, IgE (EP70 (E6,

E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 1070 Epithelium, Hamster Epithelium, Rat, Mouse, IgE)* 2410
A09.05.118 605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 970
A09.05.118 606 Cobaka, IgE (Dog Epithelium, IgE, E2) 835
A09.05.118 620 TapakaH, IgE (Cockroach, IgE, 16) 835
A09.05.118 660 Mopckas cBuHKa, anutenun, IgE (Guinea Pig Epithelium, IgE, E6) 835
A09.05.118 662 OBua, anutenui, IgE (Sheep Epithelium, IgE, E81) 835
A09.05.118 663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 1370

15.7. OnpeaeneHue cneunopuueckunx IgE: annepreHbl NbiabLbl

pacteHui (Determination of Specific IgE: Allergens of Plant Pollen)

Cwmecb annepreHoB TpaBbl: €xa cOopHas, OBCSIHHULA NyroBasi, poXb

MHOroneTHsas, Tumodeeska, MATNUK nyrosow, IgE (GP1 (G3, G4, G5,

G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial
B03.002.004 600 Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* | 2 330

Cmecb annepreHoB TpaBbl: KONTOCOK OYLUMCTbIA, POXKb MHOMONETHSS,

TMMOMpEeEBKa, POXb KyrnbTUBUPOBaHHasA, ByxapHuWK WepcTucTbin, IgE

(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,

Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
B03.002.004 601 Grass, IgE)* 2410

Cwmecb annepreHoB AepeBbeB: OfbXa, fnelwnHa obbIkHOBEHHas, UBa,

Gepesa, ayo, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder,
B03.002.004 603 Hazelnut, Willow, Birch, Oak, IgE)* 2410

Cwmecb annepreHoB COpHOM TpaBbl: aMOpO3nsi NOSbIHHOMMCTHAS,

nonblHb 06bIKHOBEHHAs!, NOAOPOXHMK, Mapb Benas, 4epTonosnox

pycckmn, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel:

Common Ragweed, Mugwort, English Plantain, Lamb's Quarters,
B03.002.004 604 Russian Thistle, IgE)* 2410
A09.05.118 657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 835
A09.05.118 640 Tononsb, IgE (Cottonwood, IgE, T14) 1085
A09.05.118 656 Tumodbeeska, nbinbua, IgE (Timothy Grass, IgE, G6) 1380
A09.05.118 658 MonbiHb OOLIKHOBEHHas, nbinbLa, IgE (Mugwort, IgE, W6) 835

15.8. OnpeaeneHue cneunopuueckux Igk: npodpeccMoHanbHble

annepreHbl (Determination of specific IgE: professional allergens)
A09.05.118 628 Jlatekc, IgE (Latex, 1gG, K82) 835




15.9. OnpeaeneHue cneundpuyeckux IgG: nuwesble annepreHsol
(Determination of Specific IgG: Food Allergens)

Cwmecb nueBbIx annepreHoB 1: anenbcuH, 6aHaH, s61oko, Nepcuk,
IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana,

B03.002.004 6612 Apple, Peach, IgG)* 2410
Cwmecb nuLeBbIX annepreHoB 2: KnBu, MaHro, 6aHaH, aHaHac, 1gG
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango,

B03.002.004 6611 Banana, Pineapple, IgG)* 2410
Cwmecb NyLEeBbIX annepreHoB 3: CBMHUHA, KYpUHOE MSICO, FOBSAVHA,
6apaHwuHa, I1gG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

B03.002.004 6613 Chicken Meat, Lamb, IgG)* 2410

B03.002.004 231ALL AHTuTEna knacca IgG Kk naHenu nNuLeBbIX annepreHos 19 730

A09.05.118 6672 AHaHac, IgG (Pineapple, IgG, F210) 835

A09.05.118 6667 AnenbcuH, IgG (Orange, IgG, F33) 1090

A09.05.118 6645 Apaxuc, IgG (Peanut, IgG, F13) 835

A09.05.118 6671 BaHaH, IgG (Banana, 1gG, F92) 835

A09.05.118 6668 BapanuHa, IgG (Lamb, IgG, F88) 835

A09.05.118 6601 Beta-nakrorno6bynuH, IgG (Beta Lactoglobulin, 1gG, F77) 835

A09.05.118 6654 loBsigmHa (F27), anneprex-cneundguyeckme IgG (Beef, 1gG, F27) 835
MpenndpyT (F209), annepren-cneunduydeckme IgG (Grapefruit, IgG,

A09.05.118 6666 F209) 835
pevneBas myka (F11), annepren-cneundudeckne IgG (Buckwheat,

A09.05.118 6644 lgG, F11) 835

A09.05.118 6602 KasewnH (F78), annepren-cneundudeckme IgG (Casein, 1gG, F78)) 835
Kanycta kovaHHas (F216), annepren-cneundudeckne IgG (Cabbage,

A09.05.118 6649 lgG, F216) 835

A09.05.118 6657 Kaptodens (F35), annepreH-cneuunduyeckne IgG (Potato, 1gG, F35) | 835

A09.05.118 6608 Kuewn (F84), annepren-cneumdpudeckume IgG (Kiwi Fruit, IgG, F84) 835
KnybHuka (F44), anneprex-cneundunyeckme IgG (Strawberry, 1gG,

A09.05.118 6659 F44) 835

A09.05.118 6648 Koposbe monoko (F2), annepren-cneunduyeckme IgG (Milk, 1IgG, F2) | 835

A09.05.118 6652 KpeBeTku (F24), annepren-cneundudeckme 1gG (Shrimp, 1gG, F24) 835
KypuHoe msco (F83), annepreH-cneuundudeckue IgG (Chicken Meat,

A09.05.118 6603 lgG, F83) 835

A09.05.118 6609 JInmoH (F208), anneprex-cneundmuyeckme IgG (Lemon, IgG, F208) 835

A09.05.118 6670 Manro (F91), annepren-cneumdgudeckue IgG (Mango, IgG, F91) 835

A09.05.118 6656 MopkoBb (F31), annepreH-cneuududeckue IgG (Carrot, 1gG, F31) 835

A09.05.118 6661 OscsaHaga myka (F7), annepren-cneundudeckme IgG (Oat, IgG, F7) 1 005
Mekapckne apoxkun (F45), annepreH-cneundudeckme IgG (Baker's

A09.05.118 6664 Yeast, IgG, F45) 1090

A09.05.118 6669 Mepcuk (F95), annepreH-cneundmyeckme IgG (Peach, IgG, F95) 835
MueHble apoxokn (F403), annepreH-cneundunyeckme IgG (Brewer’'s

A09.05.118 6610 Yeast, IgG, F403) 835
Mpoco (F55), annepren-cneundudeckme IgG (Common Millet, 1gG,

A09.05.118 6660 F55) 835
MwennyHasa myka (F4), annepreH-cneunduyeckne IgG (Wheat, 1gG,

A09.05.118 6658 F4) 835

A09.05.118 6605 Puc (F9), annepren-cneunduyeckme IgG (Rice, IgG, F9) 835

A09.05.118 6653 CeuHuHa (F26), annepren-cneundudeckue IgG (Pork, IgG, F26) 835
CoeBble 60661 (F14), annepreH-cneundudeckme IgG (Soybean, 1gG,

A09.05.118 6646 F14) 835

A09.05.118 6607 Tomatbl (F25), annepreH-cneunduyeckne IgG (Tomato, 1gG, F25) 835

A09.05.118 6655 Tpecka (F3), annepreH-cneuudunyeckne IgG (Codfish, IgG, F3) 835

A09.05.118 6650 TeikBa (F225), annepreH-cneuunduyeckne IgG (Pumpkin, 19G, F225) 835




A09.05.118 6647 dyHayk (F17), anneprex-cneumndudeckue IgG (Hazelnut, 19G, F17) 835
Wokonapg (F105), anneprex-cneumndunyeckue IgG (Chocolate, IgG,

A09.05.118 6665 F105) 1090

A09.05.118 6606 Abnoko (F49), annepren-cneundudeckne IgG (Apple, IgG, F49) 835
Anunbin 6enok (F1), annepreH-cneundudeckue IgG (Egg White, IgG,

A09.05.118 6643 F1) 835
Anunbin xentok (F75), annepren-cneundudeckme 1gG (Egg Yolk,

A09.05.118 6662 IgG, F75) 835
MonekynapHO reHeTnyeckoe nccrnegoBaHve npuy pake Tera matku

A27.30.228 5511 (MSI, POLE) 11185

A27.30.229 5512 Boisienenne tpaHcnokauun EML4ALK, ROS1 n mytauni B reHe MET |15 545

A12.05.013 7313 KapvoTtun nnoga (abopTHbI MaTepuan) 23140
OueHKka COCTOsIHUSE MMKPOBUOLIEHO3a TONCTOrO K1LeYHMKa, 16
nokasaTenen (Hopmocdpriopa, yCnoBHo-naToreHHas ¢onopa) MeToaoMm

A26.19.069.001 |3347 MupP. KOJIOHO®JIOP-16 (MeTabonmam) 5290
OueHka CcoCTosHMSE MUKPOBMOLIEHO3a TONCTOrO KULLIEYHMKa, 16
nokasatenen (Hopmodpriopa, yCrnoBHO-MATOreHHas 1 naToreHHas

A26.19.069.001 |3348 dnopa) metogom MNLP. KONOHO®JIOP-16 (6rnoLeHo3) 5290
CKpPUHMHIOBOE MCCrefoBaHNE HanpaBreHHbIE Ha BbiIBNEHNE
metogom MUP Bo3byanTenewn knweyHbix napasnTo3os (nsmbnnoasa,
amebunasa, 6nacToLMCTHOM UHBA3WK, KpUNTOCNOPMANO3a,

A26.19.010 3349 n3ocnopo3sa). NpoTo-CKpUH 2820
renbmo-ckpuH. CkpuHuHroeoe MNMLP-uccnegoBaHne Bo3dbyauTenemn
renbMMHTO30B (3HTepobunosa, ackapuaosa, oudunnnoboTprosa,

A26.19.010 3355 ONMCTOpX03a, TEHNO03a) 2 695

A27.30.223 777722 MyTtauun B reHe POLE 9 650

A27.30.052 777723 MyTauum B reHe IDH2 13 525

A27.30.051 777724 MyTtauun B reHe IDH1 13 525

A27.30.184 777725 Mytauusa PIK3CA 13 525

A27.30.057 777727 OnpepgenexHne metunupoBaHusa reHa MGMT 13 525
Onpepenenne pacnpocTpaHeHHbix MyTaumii reHoB BRCA1,BRCA2

A27.05.040 560 npu pake MOJIOYHON Xenesbl U ASYHUKOB B BuoncuiiHom matepuane | 7 970

A27.05.062 562 Onpepgenenne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR 9 800

A27.30.001 574 OnpepeneHve MykpocaTennuTHon HectabunoHoctn (MSI) 7 595

A27.30.017 577 Onpepenenne nepectpoek reHa ALK 8 655

A27.30.018 578 OnpepeneHne nepecTtpoek reHa ROS1 8 655
15.10. OnpeaeneHue cneuymndpudeckux IgG: 6biToBblE annepreHbol
(Determination of Specific 1gG: Household Allergens)

Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,

B03.002.004 6619 Alternaria tenuis, 1gG)* 2 410
MneceHb Penicillium notatum (M1), annepren-cneunduyeckume 1gG

B03.002.004 6614 (Penicillium notatum, 1gG, M1) 835
MneceHb Cladosporium herbarum (M2), annepreH-cneunduyeckme

B03.002.004 6615 IgG (Cladosporium herbarum, 1gG, M2) 835
MneceHb Alternaria tenuis (M6), annepreH-cneuudunyeckue IgG

B03.002.004 6618 (Alternaria tenuis, 19gG, M6) 835
Krew, Dermatophagoides pteronyssinus (D1), annepren-

A09.05.118 6632 cneumduyeckme IgG (Dermatophagoides pteronyssinus, 1gG, D1) 835
Krnew, Dermatophagoides farinae (D2), annepreH-cneuuduyeckne

A09.05.118 6633 IgG (Dermatophagoides farinae, 19gG, D2) 835
MneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckue IgG

B03.002.004 6616 (Aspergillus fumigatus, 19G, M3) 875




15.11. OnpeaeneHue cneumpuueckux IgG: annepreHbl X XKMBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

A09.05.118

6638

Kowka, anutenuii (E1), anneprex-cneumndunyeckue IgG (Cat Dander-
Epithelium, 1gG, E1)

835

A09.05.118

6639

Cobaka, anutenun (E2), anneprex-cneundgunyeckme 1gG (Dog
Epithelium, 1gG, E2)

835

16.1. CeBeToonTUuyecKoe nccnegoBaHue cnepmartosounaos (Optical
Study of Spermatozoa)

A27.21.001

595

WUccneposaHne pparmeHtaumm JHK B cnepmartosongax Metogom
TUNEL (Sperm DNA Fragmentation, TUNEL)

9990

16.2. neKTPOHHO-MUKPOCKONUYECKOe uccnenosaHune cnepmbl
(Electron-Microscopic Study of Sperm)

B03.053.002

594

OnNeKTPOHHO-MMKPOCKONUYECKOe UCCNefoBaHe CrnepMaTo30maoB
(BMUC) (Electron-Microscopic Study of Sperm)

14 900

16.3. AHTUCnepmanbHble aHTUTena (Antispermatozoal Antibodies)

A12.06.028

597

MAR-TecT, IgA (konnyecTBeHHOE onpeaeneHne HannyYns/oTcyTCTBUs
aHTMCNepMarnbHbIX aHTUTeN Knacca A € UCMONb30BaHNEM NAaTEeKCHbIX
YyacTuy Ha noBepxHocTu cnepmartosdonaos) (MAR-test — Mixed
Antiglobulin Reaction, I1gA)

1745

A12.06.028

598

MAR-TecT, IgG (konuuecTBeHHOE onpegeneHne Hannunsa/oTcyTcTBus
aHTMCNepMarnbHbIX aHTuTen knacca G ¢ MCnomnb3oBaHMeM NaTeKCHbIX
YyacTuy Ha noBepxHocTu cnepmartosdonaos) (MAR-test — Mixed
Antiglobulin Reaction, 1gG )

1745

A09.20.012

224

AHTUTENa aHTMCnepManbHble B cnepme (Anti-Spermatozoa
Antibodies, ASA, Semen)

1760

A09.20.012

223

AHTUTENa aHTMCNepMarnbHble B CbIBOPOTKe kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1760

17.1. XupKocTtHas yuTonorusa, oKpawmsaHue no ManaHukonay
(Liquid-Based Cytology, LBC, Pap-Test)

A08.20.017.002

518

>KngkocTtHasa yutonorus. Litonornyeckoe uccrnegosaHve
Buomatepmana Lwenkn matku (okpalumBaHue no MNanaHukonay,
TexHonorusa ThinPrep ®)*

2 560

17.2. OKkpawunsaHue no NanaHukonay ? Pap-tect (Papanicolaou
Stain)

A08.20.017

517

LinTonornyeckoe nccnegoBaHue buomatepmana LWEnKM MaTku
(okpawwmsanue no Mananukonay, Pap-tecT) (Cytological Examination:
Cervix, Pap-test)

3380

A08.20.020

519

Lintonornyeckoe uccneposanne Gnuomarepuana cockobos BynbBbI U
Bnaranuiia, Kpome LUEeKn MaTk1 (okpawmeaHue no ManaxHvkonay,
Pap-TecT)

1725

17.3. OKkpawwuBaHue no PomaHoBckomy-Tumse (Romanowsky-
Giemsa Stain)

A08.17.002

500

LinTonornyeckoe nccnegoBaHue matepuana, nosy4eHHoro npu
XMPYPr1YECKNX BMELLATENbCTBAX U APYrMX CPOYHbIX UCCNIEeA0BaHMSX
(Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)

1240

A08.01.002

502

WNccnepoBaHue cockoboB 1 OTNEYaTKOB C MOBEPXHOCTM KOXMN 1
cnnauctbix (Examination of Scrapings and Prints of Skin and Mucous
Membranes)

1240

A08.03.001

503

WNcecnepoBaHme cockobOB M OTNEYaTKOB ONyXonem u
onyxonenogobHbIx obpasoBaHuii (Examination of Scrapings and
Prints Tumor and Tumor Like Formations)

1240

A08.17.002

5043H0

WccnepnoBaHue aHaockonuyeckoro matepuana (Examination of
Endoscopic Material)

1240




A08.09.008

504CBEP

WccnepoBaHms npombiBHbBIX BoA 6poHxoB (MccnegoBaHne CMbIBOB C
6ponxoB) (Examination of Bronchial Washouts)

1240

A08.20.017

505

WccnenoBaHne cockoboB LIENKN MaTKM U LlepBUKanbHOIO KaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1335

A08.20.017

5056

LinTonormnyeckoe nccrnegoBaHue anUTENNS WENKN MaTku C
onucaHuem no TepmuHonorndeckon cucteme betecaa (The Bethesda
System ? TBS) (Cytological Examination of Cervical Epithelium with
Description on The Bethesda System, TBS)

2000

A08.20.004

506ACI1

WccnepgoBaHue acnvpata 13 nonoctn maTku (masku) (Examination of
Uterine Aspiration )

1240

A08.20.017

506BMC

WMccnegoBaHne otnevaTka ¢ BHyTpumaToyHowm cnvpanu (BMC)
(Examination of Imprint Intrauterine Device, IUD)

1240

A08.28.012

507MOM

WccnepgoBaHne moun (Examination of Urine)

1240

A08.20.015

507MXE

WccneposaHuve BbigeneHnin u3 monoyHom xenessl (Examination of
Breast Discharge)

1240

A08.30.028

507T3C

WccnegoBaHne TpaHccyaaToB, akccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1240

A08.09.011

508

WccnegoBaHne mokpoTbl (Examination of Sputum)

1240

A08.20.015

509MXE

WccnepoBaHve nyHKTaTOB MOMOYHOM enesbl (Examination of
Punctates: Breast)

1240

A08.01.002

509KOX

WccnepoBaHve nyHkTaToB Kok (Examination of Punctates: Skin)

1240

A08.30.003

510

WccnepoBaHme nyHKTaTOB OPYyrMx opraHoB u TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240

A08.22.004

5106

Lintonornyeckoe nccnenoBaHune nyHKTaTa LUMTOBUOHOW Xenesbl C
onncaHnem no TepMuHorormyeckon knaccndukauum betecaa (The
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
Fine-Needle Aspiration (FNA))

2 000

A08.08.002

512

Lintonoruyeckoe nccneposaHune cockoba (Maska) CrmsmcTon
o6onoykM nonoctu Hoca (oaHa nokanusauus) (Cytological
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))

1240

A08.16.007

514

WccnepoBaHme 3HOOCKONMYECKOro MaTepuana Ha Hanmdve
Helicobacter pylori (Examination of Endoscopic Material: Presence of
Helicobacter pylori)

2825

17.4. KoHcynbTauusa rotosbix npenapatos (Cytological Examination
of Early Stained Slides with Cytological Smear)

A08.30.007

5000

KoHcynbTaums rotoBbIX LMTONOMMYECKNX NpenapaToB (OAHO CTEKIO)
(Consultation of Finished Cytological Preparations (1 Glass))

525

18.1. Tuctonornyeckne Uccneno0BaHUA C OKpalMBaHUEM
reMmaToKcuanH-303uHom (Histology, hematoxylin and eosin stain
(H&E stain, HE stain))

A08.30.046

511

M'McTonormnyeckoe nccnegoBaHne GuoncunHoro Matepuana u
MaTepvana,noslydeHHOro Npu XMpypruieckmx
BMeLLaTenbCTBax(3HAOCKONUYECKOro MaTeprana;TKaHemn >XeHCKON
NONOBON CUCTEMBI;KOXWN,MATKUX TKAHEN;KPOBETBOPHON Y
NMMQOUAHON TKAHEN;KOCTHO-XPALLIEBOW TKaHN)*

3 450

A08.01.001

534

BuoncuiHaa guarHocTnka gepmaTo3oB - Moponornyeckoe
nuccrnegoBaHne GMONTaTOB B LENSAX AUarHOCTMKM 3aboneBaHum Koxu
(kpome HoBOOOpasoBaHun) (Pathology of skin biopsyes)*

2535

A08.16.007

524

MacTpuTt, accoummpoBaHHbIn ¢ Helicobacter pylori (ructonornveckun
npocunb) (Helicobacter pylori Associated Gastritis)*

5 105

A08.16.002

516

N'cToxmmudeckoe uccnegosanune Helicobacter pylori (cnnsb)
(Helicobacter pylori, Mucus, Histochemical Study)*

2790

A08.30.006

5110

KoHcynbTaums rotoBbIx ructonornyecknx npenapatos (1 ctekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1
Block))

1545




18.2. UMMYHOIrMCTOXMMUUECKUE UCCNeA0BaHUSA
(Immunohistochemical Examination)

A08.30.004

PLUM-I"

VMMYHOIMCTOXUMUYECKNI CKPUHUHT paKka LUEVKN MaTKn —
nccrnegoBaHune ABYX MapKepoB Ansi paHHeW AMarHOCTUKM OUCnnasum
C BbICOKOW CTEMNeHbIo pucka o3nokadecteneHus: p16INK4a + Ki-67
(buomartepuan dmkcnpoBaHHLIN B opmanmHoBoM Oydepe)

10 070

A08.30.013

PLIM-B

MMMYHOTMCTOXMMWUYECKUA CKPUHUWHT paKa LUEeNKM MaTKn —
nccnegoBaHue OBYX MapKepoB ANd paHHen AnarHoCTuKM ancnnasum
C BbICOKOW CTeneHbto pucka o3nokadvecteneHus: p16INK4a + Ki-67
(buomatepman, ukcpoBaHHbIN B napaduHoBom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

10 070

B03.027.007

PMX-I"

Pak MOMnoYHoWM enesbl — KOMMMEKCHBIN MIMMYHOrMCTOXUMNYECKUIA
npodunb (buomarepwmarn, PUKCUPOBaHHbIA B OPManvMHOBOM
Bydepe) (Breast Cancer, Immunohistochemistry, IHC (Formalin-
Fixed Biomaterial))

20 030

B03.027.007

PMX-b

Pak MOMnoYHoWM enesbl — KOMMMEKCHBIN MIMMYHOrMCTOXUMNYECKUIA
npodunb (buomarepwman, PUKCUPOBaHHbIV B NapadnHOBOM Oroke)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

20 030

A08.30.034

525

PeuenTtopbl kK 3CTporeHam 1 NporecTepoHy, MUMMYHOTMCTOXUMUYECKOE
uccnepoBanue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 500

A08.30.034

5251

PeuenTopbl kK acTporeHam 1 NporecTepoHy, MMMYHOTMCTOXMMUYECKOE
uccnepoBaHue (bromaTepman, PUKCMPOBaHHLIN B NapacpMHOBOM
6noke) (Estrogen and Progesterone Receptors,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 500

A08.30.013

5111AMX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXMMWYECKOE NCCrefoBaHune:
oLeHKa nponundepaTMBHOW akTUBHOCTU No akcnpeccumn Ki-67
(bromaTepuan, dukcmpoBaHHbIn B popmanuHosom bydepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by
Expression Ki-67, Immunohistochemical Study (Fixed Biomaterial in
Formalin Buffer))*

6 735

A08.30.013

52221TX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXUMUYECKOE UccrneaoBaHue:
oLeHKa nponud)epaTMBHOM akTUBHOCTU MO akcnpeccun Ki-67
(bromaTepuran, ukcMpoBaHHbIN B NnapadgumHoom 6noke) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 735

A08.30.013.001

5112UX

HER2/neu akcnpeccusa, HER2-ctaTyc, MMMYyHOrMCTOXMMUYECKOE
uccnegosaHue, VIMX (brnomatepuan UKCUPOBaHHbIN B
dopmanuHoBom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

8 325

A08.30.013.001

530FISH

Onpepenenne HER2 ctatyca onyxonu meToaom
UMmMyHodnyopecLeHTHOM rmbpuamsauum in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence In Situ
Hybridization)

36 840

B03.027.020

532UIX

Pak npencratenbHON Xenesbl — KOMMIIEKCHOE
UMMYHOrMCTOXUMMNYECKOE NCCIeg0BaHNE C OLEHKOW SKCNPeCcCuu:
anba-meTtunauyun-KoA-pauemassl (P504S, AMACR),
LIMTOKEPATUHOB BbICOKOIO MOJEKynsipHoro Beca (347E12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight

cytokeratin (34?E12), p63)*

13 995




B03.027.020

533UIMX

Pak npegcratenbHON xenesbl — KOMMSEKCHOe
UMMYHOTMCTOXMMUYECKOE UCCIef0BaHME C OLIEHKOW 3KCMPECCUn:
anbga-meTtunauyun-KoA-pauemasnol (P504S, AMACR),
LIMTOKEpaTUHOB BbICOKOro MonekynsipHoro Beca (347E12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

13 995

A08.30.013.001

5113UMX

HER2/neu akcnpeccusa, HER2-ctatyc, MMMYyHOrMCTOXMMUYECKOE
nccnegoBaHue, MX (buomarepuran, UKCMpOBaHHbLIN B
napadguHosom 6noke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 325

A08.30.013

5114UI'X

MMMyHormcToxummnyeckas auarHocTuka XpoHUYECKOro SHAOMETpuUTa
— BbIIBNeHne nnasmartumdeckumx knetok (CD138) (buomatepuman,
duKcupoBaHHbI B popmanmHoBom bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical
Diagnosis (Fixed Biomaterial in Formalin Buffer))*

6 635

A08.30.013

5115UMX

MMMyHormcToxummnyeckas auarHocTuka XpoHUYECKOro SHAOMETpUTa
— BbIIBNeHne nnasmartumdeckumx knetok (CD138) (buomatepuman,
duKcMpoBaHHbIN B NnapaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical
Diagnosis (Fixed Biomaterial in Paraffin Block))

6 635

A08.30.013

5116UMX

MMMyHorncToxummnyeckoe nccnegoBaHve Mapkepa paHHen
OVarHoCTMKM OMCNa3nmn C BbICOKOW CTENEHbI0 pycka
osnokadvecteneHus: p16INK4a (buomatepuan, UKCMpOBaHHbLIV B
dopmanumHoBom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed
Biomaterial in Formalin Buffer))*

5 850

A08.30.013

5117UMX

MmMMyHOrmcToxmmmyeckoe nccrnegoBaHne Mmapkepa paHHen
AVNarHoCTMKM OMCMNasnn C BbICOKOW CTEMEHbIO pycka
o3nokadvecteneHus: p16INK4a (buomatepuan, UKCMPOBaHHbLIV B
napadmHoBom 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

5 850

A08.30.013

5118UMX

NmmyHornctoxmmmyeckoe (UIMX) nccnegosaHune: gnarHoctuka
numdonponudepaTuBHbIX 3abonesannii (brnomatepuan,
3aKMYeHHbIN B napadmHoBbiv 6m0k) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in
Paraffin Block))

36 200

A08.30.013

5119UIMX

UmmyHornctoxumudeckoe (UIMX) ncenegosaHve: guarHocTuka
numdonponundepaTuBHbIx 3abonesanni (buomatepuan,
duKcMpoBaHHbIN B hopmanunHoBoM 6ydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))*

36 200

A08.30.013

5120UIM'X

NmmyHornctoxmmmydeckoe (UIMX) nccnegoBaHune: gnarHoctuka
rmcToreHesa MeTacTas3oB Npu HEYCTaHOBIIEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB AN BbISABNEHUSA TKAHEBOW MPUHAANEXHOCTH)
(bromaTepman, 3aknoYeHHbI B napadHOBLIN B/10K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

36 200

A08.30.013

51211MX

UmmyHornctoxumudeckoe (UIMX) nccnegosaHve: guarHocTuka
rmcToreHesa meTacTa3oB MpU HEYCTaHOBIEHHOM NEPBMYHOM ovare
(cnekTp MapkepoB ANS1 BbISIBNIEHWNA TKAHEBOW NPUHAANEXHOCTM)
(bromaTepunan, UKCMpoOBaHHbIN B hopmannHoBom Bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

36 200




A08.30.013

535

OudbdepeHumnanbHasa guarHocTMka MenaHoMmbl,
uMmmyHoructoxummnyeckoe (UIMX) nccnegosaHue, oLeHKa aKcnpeccum
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)*

40 680

A08.30.013

536

OundbdepeHumnanbHasa guarHocTMka MenaHombl,
ummyHornctoxummyeckoe (UIMX) nccnegosaxve, oLEeHKa aKCNpeccum
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)

40 680

A08.30.013

537

MMmmyHornctoxumuyeckoe uccnegoBaHue (1 Mmapkep): yTouHsoLwee
UIX-nccneposaHue ¢ ucnonb3oBaHveM 1 aHtutena (Mmapkepa)

5725

19.1. UuTtoreHeTnueckue uccnegosaHusa (Cytogenetic Examination)

A12.05.013

7811

WccnepoeaHve kapuoTtuna (KONMYecTBEeHHbIE U CTPYKTYPHbIE
aHomanum xpomocom) (Karyotype)

9 695

A08.30.029

7312

WccnepgoBaHue kapmoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE
aHoMarnmm XpomMmocoMm) ¢ ob6sa3aTenbHON Bblgavyen kapmorpaMmmel

9 995

20.1. OHKorematonoruyeckue uccnegosaHua (Oncohematological
Examination)

B03.019.001

777731

LinToreHeTM4yeCckuin aHanmna KNeTok KOCTHOro Mo3ra (kapvoTun)
(Cytogenetic analysis of bone marrow (karyotype))

9 000

A27.30.070

777732

Ananus xumepHoro reHa BCR/ABL - 1(9;22), onpegenexue tuna
TpaHckpunta BCR/ABL reHa - MLUP, kadecTB. (Analysis of chimeric
gene BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

4 150

A27.30.069

777733

AHanma oTHocuTenbHon akcnpeccumn reHa BCR/ABL -
konmdectBeHHas RQ MUP (MUP B peansHOM BpemMeHu, Konuy.)
(Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)

5945

A27.30.069

777741BCL

WccnepnoBaHne mytaumoHHoro ctatyca BCR-ABL reHa (meTtopg
npsmoro cekseHupoaHus no CaHrepy) (BCR-ABL1 Mutation Analysis
using direct Sanger sequencing, qualitative)

10 285

A27.30.070

777734

AHanus xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative)

11 015

A27.30.346

777735

AHanus nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

11 015

A27.30.013

777736

AHanus nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene
rearrangements PDGFR? (FISH, quantitative))

11 015

A27.30.013

777737

AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konuu.) (Analysis of
chimeric gene FIP1L1/PDGFR? (FISH, quantitative))

11 015

A27.05.012

777738

AHanus mytaumn B 12 ak3oHe JAK2 reHa (MUP, kay.) (Analysis of
JAK2 Exon 12 mutations (PCR qualitative))

5945

A27.05.021

777739

AHanus mytauuu n geneuun B reHe MPL (MUP, kay.) (Analysis of
MPL gene mutations, deletions, (PCR qualitative))

5945

A27.05.021

777740

AHanus myTtauun, geneuun, nHcepunii B reHe CALR (MUP, kay.)
(Analysis of CALR gene mutations, deletions, insertions, PCR,
qualitative)

5945

A12.05.013

777769KQ

KapnoTtun oHkoremaTonormnyecknii (Karyotype, Hematologic
Disorders, Peripheral Blood)

8 250

A27.30.090

777742PMI

AHanus xumepHoro reHa PML/RAR? -1(15;17) (MUP, ka4.) (Analysis
of chimeric gene PML/RAR? -t(15;17) (PCR, qualitative))

2 895

A27.30.414

777743RUN

Ananus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, kau4.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR,
qualitative))

2 895




AHanna xumepHoro reHa CBF?/MYH1- inv(16),1(16;16) (MNLUP, ka4)
(Analysis of chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR,

A27.30.089 777744CBHqualitative)) 2 895
AHanus nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of
A27.30.426 777753Q5 |chromosome 5 rearrangements (FISH, quantitative)) 11 565
AHanus nepectpoek 7 xpomocombl (FISH, konny) (Analysis of
A27.30.422 777748Q |chromosome 7 rearrangements (FISH, quantitative)) 11 565
AHanuns nepectpoek MLL rena (FISH, konuy.) (Analysis of MLL gene
A27.30.413 777749MLUrearrangements (FISH, quantitative)) 11 565
AHanus nepectpoek 3q (FISH, konny.) (Analysis of 3q
A27.30.421 7777473Q [rearrangements (FISH, quantitative)) 11 565
Ananus geneuunn 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,
A27.30.415 777751P |quantitative)) 11 565
Ananus geneuun 20q (FISH, konwny.) (Analysis of 20q deletion (FISH,
A27.30.415 777752Q2(quantitative)) 11 565
Ananus xumepHoro reHa MLL/AF4 -t(4;11) (MNUP, kay.) (Analysis of
A27.30.100 777745MLL chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 2 895
AHanus xumepHoro reHa E2A/PBX1 - (1;19) (MUP, ka4.) (Analysis of
A27.30.131 777746E2Achimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 2 895
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene
A27.30.415 777791TPHdeletion (FISH, quantitative)) 11 025
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene
A27.30.415 777754TPHdeletion (FISH, quantitative)) 12 345
AHanuns nepectpoek IGH reHa (FISH, konnd.) (Analysis of IGH gene
A27.30.424 777755IGH|rearrangements (FISH, quantitative)) 11 565
AHanus TpaHcnokaumm t(4;14)(p16;932) (FISH, konwn4.) (Analysis of
A27.30.144 777756TH |translocation t(4;14)(p16;q32) (FISH, quantitative)) 11 025
Ananus TpaHcnokaumm t(11;14)(q13;932) (FISH, konuy.) (Analysis of
A27.30.110 777757TQ(translocation t(11;14)(q13;q32) (FISH,quantitative)) 11 565
AHann3 moHocomuu, geneumm 13 xpomocomsl — (del(13), -13) (FISH,
konwuy.) (Analysis of chromosome 13 monosomy, deletion — (del(13), |
A27.30.416 777792DEL 13) (FISH,quantitative)) 11 025
AHanus moHocomuu, geneummn 13 xpomocomsl — (del(13), -13) (FISH,
konwny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), |
A27.30.427 777758DEL 13) (FISH,quantitative)) 11 565
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis
A27.30.424 777793IGH]|of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11 025
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis
A27.30.424 777759IGH]|of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11 565
Ananus nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene
A27.30.423 777761ATNrearrangements (FISH, quantitative)) 12 345
AHanus Tpucommm 12 xpomocomsl (+12) (FISH, konuy.) (Analysis of
A27.30.425 777762Q14chromosome 12 trisomy (FISH, quantitative)) 11 565
AHanms Bcex crneumduieckmx abeppauunm Ha napacrHOBbLIX Cpesax
(rnetoFISH, konuy.) (Analysis of all specific aberrations on paraffin
A27.30.419 777774TQ(slides (FISH Histology, quantitative)) 16 450
AHanus TpaHcnokauwmu t(11;14)(q13;932) Ha napadmHOBbLIX cpe3ax
(rmcToFISH, konuny.) (Analysis of translocation t(11;14)(q13;932) on
A27.30.110 777790TQ |paraffin slides (FISH Histology, quantitative)) 16 450
AHanus TpaHcnokauwmm t(11;18)(921;921) (FISH, konuy.) (Analysis of
A27.30.424 777763TQ(translocation t(11;18)(q21;921) (FISH, quantitative)) 11 565
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(g27) (FISH,
A27.30.148 777764BCl quantitative)) 11 565
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadnHOBbIX
cpesax (I'mctoFISH, konuny.) (Analysis of BCL- 6 gene
rearrangements (der(3)(q27)) on paraffin slides (FISH Histology,
A27.30.148 777771BClquantitative)) 16 450




A27.30.096

777765MY(

AHanuns nepectpoek MYC rena ( 1(8;14)(q24;932)-t(2;8)(p11;924), t(8
;22)(924;911)) (FISH, konuny.) (Analysis of MYC gene
rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(g24;q11)
(FISH, quantitative))

11 565

A27.30.420

777766TQ(

AHanua TpaHcnokaumm t(2;5)(p23;935) (FISH, konny.) (Analysis of
translocation t(2;5)(p23;935) (FISH, quantitative))

10 000

A27.30.420

777772TP(Q

AHanns TpaHcrokaumm t(2;5)(p23;935) Ha napadUnHOBLIX cpe3ax
(rmetoFISH, konuy.) (Analysis of translocation t(2;5)(p23;935) on
paraffin slides (FISH Histology, quantitative))

14 920

A27.30.148

777767BCL

AHanus nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),1(18;22)(q21;911) (FISH, konny.)
(Analysis of BCL2 gene rearrangements
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(g21;911) (FISH,
guantitative))

11 565

A27.30.148

777773BCL

AHanns nepectpoek BCL2 reHa Ha napadumHOBbIX cpe3ax
(rmctoFISH, konuy.) (Analysis of BCL2 gene rearrangements on
paraffin slides (FISH Histology, quantitative))

16 450

A27.05.012

7262S1-PH

Mapkep pa3BuTua Ph’-HeraTMBHbIX XPOHUYECKMNX
MuenonponudepaTnBHbix 3abonesaHun (XMMN3): kayecTBeHHas
OLEeHKa Hanumumsa comatuyeckon Mytaumm 617F reHa JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): qualitative
assessment of presence of gene JAK2 617F somatic mutation)

3 850

21.2. O6pas n3HU U reHeTnuyeckune dpakropsl (Lifestyle and
Genetic Factors)

A27.30.263

110071

MoaroTtoBka k onepauun (reHel MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

9910

A27.30.263

110IT1/63

MopgrotoBka k onepaummn (reHel MTHFR, MTRR, MTR, F2, F5) (6e3
onucaHua pesynbTaTtoB BpadoM-reHeTkom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

8 810

21.3. PenpogyKtusHoe 3a0posbe (Reproductive Health)

A27.30.297

7252AZFI|

HapyleHus cnepmaToreHesa, 6 mapképoB (MUKpoAeneLmm fokyca
AZF) (Spermatogenesis disorders (6 AZF))

3890

A27.30.297

725263

HapyweHusa cnepmaToreHesa, 6 MapképoB (MUKpogeneuun nokyca
AZF) (6e3 onncaHus pe3ynbTaToB reHETUKOM)

3 145

A27.30.291

1091

>KeHckoe 6ecnnogue n ocnoxHeHne 6epeMeHHocTH (reHsl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTtun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

31 850

A27.30.262

10811

Xouy cTaTb MamoW: ocnoxHeHust 6epemeHHOCTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD))

25235

A27.30.262

108IT1/63

Xouy cTaTb MaMom: ocrnoXxHeHus 6epemeHHocTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onncaHusi peaynsTaTos
Bpayom-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD) (without Description))

25 340

A27.30.282

13111

CKIMOHHOCTb kK TpOMG03aM Npy 6epeMEHHOCTU: MUHUMarbHas NaHenb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5))

3185

A27.30.268

131IT1/63

CKMOHHOCTb K TpOMGO3am Npy DepeMEeHHOCTU: MUHMMAarbHas NaHerb
(reHbl F2, F5) (6e3 onncaHus pe3ynbTaToB Bpa4OM-TeHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

2745




A27.30.270

140rT1

[MpuBbIYHOE HEBbLIHALWMBAHWE BEPEMEHHOCTH, B T. Y. CKIIOHHOCTb K
Tpombo3am npu 6epemMeHHOCTU: pacLUMpeHHas naHernb (reHbl
MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,
MTR, F2, F5))

9910

A27.30.270

140IT1/63

[MpuBbIYHOE HEBbIHALWMBaHWE BEPEMEHHOCTH, B T. Y. CKIIOHHOCTb K
Tpombo3aM npy 6epeMeHHOCTU: paclumpeHHasi naHesnb (reHbl
MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesynstatoB Bpa4oMm-
reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)
(without Description))

8 810

A27.30.269

137171

Bo3HukHOBEHME M301TMPOBaAHHbLIX MOPOKOB pa3BUTUA y nnoaa (FeHbI
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

5500

A27.30.269

1371 T1/63

BO3HMKHOBEHME M30MMPOBAHHBLIX MOPOKOB Pa3BUTUSA Y MoAa (reHbl
MTHFR, MTRR, MTR) (6e3 onucaHus pe3ynbTaTtoB Bpay4oMm-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

4 620

A27.30.271

141171

TpomBoTUYECKME OCNOXKHEHUS NPU CTUMYNSALUN OBYNSALMK (reHbl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2,
F5))

3 185

A27.30.271

1411T1/63

TpomboTuyeckne oCrnoXHeHns Npy CTUMynsAumMm oBynsaunm (reHol F2,
F5) (6e3 onucaHus pesynbtatoB BpadoM-reHeTnkom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without
Description))

2745

A27.30.294

107171

Myxckoe 6ecnnoaume (reHbl AR, CFTR; AZF-pernoH; kapmnotun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

36 270

A27.30.284

146171

"eHeTuyeckme daktopbl Myxckoro 6ecnnogms (reHol AR, CFTR; AZF-
pervoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
Region))

34 545

A27.30.297

7661l

HapyLweHusa cnepmaToreHesa: pacwumpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

13190

A27.30.297

766163

HapyleHus cnepmaToreHesa: paclumpeHHas naHens (AZF-pernoH)
(6e3 onucaHusa pesynbTaTtoB Bpadom-reHeTnkom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

12 970

B03.070.457

118IT1/63

OnacHocTb Npu Npueme oparnbHbIX KOHTPaUenTuBoB (reHbl F2, F5)
(6e3 onvcaHust pesynbTaToB BpadYoM-reHeTnkoMm) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

2745

A27.30.295

120IT1

O6MmeH conueson kncnotbl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5500

A27.30.295

120IT1/63

O6MmeH cdonueson kncnotbl (reHsl MTHFR, MTRR, MTR) (6e3
onucaHusa pesynbTaTtoB Bpadom-reHeTnkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

4620

B03.070.461

11811

OnacHocTb Npu Npueme oparnbHbIX KOHTPaLenTuBoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

3185

21.4. HLA-TunnposaHue u pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

7821RH

Onpepenenne pesyc-daktopa (Rh factor Definition)

8 995

A12.05.007.004

7207TPOI

OnpepeneHne reHoTuna pesyc-akropa (RH factor Genotype)

13725

A12.05.007.004

720763

Onpepenenne reHoTuna pesyc-cakrtopa (6e3 onucaHus pesynbLTaToB
Bpayom-reHeTukom) (Genotype of RH factor Definition (without
Description))

13 960

A27.30.276

3314GR

Pesyc-caktop nnoga. BeisiBneHne reHa RHD nnopa B kpoBu matepu
(RHD gene of the fetus in the mother's blood)

8 885

A27.05.041

7831HL

TunmnpoBaHue reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1,
DQB1) (System Human Leukocyte Antigen (HLA) Class Il, Typing
(Genes DRB1, DQA1, DQB1))

9690




A27.05.041

1334

MonekynapHo-reHeTnyeckoe nccnegosaHme HLA-B27 (Molecular
Genetic Testing HLA-B27)

2820

21.5. Cucrema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)

A27.30.264

114[T1

Tpomb03bl: paclumpeHHas naHens (resol F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,
MTR))

9910

A27.30.264

1141T1/63

Tpombo3bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR,
MTR) (6e3 on1caHusa pe3ynbTaToB Bpavom-reHeTukom) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without
Description))

8 810

A27.30.275

1911

PaclwmnpeHHoe nccnegoBaHmne reHoB CUCTEMbI remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

13 220

A27.30.275

19IM1/63

PaclwmnpeHHoe nccnegoBaHmne reHoB CUCTEMbI remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Ge3
onucaHuga pesynbTaTtoB Bpadom-reHeTnkom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

11 015

A27.30.264

123[T1

Tpombo3bl: cokpalleHHas naHernb (reHbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

3185

A27.30.264

1231 T1/63

Tpombo3bl: cokpalleHHas naHernb (reHsl F2, F5) (6e3 onucaHus
pesynbTaToB Bpa4yoM-reHeTukoMm) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

2745

A27.30.429

12511

dubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3020

A27.30.429

125IT1/63

PunbpuHoreH (reH FGB) (6e3 onncaHusa pe3ynbTaTtoB BpaydoMm-
reHeTukom) (Fibrinogen (Gene FGB) (without Description))

2690

A27.30.283

138IT1

M'nepromoumnctenHemus (reHsl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5500

B03.070.473

138IT1/63

'vnepromouunctenHemus (reHsl MTHFR, MTRR, MTR) (6e3
onucaHua pesynbLTatoB BpadoM-reHeTrkom) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR) (without Description))

4620

A27.30.266

122[T1

neparperauusi TpombouunToB (reHsl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2525

A27.30.266

122IT1/63

M'neparperauus pomboumnToB (reHbl ITGA2, GP1BA) (6e3 onucaxus
pesynbTaToB BpavyoM-reHeTmkom) (Platelet Hyperaggregation (Genes
ITGA2, GP1BA) (without Description))

2195

A27.30.430

72011

TpomboumnTapHbl peuenTtop dubpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

1290

A27.30.430

720163

TpombouunTapHbii peuenTtop dubpuHoreHa (reH ITGB3) (6e3
onucaHua pesynbTatoB BpadoM-reHeTukom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

1830

21.6. bone3Hu cepaua u cocygos (Heart and Blood Vessel
(Cardiovascular) Diseases)

A27.30.267

12911

ApTepuanbHasa runepTeHsus, nonHas naHens (reHsl ACE, AGT,
NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

8 790

A27.30.267

1291 T1/B3

ApTepuanbHasa runepTeHsus, nonHas naHens (reHsl ACE, AGT,
NOS3) (6e3 onncaHus pe3ynbTaTtoB BpadoM-reHeTukom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

8 180

B03.070.476

1211T1

ApTepuanbHas rmnepTeH3us, CBA3aHHas C HapyLUEHUSIMU B
peHnHaHrmotTeHsmHoBou cucteme (reHol ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,
AGT))

2525




B03.070.472

1211 T1/63

ApTepuanbHas runepTeH3us, CBA3aHHas C HapyLUEHUSIMU B
peHnHaHrmoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onncaHus
pes3ynbTaToB BpavyoM-reHeTnkom) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without
Description))

2195

B03.070.479

7611l

ApTepuanbHas runepTeH3uns, CBa3aHHas C HapyleHnsmu B pabote
sHpoTenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2 005

B03.070.480

761163

ApTepuanbHas runepTeH3usi, CBA3aHHas C HapyleHnsiMm B paboTte
sHpoTenuansHon NO-cuHTasel (reH NOS3) (6e3 onucaHus
pesynbTaToB BpavyoM-reHeTukom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

1650

21.7. bones3Hu }KenypouHO-KMLLIEYHOoro TpakTta (Gastrointestinal
Diseases)

A27.30.265

117171

BonesHb KpoHa (rensl DLG5, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))

12 260

21.8. bone3Hu LeHTPaNbHOM HepBHOU cucTembl (Central Nervous
System (CNS) Diseases)

A27.30.296

7641B-API

Pwuck 6onesnun Anburerimepa (AnonunonpoTteuH E (ApoE).
BoisiBneHvne nonumopgusma e2?e3?e4)

3 500

A09.05.259

1231

nyTatnoH obLumin

3 600

21.9. OHKonorudeckue 3abonesanusn (Cancer Diseases)

A27.30.274

154171

HacnepcteeHHble crniydan BRCA-accoummnpoBaHHOro paka y MyxX4uH:
pak rpyaHon, nogXenyaoyHon, NpeacTaTenbHON Xenes, pak andek
(renbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2))

4 400

A27.30.274

1541T1/63

HacnegcteeHHble criydyan BRCA-accouumnpoBaHHOro paka y MyXUuH:
pak rpygHon, nogpxenygodHon, npeacraTenbHON Xenes, pak audek
(reHsl BRCA1, BRCA2) (6e3 onvcaHusi pe3ynbTaToB Bpa4YoM-
reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2)
(without Description))

3 960

A27.05.012

7260

Mapkep pa3BuTusa Ph’-HeraTMBHbIX XPOHUYECKMNX
MuenonponudepaTBHbix 3abonesaHun (XMM13): konnuectseHHoOE
onpefeneHne COOTHOLLEHUSI HOPMarbHOIO M MyTaHTHOIO annenen
617V/617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): quantification of wild-type and
mutant allelic ratio of gene JAK2 617V/617F)

11 905

A27.30.279

1241T1

HacnepncTtBeHHble criydan paka MONOYHON xenesbl U/ SUYHUKOB
(renbl BRCA1, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

6 505

A27.30.281

1241T1/63

HacnencrteeHHble criydan paka MOJTIOYHON enesbl /Unn Sn4yHUKOB
(reHsl BRCA1, BRCA2) (6e3 onvcaHusi pe3ynbTaToB BpayYoM-
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

5400

A27.30.279

12441T1

HacnencrteeHHble criydan paka MOJTIOYHON enesbl U/unn Sn4yHUKOB
BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

10 465

21.10. HapyweHusa obmeHa Bewects (Metabolic Disease,
Metabolic Disturbance)

A27.30.273

153IT1

Ocrteonopo3s: nonHasa naHens (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

8 295

A27.30.273

153IT1/B3

OcTteonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onucaHua pesynbTtatoB BpadoM-reHeTnkom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

7620




A27.30.433

7691

JlakTasHas HegocTaTouHocTb (reH MCMG6) (Adult Lactase Deficiency
(Gene MCM®6)

2075

21.11. dapmakoreHeTtuKka (Pharmacogenetics)

A27.30.293

142[T1

UHrmbutopel AM®, dpnysactatuH, 6nokatopsl peuentopos ATII.
MporHo3npoBaHne HedponpoTEKTUBHOIO 3ddekTa MHIMOUTOPOB
Al® npu HeanabeTudeckmx 3aboneBaHusix. [eHeTUYeckne mapkepsbl
3 EKTNBHOCTM aTeHONOMNa NPy apTepuanbHON MMNepTeH3nmn ¢
rmnepTpodurern NeBoro Xxenyaoyka unu Tepanuu gpnysactaTMHOM npu
nwemudeckon 6onesHun cepaua. OnpegeneHve HanM4uMs
NnonMMopn3mMoB reHa aHrMoTEH3NH-NpeBpaLLatoLLero dhepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATl Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic
Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy
in Ischemic Heart Disease. Detection of Polymorphisms of Gene of
Angiotensin-Converting Enzyme (Gene ACE))

2525

A27.30.434

7261D-CY

JlosapTaH/npbecaptaH. FeHeTU4eckMn MapKkep pucka HapyLleHuUi
meTabonuama 6r1oKaTopoB peLenTopoB aHrmoTeHsuHa ll: nosaprtaHa
n npbecaprtaHa no Tuny ocnabneHns n ycuneHns nx rmnoTeH3NBHOMO
OeNcTBUSA, COOTBETCTBEHHO. OnpeaeneHne Hannyunst
nonvmopduramos reHa uutoxpoma CYP2C9 (Losartan/Irbesartan.
Genetic Marker of Risk of Metabolic Disorders Blockers of Receptors
of Angiotensin Il, Losartan and Irbesartan Type of Weakening and
Strengthening their Hypotensive Action, Respectively. Detection of
Polymorphisms of Cytochrome CYP2C9)

2115

A27.30.272

148IT1

MeToTpekcar. _'eHeTu4eckne MapKkepbl NOBLILLEHHOIO pucka
pa3BuUTMSA NOBOYHBIX peakLuin Npu NpuemMe MeToTpekcaTa Ha hoHe
rneyeHns peBMaTongHoro apTpuTa. MeTtoTpekcaT: HapyLueHve
meTabonuama donveBor KucnoTel. OnpeaeneHne Hannyns
nonMMopgr3MoB reHoB PpepMeHTOB peakuunin oraTHOro Lumkna
(Methotrexatum. Genetic Markers of Increased Risk of Development
of Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5500

A27.30.435

7261C-CY

HecTepounaHble npoTuBoBoOCNanuTerneHble npenapartsl. ['eHeTn4eckuin
MapKep MOBbILUEHHOrO pUcka pa3BUTUSA NOBOYHbIX peakuuin B dopme
Xenygo4HbIX kpoBoTedeHun npu npueme HIBI (nbynpodeH,
TEHOKCMKaM, HarpoKCeH, HO He AuKnodeHak) no TUny BO3SHUKHOBEHNS
XKenyaoYHbIX KPOBOTEYEHMN, CBA3AHHbIX C HapyLLUEHNeM nx
meTabonuama. OnpegeneHne HanMuMs NOMMMOPGU3MOB reHa
uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

2115




A27.30.436

7261B-CY

CynbhoHUNMOo4YeBMHa U ee NPOM3BOAHbIE: _Xnopnponamua,
Tonasamug, rmnbeHknamug u Tondytamua. 'eHeTn4eckun mapkep
pvcka pa3BUTUS HexXenaTernbHbIX NeKapCTBEHHbIX peakLuii no Tuny
MMNOrNMKEMUY NPY NpUeMe NepoparbHbIX CaXxapOCHDKAKLLIMX
CpeacTB, CBA3aHHbIX C HapyLleHneM nx metabonuama. OnpeagenexHve
Hanuumsa nonnmopdunamMoB reHa umtoxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms
of Cytochrome CYP2C9)

2115

A27.05.045

7259BETA

BeTta-agpeHobnokaTopbl. ['eH CYP2D6. ®apmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

7 705

21.12. Cuctema AEeTOKCMKALMUM KCEHOBMOTUKOB U KaHL,epOreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

7259

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

7 705

A27.05.045

7261CYI

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9))

2115

21.13. Ycnyru Bpaua-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

14600P1

OnwucaHune pe3ynbTaToB reHETUYECKOro TecTa 1 kaTeropum
cnoxHoctn (NeNe 720163, 761163, 701463, 125IT1/B3, 720763)
(Genetic Test Results: Description of the 1-st Category Complexity)

640

A27.30.428

14610P2

OnncaHne pe3ynbTaToB reHEeTUYECKOro TecTa 2 kaTeropum
cnoxHocTy (NeNe 118IT1/B3, 121IM1/B3, 123IM/B3, 131IMI/B3,
1411 T1/B3, 115IT1/B3, 1241 T1/B3, 1541 T1/B3) (Genetic Test Results:
Description of the 2-nd Category Complexity)

1290

A27.30.428

14620P3

OnucaHue pe3ynbTaToB reHeTMYECKOro Tecta 3 kKaTeropum
cnoxHocTu (NeNe 122IT1/B3, 129IM/B3, 120IM/B3, 137ITI/B3,
138IM/B3, 153IM/B3, 110IT/B3, 114IT1/B3, 140IT/B3, 766163,
725863, 134IT1/B3, 135IT1/B3, 1361 T1/B3) (Genetic Test Results:
Description of the 3-rd Category Complexity)

2 555

A27.30.428

14630P4

OnuvcaHve pe3ynbTaToB reHeTUYeCcKoro Tecta 4 kateropum
cnoxHocTtn (NeNe 1441T1/B3, 143IT1/B3, 139IT1/B3, 145ITI/B3,
108ITI/B3, 19I'T1/B3) (Genetic Test Results: Description of the 4-th
Category Complexity)

5765

22.1. HacneacTBeHHble MOHOTeHHble 3a60/1eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

126171

OcHoBHble HacneacTBeHHble 3aboneBanus (reHbl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

35170

A27.30.437

7803ABCA

AburoTpodus ceTyaTku, Tun GpaHyeckeTT (bonesHs LWTaprapara 1-
ro Trna). MNouck Yactbix MyTauummn B reHe ABCA4, u. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4,
Freq. Mut.)

13 960

A27.30.438

7624SLC

AkpoaepmaTut aHTeponaTnyeckuin. NMouck mytauuin B reHe SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

33 420

A27.30.340

7804TYR

AnbOUHM3M rnasokoxHbli TMN 1A. MNonck myTaumi B reHe TYR, M.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

24 080

A27.30.341

7881RPS

AHemns JanmoHpa-bnekdeHa. MNouck mytauuin B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

24 080

A27.05.051

7107

ApTporpunos guctanbHbli (cuHgpom dpumeHa-LLengoHa). Mownck
yacTbIx myTauun B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A,
Gene MYH3, Freq. Mut.)

13 960

A27.30.432

7905FRDA

Atakcusa ®pugperixa. Mouck mytauun B reHe FXN, m. (Friedrich
Ataxia, Gene FXN, Mut.)

24 080




A27.30.432

7808FRDA

Atakcusa ®pugperixa. MNouck yactbix MyTaumi B reHe FXN, 4. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.)

6 385

A27.30.299

7108

ATtenocrteoreHes (gucnnasus ge na lWanens). MNMonck MmyTauun B reHe
SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

26 460

A27.05.027

7109LEI

ATpodua 3puTtensHoro Hepsa Jlebepa. Nonck yacTbix MmyTauun B
muToxoHgpuaneHon OHK, 12 u. m. (Leber Hereditary Optic
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

19 450

A27.05.027

76100HKI

ATpodomnsa 3puTtenbHoro Hepea Jlebepa. MNonck YyacTbix MyTauun B
muToxoHapuaneHon OHK, 3 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 3 Freq. Mut.)

8 740

A27.30.342

77610PAl

ATpOodUa 3pMTENBHOrO HEpBa C rnyxoTon. lNMonck myTauun B
«ropsumx» ydactkax reHa OPA1, «ropsd.» y4. M. (Optic Atrophy With
Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

12 660

A27.30.343

7706TNFR

AyTOMMMYHHbBIV nuMdonponudepaTnBHbIA CMHAPOM. [Monck myTaumn
B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome,
ALPS, Gene TNFRSF6, Mut.)

33 420

A27.30.343

7705TNFR

AyTOMMMYHHbIN NuMmdoonponudepaTmBHbIn cMHApoMm. MNonck mytaunin
B «rops4mx» ydactkax reHa TNFRSF6, «ropsay.» yy. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point
Mut.)

9790

A27.30.344

7770GRN

Adbasus nepernyHas nporpeccupytoLlas. lNMonck mytaumi B reHe GRN,
M. (Aphasia Primary Progressive, Gene GRN, Mut.)

26 460

A27.30.346

7809FGFR

AxoHgponnasusi. MNMouck Yactbix MyTaumi B reHe FGFR3, u. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.345

7709BEST

BonesHb BecTta. NMouck Bcex n3BeCTHbIX MyTauumi B reHe BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene
BEST1, Mut.)

41 540

B03.019.011

7810ATP7H

BonesHb BunbcoHa-KoHosanosa, reH ATP7B 4.m.

9 360

A27.30.300

7812PANK

BonesHb MannepsopaeHa-LUnatua. MNonck YacTbIx MyTauun B reHe
PANK2, u. m. (Neurodegeneration With Brain Iron Accumulation 1,
Gene PANK2, Freq. Mut.)

9 790

A27.30.347

7813PRNP

BonesHb NepcTmaHHa-LWUTpeyccnepa-LenHkepa. MNouck myTauuin B
reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

18 120

A27.30.002

7775PTEN

Bones3Hb KoygeHa. MNouck mytaumin B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.)

37 570

A27.30.347

7814PRNP

BonesHb KpenTudensara-Akoba. Mouck mytaunii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

18 120

A27.30.002

7776PTEN

BonesHb Jlepmutt-Ayknoc. MNMouck mytaumn B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

37 570

A27.30.348

7816NDP

BonesHb Hoppu. Mouck mytaumn B reHe NDP, M. (Norrie Disease,
Gene NDP, Mut.)

13 960

A27.30.349

7818CSTB

BonesHb YHdbeppuxta-JlyHgbopra. Mouck mytauuin B rene CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

18 120

A27.30.349

7817CSTB

BonesHb YHdeppuxTa-JlyHgdopra. lNouck 4acTbix MyTauui B reHe
CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and
Lundborg, Gene CSTB, Freq. Mut.)

8 995

A27.30.417

7819ABCA¢

BonesHb Wrtaprapara. MNouck yactbix MyTaumn B reHe ABCA4, u. M.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included,
Gene ABCA4, Freq. Mut.)

13 960

A27.30.350

7820ROR2

Bpaxugaktunusa tun B1. MNMownck mytaumn B reHe ROR2, m.
(Brachydactyly Type B1, Gene ROR2, Mut.)

18 120

A27.30.351

7992NTR

BpoxageHHas HeyyBCTBUTENBHOCTL K 60onu ¢ aHrmgposom. MNMouck
mytaumn B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

50 070




A27.30.352

7711ADAM

"eneodusnyeckasa gucnnasus. MNMovck mytaumnm B reHe ADAMTSL2,
M. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

74 490

B03.005.020

7822B

remodunus. Nouck mytauun B reHe caktopa IX npu remocpmnun B,
M. (Hemophilia B, Gene Factor IX, Mut.)

30 630

A27.30.353

7989MVK

Mnep-lgD cnHapom. Nonck MyTauuin B «ropsiunx» y4acTkax reHa
MVK, «ropsy.» y4. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point
Mut.)

11 020

A27.30.354

7778MVK

'vnep-IgD cuHagpom. Mouck mytauuin B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

41 540

A27.30.354

7823CD

'vnep-IgM cungpom. Mounck mytauuin B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

24 080

A27.30.355

7898SCN4/

M'Mnepkanuemnyeckunin nepuognyeckuin napanuy. Nouck mytauui B
3k30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

21 495

A27.30.355

7603SCN4/

M'Mnokannemuyecknin nepnognvecknin napanud. Nonck mytauun B
ak30Hax 12, 18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

18 120

A27.30.301

7126

M'Mnodocdatemmuyecknii BATaMUH D-pe3nCTEHTHBIN paxuT (NOYEYHbIN
docdaTHeIn gnabeT). Monck mytaumi B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

81 830

A27.30.346

7906FGFR

M'MnoxoHgponnasus. MNonck yacTeix myTauun B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.356

7784HNF1H

"MomMepyoumMTOo3 noyek rmnonnacTudeckoro Tuna. Nouck mytauni B
reHe HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene
HNF1B, Mut.)

34 080

A27.30.302

7128

HdednunT KapHUTMHA CUCTEMHBIV NEePBUYHBIN. MONCK MyTauui B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD,
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

41 540

A27.30.302

7129

Onactpodudeckasn gucnnasus. MNouck mytaumin B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

26 460

A27.30.330

7927BSCL

OuctanbHasa moTopHas HewponaTtus Tun V. MNouck mytauuin B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
BSCL2, Mut.)

30 630

A27.30.339

7131IGI

AvctanbHasa cnvHanbHas ammoTpodusa BPOXAEHHAs C napannyom
anadparmel. MNouck mytauuin B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

63 905

A27.30.303

7132

[dvctanbHasa cnvHanbHas ammoTpodusa BpoXaeHHas
Henporpeccupyowas. lNonck mytaumm B «ropsadmx» yyactkax reHa
TRPV4, «ropsay.» yd. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

18 120

A27.30.357

7604KRT2

WNxTno3 6ynneaHein. MNMonck mytaumi B reHe KRT2, m. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

30 630

A27.30.304

7133

NxTnos BynbrapHblit. [Nonck yactbix MyTaumn B reHe FLG, 4. m
(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

12 660

A27.30.358

7829TGM1

UxTnos namennspHbiin. Nouck BceX 3BECTHbLIX MyTaLMn B reHe
TGM1, m. (Autosomal Recessive Congenital Ichthyosis, ARCI 1, All
Known Mutations, Gene TGM1, Mut.)

37 680

A27.30.305

7140

KocTtHas reTeponnasusa nporpeccupyrowas. lNonck mytaumim B reHe
GNAS, M. (Progressive Osseous Heteroplasia, POH, Gene GNAS,
Mut.)

37 570

A27.30.306

7141

KpaHnomeTadusapHasa gucnnasms. Nonck Mmytaumii B «ropsaumx»
yyactkax reHa ANKH, «ropsuy.» y4. m. (Craniometaphyseal Dysplasia,
Gene ANKH, Hot-Point Mut.)

13 960

A27.30.306

7142

KpaHunomeTtacdmsapHas gucnnasus. MNounck mytaumim reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

50 075

A27.30.307

7143

KpaHunocnHocTo3. MNonck mytaumii B reHe TWIST1, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.)

18 125




A27.30.412

7717TMSX2

KpaHunocnHocTto3. Monck mytaumii B reHe MSX2, m. (Craniosynostosis
Type 2, Gene MSX2, Mut.)

13 960

A27.30.314

7834LMNA

JInnognctpodusa cemenHasa YactuyHas. [NoMck MyTauumn B «ropaymx
yyacTtkax» reHa LMNA, «ropsy.» y4. M. (Familial Partial Lipodystrophy
2, FPLD 2, Gene LMNA, Hot-Point Mut.)

15730

A27.30.314

7835LMNA

Jlnnoguctpodums cemenHasa YactmnyHas. Nounck mytaumii reHa LMNA,
M. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

41 540

A27.30.314

7720LMNA

MaHanbynoakpansHasa gucnnasusi ¢ nunoguctpodumeint. Nonck
MyTauun B ak3oHax 8, 9 reHa LMNA, M. (Mandibuloacral Dysplasia,
Exons 8, 9 Gene LMNA, Mut.)

9790

A27.30.353

7605MVK

MeBanoHoBas aungypus. Nounck mytaumi B reHe MVK, m. (Mevalonic
Aciduria, Gene MVK, Mut.)

41 540

A27.30.359

7908DIA1

MeTtremorno6uHemusi, CYB5R3 m. (Methemoglobinemia, Gene
CYB5R3, Mut.)

33 420

A27.30.359

7836DIA1

MeTtremorno6uHemusi, CYB5R3 u.m. (Methemoglobinemia, Gene
CYB5R3, Freq. Mut.)

8 995

A27.30.308

7147

MwuoknoHuveckas anuctonus. MNonck mytaumii B reHe SGCE, m.
(Myoclonic Dystonia, Gene SGCE, Mut.)

50 070

A27.30.360

7838DMPK

MwnoToHn4eckasa anctpodus. MNMouck 4acTbix Mytauun B reHe DMPK,
4. M. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

4 950

A27.30.309

7148

MwuoTtoHusa TomceHa-bekkepa. MNonck yacTtbix myTauun B reHe CLCN1,
4. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.)

13 960

A27.05.036

7791l

MykoBucuungos. Momck yacTeix myTaumii B reHe CFTR, 4. M. (Cystic
Fibrosis, Gene CFTR, Freq. Mut.)

22 890

A27.30.361

7972UClI

MbiwevHas anctpodusn OioweHHa/bekkepa. MNouck geneunn n
Aynnvkauun B reHe ancTpodmHa

9610

A27.30.289

7701XI

MbliweyHasn guctpodms OdioweHHa-bekkepa. Jlanonnsaumna X-
xpomocombl y aesoyek (Duchenne Muscular Dystrophy, X-
Lyonization, Girls)

15 620

A27.30.362

7934FKTN

Meiweynasa auctpodus, Tun dykyama. MNouck mytauuin B reHe FKTN,
M. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

50 070

A27.30.310

7163

MbiweyHasa auctpocusa Smepu-AOpendyca. MNovck myTaumn B reHe
FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

33 405

A27.30.314

7999LMNA

MebiweyHasa anctpodpua Amepu-Opendyca. MNouck mytauuin B reHe
LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

41 540

A27.30.338

7935

MebiweyHasa anctpodpua Amepu-Opendyca. MNouck mytauuin B reHe
amepuHa npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular
Dystrophy, X-Linked Gene Emerine, Mut.)

18 120

A27.30.363

7936TRIM

Hannam MULIBRAY. NMouck mytauun B reHe TRIM37, m. (Muscle-
Liver-Brain-Eye, Gene TRIM37, Mut.)

13 960

A27.30.288

7903SRY

HapyweHus getepmuHaumm nona. MNMovck mytaumm reHa SRY, m.
(Disorders Sex Determination, Gene SRY, Mut.)

9 790

A27.30.288

7846SRYI

HapyweHus getepmuHaumm nona. AHanms3 Hanmumsi reHa SRY, m.
(Disorders Sex Determination, Analysis Gene SRY, Mut.)

12 930

A27.30.364

7902PMP

HacnepncreeHHas HeviponaTusi ¢ MOABEPXKEHHOCTLIO Napanuyy ot
caasneHus. MNMouck mytauun B reHe PMP22, m. (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Mut.)

21 495

A27.30.364

7952PMP

HacnepcTteeHHasi HeviponaTusi ¢ NOABEPXXEHHOCTbIO napanuyy oT
caasneHus. AHanns yicna konun reHa PMP22 (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Copy Number Variation)

6 705

A27.30.365

7725C1NH

HacneacTBeHHbIN aHIMOHEBPOTUYECKUI OTeK. MonCK MyTaLmi B reHe
C1NH, m. (Hereditary Angioedema Type I, Gene C1NH, Mut.)

31 950

A27.30.366

7847TALXA4

HesapalueHune pogHunykoB. Monck mytaumii B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

21 495




A27.05.033

7961GJB2|

HeWipoceHcopHasi HecMHAPOManbHas TYroyXoCTb, MOUCK YacTbiX
mMyTauun B reHe GJB2

7 605

A27.05.033

7963GJB2I

HelipoceHcopHas HecuHapoMarbHas TYroyxoCTb, NOSHbIA aHanmn3
reHa GJB2

13 960

A27.30.367

7910ELA2

HenTtponeHus. MNMouck mytaumn B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

24 080

A27.30.322

7849NPHP

HedpoHodTus. MNMounck myrauun B reHe NPHP1, m. (Nephronophthisis
1, NPHP1, Gene NPHP1, Mut.)

19 720

A27.30.311

7166

Hedpotnueckun cungpom. MNMounck mytauun B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

74 485

A27.30.311

7167

Hedpotnueckuin cungpom. MNMounck mytauun B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

33 405

A27.30.355

7997SCN

Hopmokanuemuyeckmun nepmogmyeckmit napanmd. lNMovck mytauun B
ak30He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon
13 Gene SCN4A, Mut.)

9790

A27.30.277

7957RABP

OxynodgapuHreansHas MbleyHas guctpodums. MNonck YacTbix
myTauun B reHe RABPN1, 4. m. (Oculopharyngeal Muscular
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

4 000

A27.30.312

7958TCIRG

OcTteoneTpo3s peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMounck
yactbix MmyTaumi B reHe TCIRG1, u. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

8 995

A27.30.312

7168

OcTeoneTpo3 peLeccrBHbIN (MpamopHas 6oneaHb kocTen). Monck
myTauun B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

50 075

A27.30.368

7727HPGD

MepBur4yHasa runepTpodmyeckas octeoapTponaTus
(naxmpgepmonepurocTo3s). Mouck mytauui B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,
Gene HPGD, Mut.)

30 630

A27.30.369

7728BMPR

MepBuyHasa neroyHas runepteHsnd. Nouck mytaumii B reHe BMPR2,
M. (Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

62 580

B03.014.002

7851MEFV

Mepuoamnyeckas 6onesHb. Nonck mytaumn B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

42 870

B03.014.002

7012MEI

Mepuoguyeckasn 6onesHb. Monck yacTbix MyTauun B reHe MEFV, u.
M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

8 015

A27.30.418

7853RP2

MurmeHTHaa pgereHepauns cetyatku. Monck mytaumi B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

20170

A27.30.313

7176

MukHogusocTtos. MNouck mytaumi B reHe CTSK, m. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

26 460

A27.30.370

7998FLCN

lMHeBMOTOpaKC NepBUYHbLINA CMOHTAHHLIW. [TOMCK MyTaLun B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,
Mut.)

50 070

A27.30.371

7636SHH

Monunpaktunus. MNouck mytaunii B reHe SHH, m. (Polydactyly, Gene
SHH, Mut.)

13 960

A27.30.372

7730GLI3

Monunpaktunus. Nouck mytauni B reHe GLI3, M. (Polydactyly, Gene
GLI3, Mut.)

74 490

A27.30.314

7180

Mporepus XatunHcoHa-IM'mndopaa. Monck mytaumit B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

41 545

A27.30.315

7183

MceBookcaHTOMa anacTnyeckasi. Nonck YacTbiX MyTauWin B reHe
ABCCS, 4. m. (Pseudoxanthoma Elasticum, Gene ABCCB, Freq.
Mut.)

9 790

A27.30.373

7759LPIN

Pabgomuonus (Mmornobunypwmst). MNMounck mytaumn B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,
Mut.)

81 830

A27.30.316

7185

PeTtuHowmsuc. Mouck mytauun B rene RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

26 460




CewmenHas nepuoamnyeckasi nuxopagka. lNovck Mmytauun B reHe
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome,

A27.30.343 7799TNFR|TRAPS, Gene TNFRSFIA, Mut.) 17 740
CemeinHbIn remodparoumTapHbin NIMMGOrncTnoumTos. NMomck mytauun
B reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis,
A27.30.374 7916PRF |Gene PRF1, Mut.) 24 080
CemenHbI remodparoymTapHbii IMMAOrncTnoumTos. MNMovck mytauun
B reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis,
A27.30.375 7917STX |Gene STX11, Mut.) 18 120
CemeinHbIn remodparoumTapHbin nIMMGOrncTnoumTos. NMovck mytauun
B reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
A27.30.375 7915STXB |Gene STXBP2, Mut.) 50 070
CemenHbI remodparoumTapHbii IMMAOrncTnoumTos. MNMonck mytauun
B reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
A27.30.376 7914UNC |Gene UNC13D, Mut.) 74 490
CemenHbIn remodarounTapHein NMgorncTmounTos. NMounck YyacTbix
myTaumn B reHe UNC13D, u. m. (Familial Hemophagocytic
A27.30.376 7914UNC1 |Lymphohistiocytosis, Gene UNC13D, Freq. Mut.) 8 995
CeMenHbIn MeoynnsipHbIA pak LWMTOBUAHOM xenesbl. Monck mytauui
B 9Kk30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer,
A27.05.052 7798RET |Exons 5, 8 Gene RET, Mut.) 13 960
CemenHbIn xonoaoBow aytoBocnanutenbHbli cuHapoM NLRP3 m.
A27.30.377 7797CIAS1|(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) |50 070
CeHcopHas nonuHeriponaTtusi, NGF m. (Hereditary Sensory and
A27.30.378 7858NGFB|Autonomic Polyneuropathy, Gene NGF, Mut.) 21 495
Cungpom CINCA, ren NLRP3 m. (Chronic Infantile Neurologic
A27.30.377 7733CIAS1|Cutaneous Articular, Gene NLRP3, Mut.) 50 070
CuHgpom TAR. Mounck myTauun B reHe RBMS8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene
A27.30.317 7186 RBMS8A, Mut.) 26 460
Cungpom Aapckora-CkoTTa (thauuoreHntansHasa gmucnnasus). Nomck
myTauun B reHe FGD1, M. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,
A27.30.379 7859FGD1 |Mut.) 60 595
Cungpom AnbcTpoma. MNMonck MyTauuin B «ropsaymnx» y4acTkax reHa
ALMS1, «ropsy.» yd. M. (Alstrom syndrome, Gene ALMS1, Hot-Point
A27.30.318 7187 Mut.) 18 125
CwuHgpom AHpgepceHa. MNouck mytaunii B reHe KCNJ2, m. (Andersen-
A27.30.380 7861KCNJ]Tawil Syndrome, Gene KCNJ2, Mut.) 21 495
Cungpom AHTnu-bukcnepa. Nonck mytaumin B ak3oHe 9 reHa FGFR2,
A27.30.346 7913FGFR|m. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) 9790
CwuHpgpom Anepa (akpouedanocnHaakTunus). MNMouck YacTbix MyTauui
A27.30.346 7862FGFR]B reHe FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) | 16 890
CwuHpgpom ApTta. MNownck mytaumii B reHe PRPS1, M. (Art's Syndrome,
A27.30.381 7863PRPS]Gene PRPS1, Mut.) 30 630
Cwvngpowm BaHnasiH-Pannu-Pysanbbaka. MNovck mytaumn B reHe PTEN,
A27.30.002 7796PTEN |m. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) 37570
CwuHgpom Bepta-Xora-[ptoba (BX[). Mouck mytauun B reHe FLCN,
A27.30.370 7703FLCN |m. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) 50 070
CwuHgpom BoyaHa-KoHpaan (BKC, uepebporenatopeHarnbHbIN
cnHapom). Mownck mytaumn B reHe EMG1, m. (Bowen Conradi
A27.30.319 7189 Syndrome, BCS, Gene EMG1, Mut.) 26 035
CwuHgpom BeepHcTaga (cMHapom Kyp4aBbix Bonoc). [Nonck mytaumii B
A27.30.382 7734BCS |reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) 21 495




A27.30.383

7866PAX3

CwuHgpom BaapgaeH6ypra. Mouvck mytauun B reHe PAX3, M.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

33 420

A27.30.384

7867EDNR

CwuHgpom BaapaeH6ypra-Laxa. Monck mytaumii B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

30 630

A27.30.320

7190

CwuHgpom BaH gep Byaa. MNMownck mytaumi B reHe IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

37 570

A27.30.385

7868WAS

CwuHgpom Buckotta-Ongpuya (CBO). MNMownck mytaumi B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

30 630

A27.30.386

7785PHOX

CvHAOpOM BpOXAEHHOW LieHTpanbHom runoseHTunsaumm (CBLN).
Mouck yacTbix MyTaumi B reHe PHOX2B, 4. M. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

8 995

A27.30.321

7192

Cungpom MepmaHcku-INyanaka (AnbOMHN3M rnaso-KoXHbIN C
remopparM4eckvumMm nuaTesom v nurmeHTaumen peTukyrno-
SHOOTenuanbHbIX KNeTok). [Nonck YacTbix myTauun B reHe HPS1, u.
M. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Freq. Mut.)

13 960

A27.30.372

7869GLI3

CuHgpom [Mpevira (cemenHbin runeptenopmam). Nonck mytaumn B
reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

74 490

A27.30.387

7737RAB2]

Cwungpom Mpucuennu. MNowvck mytaumn B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

24 080

A27.30.346

7738FGFR

CwuHgpom xekcoHa-Bewcca. Monck myTtaumii B ak3oHe 9 reHa
FGFR2 v ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome,
JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

13 960

A27.30.322

7194

Cungpom XKybepa (CXK). AHanus ymcna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

19 720

A27.30.323

7195

CuHgpom KapneHTtepa (akpouedanononMcMHaakTunms BToporo
Tmna). Mouck mytauun B reHe RAB23, m. (Carpenter Syndrome,
Gene RAB23, Mut.)

30 630

A27.05.033

7768GJB2

CuHpgpom kepatuta-nxtmnosa-tyroyxoctu (KO-cungpom). Monck
myTauuin B reHe GJB2, m. (Keratitis-lchthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

13 960

A27.30.324

7198

Cwungpom Knunnens-denns (CMHAPOM KOpOTKon Lwen). MNMounck
myTauuin B reHe GDF6, M. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

18 120

A27.30.388

7739ERCC

Cungpom KokkenHa. Mouck mytauun B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

81 830

A27.30.325

7199

CwuHgpom Koctenno. Mouck mytauun B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

9 790

A27.30.326

7202

Cungpom KoddpmHa-Toypm (CKIT). Mouck mytauuin B reHe RPSGKA3,
M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

81 825

A27.30.383

7740PAX3

CuHapoMm kpaHuodaLmansHOW AMCMOPUU-TYrOyXOCTU-YNbHapHON
aesuvauum kucten. MNonck mytaumii B reHe PAX3, M. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

33 420

A27.30.015

7010UGI

CwuHgpom Kpurnepa-Hanspa (CKH, cemenHas xentyxa). lNMounck
myTauun B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1,
Mut.)

21 540

A27.30.346

7760FGFR

CwuHpgpom Kpy3oHa ¢ YyepHbIM akaHTOo30M. [onck myTauumi B ak3oHe 10
reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN,
Exon 10 Gene FGFR3, Mut.)

9 790

A27.30.346

7964FGFR

CwuHgpom KpysoHa. MNMounck myTaumn B 3k30Hax 7 u 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

13 960

A27.30.377

7794CIAS]]

CwuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,
Gene NLRP3, Mut.)

50 070

A27.30.327

7204

CwuHgpom Makneoga. Mouck mytauun B reHe XK, m. (MclLeod
Syndrome, Gene XK, Mut.)

21 500




A27.30.389

7743ZEB2

CwuHgpom MoyaT-BunbcoH. Mownck mytauumi B reHe ZEB2, m. (Mowat-
Wilson Syndrome, Gene ZEB2, Mut.)

62 580

A27.30.390

7872NBS1l|

CwuHgpom HunmereH, NBN y.m. (Nijmegen Breakage Syndrome, NBS,
Gene NBN, Freq. Mut.)

8 740

A27.30.328

7213

CviHgopom HorTer-HagKoneHHrka (octeoHuxogncnnasus). MNMonck
myTaumn B reHe LMX1B, m. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

30 630

A27.30.329

7215

CwuHpgpom Ocnepa-PaHato-Bebepa (HacneacTeeHHas
remopparuyeckasi TeneaHrnakrasus). lNovck mytaumm B reHe ENG, m.
(Rendu-Osler-Weber Disease, Gene ENG, Mut.)

37 570

A27.30.391

7874TBX3

CwuHgpom Mannuctepa. Mownck mytaumn B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

30 630

A27.30.372

7744GLI3

CwuHgpom Mannuctepa-Xonna. MNMounck mytauun B reHe GLI3, m.
(Pallister-Hall Syndrome, Gene GLI3, Mut.)

74 490

A27.30.320

7217

CwvHagpom nogkoneHHoro ntepurmyma. lNonck mytaumi B reHe IRF6,
M. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

37 575

A27.30.346

7745FGFR

CuHgpom MNopanddepa. MNMounck myTauuin B ak3oHax 7, 9 reHa FGFR2
n ak3oHe 7A rena FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

18 120

A27.30.392

7218MEI

CwuHgpom PetTa. MNMouck mytaumn B reHe MECP2, m. (Retts
Syndrome, Gene MECP2, Mut.)

15 955

A27.30.307

7219

CwuHgpom Cetpe-YoTtaeHa. Nouck mytauum B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

18 125

A27.30.330

7220

Cwungpom Cunbsepa. NMouck mytauui B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

30 630

A27.30.331

7221

Cungpom CumncoHa-Ionabu-bemens. MNonck mytaumn B reHe GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene
GPC3, Mut.)

33 420

A27.30.393

7877DHCR

Cungpom CmuTta-Jlemnu-Onuua (CJ10C). MNMouck MyTaunii B reHe
DHCR7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

37 570

A27.30.394

7879AR

CuHpgpom TecTukynspHor oemunnsaumm (CT®, cuHgpom Moppuca).
Mouck mytauun B reHe AR, M. (Testicular Feminization Syndrome,
Gene AR, Mut.)

41 540

A27.30.395

7747TCOF

Cungpom Tpuyepa-KonnmHsa-®paHyeckeTtn (MaHgnbyno-
dauunanbHbIn ansoctos). MNMouck mytauun B reHe TCOF1, M.
(Treacher-Collins Syndrome, Franceschetti-Klein Syndrome,
Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOF1,
Mut.)

81 830

A27.05.053

7984VHL

CuHgpom Xunnensa-JinHaay (Lepebpo-peTuHo-BucLeparbHbIN
aHrnomaTo3). Nownck mytaumm B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

18 120

A27.05.053

7973VHL

CwuHgpom Xunnens-JinHpay (uepebpo-peTMHO-BUCLEpabHbIN
aHrmomato3s). OnpegeneHue dncna konuin reda VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

19 720

A27.30.332

7223

CwuHgpowm LBaxmaHna-[danmoHga. MNouck mytaumi B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

24 080

A27.30.332

7224

CwuHgpowm LBaxmaHna-[armoHaa. Nouck yacTbix MyTauun B reHe
SBDS1, u. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq.
Mut.)

9790

A27.30.396

7911PLOD

CwuHpgpom 3nepca-Aanno, tun VI. MNMouck YyacTbix MyTauuii B reHe
PLOD, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Fregq.
Mut.)

15 280

A27.30.397

7750CHRN

CwuHgpom 3ckobapa. Mouck mytauun B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

33 420




A27.30.339

7994I1GHMH

CnunHanbHast ammoTpodmsa ¢ napanuyom guadparmel. Mownck
myTaumn B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

62 580

A27.05.034

7996AMU

CnuHanbHas ammoTpocpusa Tunel |, 1, 1Il, 1IV. Onpegenenne yncna
konui reHa (Spinal Muscular Atrophy, SMA, Type |, 11, I, IV, Copy
Number Variation)

7 595

A27.05.034

7228

CnuHanbHast ammoTtpodoms Tunsi I, I, 11, 1V. Monck myTaumi B reHe
SMN1, M. (Tonbko Npu HanU4MM ogHon konum rexa) (Spinal Muscular
Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only Presence
One Gene Copy) )

33 420

A27.30.394

7976ARI

CnuHanbHo-6ynsbapHasi ammotpodus KeHHeam. MNouck yacTbix
myTaumn B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

4 950

A27.30.398

7788ATXN]

CnuHouepebennsapHas atakcust. [lonck YacTbIx MyTauun B reHe
ATXN7, 4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

8 995

A27.30.398

7787ATXN

CnunHouepebennspHas atakcus. [Tomck YacTbix MyTauui B reHe
ATXNS, 4. M. (Spinocerebellar Ataxia, Gene ATXNS8, Freq. Mut.)

8 995

A27.30.347

7978PRNP

CnoHrmodopmHasi aHuedanonaTusi ¢ HEMPONCUXNYECKUMM
nposiBneHnsmu. MNMouck mytauun B reHe PRNP, M. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

18 120

A27.30.333

7230

CnoHagunokocTanbHbIn An3ocTos. Nonck mytaumii B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

30 630

A27.30.399

7979TRAP

CnongvnoanudumsapHas gucnnasusa (C3M). MNownck myTaumi B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

21 495

A27.30.381

7980PRPS

CynepaktnBHocTb dhocdopunbosnnnmpodocdat cuHTeTasbl. Monck
myTauun B reHe PRPS1, m. (Phosphoribosylpyrophosphate
Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

30 630

A27.30.439

7638TRPS

TpuxopuHodanaHreansHbI CUHAPOM. Monck MyTauun B reHe
TRPS1, m. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1,
Mut.)

41 540

A27.05.021

7238

TpombouuToneHus BpoxaeHHas. MNovck mytaumn B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,
Mut.)

33 420

A27.30.347

7885PRNP

datanbHas cemeriHaa HComHums. MNonck mytaumii B reHe PRNP, M.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

18 120

A27.30.287

7888PAH

®PennnkeToHypus. MNMouck mytaumi B reHe PAH, m. (Phenylketonuria,
PKU, Gene PAH, Mut.)

50 070

A27.30.287

7781l

PeHnnkeToHypus. Nounck YyacTbix MyTaummn B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

21 040

A27.30.334

7240

dubpoamcnnasua occudpmumpyollas nporpeccupytowas. Nonck
MyTauun B «ropsumnx» ydactkax reHa ACVR1, «ropsay.» y4d. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-
Point Mut.)

21 495

A27.30.334

7241

dubpopgmcnnasusa occudmumpyroas nporpeccupytowlasi. Nowmck
MmyTaumn 6e3 «ropsumnx» ydactkoB reHa ACVR1, 6e3 «ropsiy.» y4. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

30 630

A27.30.400

7786RMRP

XoHapoaucnnasua metadusapHas, Tmn Mak-Ketocuka. Nonck
myTauuin B reHe RMRP, m. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

9790

A27.30.335

7244

XoHapoancnnasusa ToyedHas KoHpaau-XioHepmaHa. MNouck mytauui
B reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-
Hunermann Syndrome, Gene EBP, Mut.)

21500

A27.30.306

7245

XoHgpokanbunHo3s. MNMonck mytaumii B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene
ANKH, Mut.)

50 075




A27.30.401

7815HDI

Xopes N'eHTuHIToHa. Nouck YyacTbix MyTaummn B reHe IT15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.)

4620

A27.30.402

7889CHM

Xopovagepemusi. MNMouck mytauun B reHe CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

62 580

A27.30.403

7890CYBB

XpoHunyeckas rpaHynemartosHas 6onesHb. [omck MmyTauun B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

50 070

A27.30.404

7891BTK

X-cuenneHHas arammarnobynuHemus. Nonck mytaummn B reHe BTK,
M. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

74 490

A27.30.405

7981BIRC4

X-cuenneHHbIn numdonponudepaTmBHbln cMHApoM (bonesHb
OyHkaHa, cungpom Myptunbo), XIAP m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

33 420

A27.30.405

7982SH2

X-cuenneHHbIn numdonponudepaTmBHbln cMHApoM (bonesHb
IyHkaHa, cungpom lMypTunbo). MNonck mytaumii B reHe SH2D1A, m. (X
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

21 495

A27.30.406

7894FRMD

X-cuenneHHbI MOTOPHbIV HUcTarM. Nouck mytauun B reHe FRMD7,
M. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD?7,
Mut.)

50 070

A27.30.407

7983IL2RG

X-cuenneHHbIN TAXenbI KOMOUHMPOBAaHHBI UMMYHOA4EULNT.
Mouck mytauun B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

21 495

A27.30.388

7757ERCC

LlepebpookynodaumockeneTHbin cMHApPoM. [onck MyTaumii B reHe
ERCCB6, m. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

81 830

A27.30.408

7896EXT1

OK30CTO3bl MHOXECTBEHHbIE. [Monck myTauun B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

50 070

A27.30.408

7895EXT2

OK30CTO3bl MHOXECTBEHHbIE. [Monck myTauun B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

62 580

A27.30.348

7758NDP

OkccyaaTmBHas BUTpeoxopeopeTuHanbHas anctpodus. MNonck
myTauuin B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR,
Gene NDP, Mut.)

13 960

A27.30.409

7897EDA

OKTogepmarnbHasa aHrmgpoTuyeckas guennasus. lNMouck mytauui B
reHe EDA, M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

33 420

A27.05.033

7883GJB6

OkTogepmarnbHas rugpotmdeckas gucnnasms. [Nonck mytaumm B reHe
GJB6, M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

13 960

A27.30.336

7248

3OnucmsapHas gucnnasusi, MHoXecTBeHHas. Mouck YacTbix MyTaummn
B reHe COMP, u. m. (Multiple Epiphysial Dysplasia, MED, Gene
COMP, Freq. Mut.)

8 995

A27.30.299

7249

SAnudmrsapHas gucnnasuns, MHoXecTBeHHas. [ouck myTauuin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,
Mut.)

26 460

A27.30.410

7985ALOX

Oputpoaepmms BpoXXaeHHas nxtnosHas (HebynnesHas). MNouck
myTauuin B reHe ALOXES, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene ALOXE3, Mut.)

56 760

A27.30.411

7987LOX12

OpuTpoaepmMusl BpOXXAeHHas UXTNO3Has (HebynnesHas). Mownck
myTaumn B reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene LOX12B, Mut.)

37 680

A27.30.358

7986TGM1

Oputpoaepmms BpoXXaeHHas nxtnosHas (HebynnesHas). MNonck
myTauuin B reHe TGM1, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene TGM1, Mut.)

37 680

A27.05.033

7901GJB3

Oputpokepatogepmus. Mouck mytaumm B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

13 960

A27.05.033

7899GJB4

Oputpokepatogepmus. MNMonck mytaumm B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

13 960

A27.05.053

7250

OpUTpoLmMTO3 peLlecCuBHBIN (CeMenHast HacneacTBeHHas
nonuuutemust). MNMomnck mytauun B reHe VHL, m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

18 120




A27.05.053

7900VHLI

OpUTPOLIMTO3 PELIECCUBHBIN (CEMENHasi HacneaCTBEHHas
nonuumtemus). Nounck yacTtebix MyTauun B reHe VHL, 4. m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

10 320

A27.05.052

7004MRI

CemeinHbIn MegynnsipHbIA pak LWMTOBUAHOM xenesbl (3k30Hbl 10, 11,
13, 14, 15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

25 395

A27.05.052

7006A2I

CvHAPOM MHOXECTBEHHOWN 3HOOKPUMHHOM Heonnasum 2A Tvna (3K30Hbl
10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,
11 Gene RET))

15 280

A27.05.052

7005B2I

CnHAPOM MHOXECTBEHHOWN 3HOOKPUHHON Heonnasum 2B Tuna (rex
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

10 320

B03.070.478

7802CYI

AppeHoreHutaneHbii cuHapom (AlC). Mownck yacTbIx MyTauun B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freq. Mut.)

12 470

A27.30.286

7779HFEI

HacnepgcrtBeHHbIN remoxpomaTtos, | Tun (ren HFE)
(Hemochromatosis Type 1 (Gene HFE))

3075

A27.30.285

7003UGI

Cungpom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1))

4 340

23.1. OnpepgeneHne 6MONOrM4eCKoro poacTaa B cembe: OTLL0OBCTBA
n matepuHcTsa (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

BP3/5

CpoyHoe ycTaHoBrneHne 6nonormyeckoro poacTea Anst O4HOro n3
poauTenew npu 6eccnopHomM poactee gpyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

35 350

B03.045.030

BP3/20

YcTtaHoBneHne 61Monornyeckoro poacTea Ans 0OHOro U3 poauTenei
npu 6eccnopHom poactee gpyroro (3 yen.) (Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

26 495

B03.045.030

BP2/5

CpoyHoe ycTaHoBrEeHne 6nonornieckoro poacTea Anst O4HOro n3
poautenen npu otcytcTeum apyroro (2 ven.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2
Persons))

35 350

B03.045.030

BP2/20

YcTaHoBneHve 6nonorm4eckoro poacTea Ais OAHOro M3 poguTenen
npw otcytcTBum gpyroro (2 yen.) (Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

19 065

B03.045.038

BP/O0IN

JlononHUTEnNbHbIA Yy4acTHUK uccnenoBaHus (peGeHoK unn MaTb Unu
otey) (Additional research participant (child or mother or father))

9 250

24.1. HacnepctBeHHble bone3Hn obmeHa BewecTs y
HOBOPOXAEHHDbIX/CKPUHUMHT «lMaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")

B03.016.025.001

HBO1

CKpUWHUHT HoBopoXaeHHbIX «[MATOYKA» (Newborn Screening
"HEEL")*

8 090

B03.016.018.001

HBO2

"a3oBas xpomarorpadcumsi o6pa3sLoB MOUK (OpraHMyeckne aumgypun)
(Gas Chromatography of Urine (Organic Aciduria))

13575

A27.30.447

7060

Onpepenenne akTMBHOCTM BMOTUHMAA3bI (HEOOCTaTOYHOCTb
6uotmHmnaassl) (Biotin-Dependent Carboxylases Activity (Biotinidase
Deficiency))

6 685

A27.30.448

7061

B3XX-MC-MC opraHuyeckux Kncrnot (cykumHunaueToH) (HPLC-
MS/MS Organic Acids (Succinylate))

4925

A27.30.440

7040

YacTas mytaums B reHe BTD (HegocTtaTtovHocTb 6GuoTMHMaassl) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

7785

A27.30.441

7041GCDH

Yactasa mytauusa B reHe GCDH (rnytaposas aungypus tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,

Type 1))

6 685




MonHbin aHanu3 reHa GCDH (rnytaposas aungypus tun 1) (GCDH

A27.30.441 7042 (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 52 060
Yacrtasa mytauusa B reHe HADHA (HegocTtaTo4HOCTb
AnNnHHoueno4veyHon 3-rmgpokcnaumn-KoA-germgporeHassl) (HADHA
Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase
A27.30.442 7048 (LCHAD) Deficiency)) 6 685
Yactas mytaumsa B reHe ACADM (HegoctaToO4MHOCTb
CcpeAHeLenoYeyHon germgporeHasbl XUpHbix kucnot MCAD)
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase
A27.30.443 7052 (MCAD) Deficiency)) 6 685
MonHbin aHanua reHa OTC (HegoCTaTOMHOCTL
opHuTMHTpaHckapbamunasel) (OTC Gene (Ornithine
A27.30.444 7055 Transcarbamylase (OTC) Deficiency)) 48 060
YacTtble mytauum B reHe FAH (TupoanHemunst Tun |) (FAH Gene, Freq.
A27.30.445 7056 Mut. (Tyrosinemia, Type 1)) 12 195
MonHbi aHanua reHa FAH (TuposuHemus Tun 1) (FAH Gene
A27.30.445 7057 (Tyrosinemia, Type 1)) 63 060
YacTtuuHbli aHanma reHa ASS (umntpynnuHemus) (ASS Gene, Freq.
A27.30.446 7058 Mut. (Citrullinemia)) 12 060
26.1. Ona peren (For children)
OueHka MMMYHHOrO OTBeTa K AeTCKkUM nHdekuuam (Pediatric
B03.070.460 OBC47 Infections: Immune Response) 7670
3nopoBbi pebeHok: ans geten ot 0 go 14 net (Healthy Child: for
B03.070.450 OBC89 Children from 0 to 14 Years) 1690
26.2. Ona xeHwmH (For women)
Mporpamma CKpuHWHIra paka Lwenkn maTtku — onpegenexme AHK BIMY
M LMTONOrMYEeCcKoe nccneaoBaHne cockoba Lenkn MaTku 1
B03.027.015 2019 LepBMKanbHOro kKaHana MeToaoM XXMAKOCTHOW LIUTONormmn® 2 250
B03.070.406 OBC95 VIP-o6cneposanune ana xeHwuH (VIP-Survey for Women) 27 395
YKeHckuin ropMmoHanbHbIi NPodunb: ANCAHYHKLMA AUYHUKOB,
HapyLleHus MeHcTpyanbHoro umkna (Female Hormonal Profile:
B03.016.023 OBC80 Ovarian Dysfunction, Menstrual Irregularities) 7 330
A27.30.278 OBC70 OHkopuck xeHckun: wenka matkn (Women's Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLIMBAHUA: ayTOMMMYHHBbIN Npodunb (Miscarriage:
B03.070.456 OBC81 Autoimmune Profile) 7 780
B03.070.462 0OBbC82 OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 3 140
MnaHnpoBaHne GepeMeHHOCTU: ANarHoCTMKa YPOreHUTanbHbIX
uHpekuun (Pregnancy Planning: Diagnosis of Urogenital Tract
B03.070.448 OBC88 Infection (UTI)) 4 560
Xouy cTaTb MaMoW: KOMMNIEKCHOe obcregoBaHNeE Npy NNaHMPOBaHWM
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,
B03.001.001 OBC83 Comprehensive Survey) 15 390
B03.014.006 OBbC84 TORCH-unHdekunm (ToRCH-Infections) 6 290
BepemeHHocTb: Il TpumecTp (14-28 Hepenwn) (Pregnancy: Second
B03.070.448 OBC86 Trimester (14-28 Weeks)) 1690
BepemeHHocTb: Il TpumecTp (o1 29-30 Hepenb) (Pregnancy: Third
B03.070.448 OBC87 Trimester (29-30 Weeks) ) 8 040
B03.070.488 OBC121 MoarotoBka k 6epeMeHHOCTU: 6a30BbIN 17 860
B03.070.488 OBC122 |MogrotoBka kK 6epeMeHHOCTHU: OLEHKa BUTAMUHHOIO cTaTyca 6 810
B03.070.488 OBC123 |MoarotoBka k 6epeMeHHOCTU: CKPbIThIN AeduumnT xenesa 2 370
26.3. Ana myxuuH (For men)
B03.070.409 OBC96 VIP-o6cneposanune ana myx4uH (VIP-Survey for Men) 25 820
26.4. ExXerogHble npodpunaktTuueckue obcnegosanusa (Annual
preventive examinations)
ExxerogHoe npodwmnakTuyeckoe obcnegosaHue (nocne 40 net)
B03.070.447 OBC46 (Annual Check-Up after 40 Years of Age) 9980




300poB Thl — 300pOBa CTpaHa: eXxerogHoe nNpodunakTmieckoe
ob6cneposaHue (ao 40 net) (Healthy You - Healthy Country: Annual

B03.070.458 OBC79 Check-Up up to 40 Years of Age) 17 345

Broxumusa kpoBu: paclumpeHHbIn npoduns (Serum Biochemistry:
B03.016.004 OBC73 Extended Profile) 7 990

Broxumusa kpoBu: MMHMManbHbIM Npodunb (Serum Biochemistry:
B03.016.004 OBC74 Minimum) 4 940

26.5. CnopTtusHbie npodpuam (Sport Profiles)
B03.070.464 CIMNOPT1 |Supersport basosblii 4 125
B03.070.464 CMNOPT2 |Supersport OntumanbsHbIn 10 245
B03.070.464 CINOPT3 |Supersport lNMpoasuHyThIN 18 160

26.7. OueHKa pucKa pa3BuTuA 3aboneBaHui cepaevyHo-cocyancTon

cuctembl (Cardiovascular disease risk assessment)

Mpodgunaktmka 3aboneBaHnii cepaua U CoCyaoB U UX OCIOXHEHUN
B03.070.451 OBC51 (Preventing Heart and Blood Vessel Diseases ) 5410
B03.016.005 OBC53 JinnnaHbi npodune: pacwmnpeHHbin (Lipid Profile: Extended ) 4 890
B03.016.005 OBC54 JInnugHe npodpmne: ckpuHuHr (Lipid Profile: Screening) 1530

26.8. AinarHoctuka aHTupocponnnugHoro cuHapoma (Diagnosis of

antiphospholipid syndrome (APS))

AHTUochonnuaHbin cuHapom (APC), nabopaTopHble KpuTepun
A12.06.030 OBC55 (Antiphospholipid Syndrome, APS) 5360

26.9. [InarHOCTUKA COCTOAHUA KeNYAOYHO-KMLLUEYHOro TPaKTa

(Diagnosis of gastrointestinal tract (Gl Tract))

[dvarHocTvka Lenuakum: HenepeHoCMMOCTb Bernka 3nakoB (rMnoTeHa)
B03.070.471 OBC62 (Coeliac Disease: Gluten Intolerance ) 8 550
B03.014.004 FACTP actponaHens (GastroPanel) 5 830

26.10. OueHka ¢yHKUuM neueHun (Assessment of liver function)
B03.016.008 OBC56 O6cnepoBaHue neveHu: paclumpeHHoe (Survey of Liver: Extended ) | 5735
B03.070.500 OBC57 O6cnepoBaHme neyveHn: CKpuMHUHT (Survey of Liver: Screening) 2140

CKpPUHUHI ayTOUMMYHHOrO nopaxeHusa nedeHu (Autoimmune Liver
A12.06.024 OBC59 Disease: Screening) 8 890

26.12. OueHkKa ¢yHKUMM nouyek (Assessment of renal function)
B03.025.001 OBC60 O6cneposaHme noyek: pacwmpeHHoe (Survey of Kidneys: Extended ) | 4 430
B03.025.001 OBC61 O6cnepoBaHve novek: ckpuHuHr (Survey of Kidneys: Screening) 4 335

26.13. TocnutanbHble uccnegosanua (Hospital Examination)

"ocnutanu3aumsa B TepaneBTuyeckmin ctaumoHap (Hospitalization in
B03.070.401 OBC77 Therapeutic Hospital) 8 050
B03.070.402 OBC78 JTabopaTopHbI XMpyprudyeckuin npodunb 10 930
B03.070.400 OBC106 [J1abopaTopHbIN XMPYpruyeckmini Npoub pacLUMPEHHbIN 12 875

26.14. inarHoCTUKa 3aboneBaHUn coegUHUTE/IbHOU TKaHU

(Diagnosis of connective tissue diseases (disorders of connective

tissue))

Bonu B cycTtaBax: paclumpeHHoe obcnegosaHue (Joint Pain:
B03.070.463 OBC63 Extended Survey) 12 340
B03.040.002 OBbC64 ApTpuTbl Npu peBmaTtnyecknx 3abonesanusx (Rheumatic arthritises) | 4 030
B03.070.463 OBC64MOIlBonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) 6 590
B03.070.487 OBC120 [lMogarpa 1540
B03.070.501 OBC125 |PeBmaTouaHbi apTput (Rheumatoid arthritis). 4410

26.15. AmnarHocTuKa caxapHoro guaberta (Diagnosis of diabetes)
B03.012.001 OBC65 KoHTponb guabeta: pacwumpeHHbin (Diabetes Control: Extended) 6 570
B03.012.001 OBbC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1140
B03.070.459 OBC67 [Onabet: aytoummyHHble Mmapkepsbl (Diabetes: Autoimmune Markers) | 4 950




26.16. narHocTMKa U KOHTPO/Ib Tepanuu octeonoposa (Diagnosis
and monitoring therapy for osteoporosis)

B03.070.452 OBC71 OwnarHocTtrka octeonopo3sa (Diagnosis of Osteoporosis) 5170
OueHka meTabonmama KOCTHOM TKaHW 1 pycka OCTeonoposa:
pacwmpeHHoe obcrnepoBaHne (Metabolic bone and osteoporosis risk
B03.070.502 OBC124 |evaluation: comprehensive examination). 7 850
26.17. OueHKa pyHKLMMU WUTOBUAHOIM Kenesbl (Assessment of
thyroid function)
LLnTtoBuaHas xenesa: pacwmpeHHoe obenegosanue (Thyroid Gland:
B03.058.001 OBC75 Extended Survey) 3590
B03.058.001 OBC76 LWnToBmaHas xxenesa: ckpuHuHr (Thyroid Gland: Screening) 2090
26.18. UHdeKuun, nepegasaemble nNoaoBbiM NyTém (Sexually
transmitted infections (STI))
B03.014.031 OBC90 BWM, cucpunuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 3060
NccnepgoBaHme komnnekcHoe «Cekc B 6onbLLoM ropoge: 6 MHdeKLmi
(ananus kposwu)» (Comprehensive Study «Sex in City: 6 Infections
B03.014.010 OBC9I1 (Blood Test)») 6 230
WcecneposaHme komnnekcHoe «Cekc B 6onbLiom ropoge: 14
WHdeKLMn + Masok Ha mukpodriopy» (Comprehensive Study «Sex in
B03.014.030 OBC92 City: 14 Infections + Smear on Flora») 8 350
NccnepgoBaHne komnnekcHoe «Cekc B 6onbLuom ropoge: 12
nHdpekumn + KBM (yporeHutanbHbin cockob)» (Comprehensive Study
B03.014.029 OBC105 [|«Sex in City: 12 Infections (Urogenital Scraping)») 5 540
WceneposaHme komnnekcHoe «Cekc B bonbLiom ropoge: 8 nHdekuni
+ ma3ok Ha mukpodpnopy» (Comprehensive Study «Sex in City: 8
B03.014.028 OBC93 Infections + Smear on Flora») 5230
26.19. Npo6nembi Beca (Weight Problems)
Mpobnemebl Beca (nepBrnyHOE 0bcnegoBaHue 300pOBbsi NALMEHTOB C
B03.070.454 OBCY%4 HapyweHuamu Beca) (Weight Problems: Primary Survey) 6 050
Mepen aveTon: MuHMMansHoe obcnegosaHune (Survey Before Diet:
B03.070.481 OBC107 [Minimum) 3290
Mepen aveTon: gononHutensHoe obcnegosaHue (Survey Before Diet:
B03.070.481 OBC108 |Additional) 10 920
26.20. Ouetol (Diets)
B03.070.482 OBC112 |BeretapuaHupbl 5315
B03.070.483 OBC113 |lMuTaHue, ncknioyaroLLlee KkpacHoe MACo 1890
B03.070.484 OBC114 |benkosas aneta 6 370
26.22. Anneprusa (Allergy)
Anneprus Ha X1BOTHBbIX, Nblfb, NneceHb (Allergy to Animals, Dust,
B03.002.004 OBC98 Mold) 12 540
B03.002.004 OBC99 Anneprua Ha nuwesble npoaykTel (Food Allergy) 15 550
B03.002.004 OBC100 |Anneprus Ha nnecenb (Mold Allergy) 4 050
B03.002.004 OBC101 |Anneprus Ha pacteHus (Plant Allergy ) 10 390
26.23. Tematonoruyeckue uccnepgosanHus (Hematological
Examination)
B03.005.013 OBbC68 IOnarHocTtuka aHemui (Diagnosis of Anemia) 6 120
26.24. KpacoTa KoXKu, Bonoc u Horte (Beauty of skin, hair and
nails)
B03.070.485 OBC118 |Kpacota 3goposon koxu (Healthy skin beauty) 4160
CwunbHble BOMockl, Kpenkue Hortn, 6apxaTHas koxa (Strong hair and
B03.070.486 OBC119 [nails, velvet skin) 5 050
Hosble nuccnepgosanua
B03.004.001 FTACTP978|"acTponaHenb co cTumMynauuen 7 390
AHppodbriop, nccnegoBaHne MUKPOGIOpbl YpOreHUTanbHoro Tpakra
A26.21.036 3152 MY>KYUH B 3AKynATe 3265
AHapodrnop, nccnegoBaHne MUKPONOpbl YyporeHUTanbLHoro TpakTta
A26.21.036 3153 MY>XYMH B CEKpeTe npeacraTenbHON xenesbl 3265




AHpgpodniop CKkpuH, nccnegoBaHne MUKPonopbl yporeHMTansHoro

A26.21.036 3253 TpakTa MyX4YuH B CEKpeTe npeacraTernbHON Xenesbl 2720
A09.05.209 1700 MpokanbUNTOHMH 3280
A26.05.016 1593 KenyHble KUCNOoThLI B CTyne 4100
Onpepenenne nona nnoaa. BeissneHne Y-xpomMocomel nnoga B
A27.20.001 3316 kpoBu MaTepm (Y-chromosome of the fetus in the mother's blood) 6 670
Bupyc rpunna A/B, kadectBeHHoe onpeaeneHne PHK (Influenza virus
A26.08.038.001 |3317 A/B, quality, RNA) 1975
PasnensHoe onpeneneHne TokcnHa A n TokcuHa B Clostridium
difficile B kane, aHTureHHbin TecT (Toxin A and B Clostridium difficile.
A26.19.086 486/479 |One step rapid immunochromotographic assay) 1690
Bupyc renatuta C: reHoTunupoBaHue no reHotunam 1-6 (BI'C,
A26.05.019 1688 onpegeneHve reHotunos 1-6, HCV Genotyping) 3000
AHTUTEnNa K kopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky),
A26.06.057 1637 IgG, 9660TT 755
A09.05.124 1645 MenaToHuH 3230
AHTUTENna K KopoHasupycy SARS-CoV-2, IgM (anti-SARS-CoV-2,
A26.06.057 1641 IgM) 1090
MonekynapHo-reHeTMyYeckast AMarHOCTUKa paka npeacraTensHOn
A27.30.292 7650 xernesbl 6 735
B03.001.002 1634 MnaueHTapHbI akTop pocTa (Placental growth factor, PIGF) 4750
dakTop IX, aktmBHOCTb % (chakTop Kpnctmaca, aHTureMousbHbIN
A09.05.187 1410 dakTop «By») 1680
A09.05.052 1412 AHTKN-Xa, akTUBHOCTb % 2105
A09.05.220 1413 dakTop BoH Bunnebparaa, aHtureH % 2535
KnyboukoBas cpunbtpaums (pCK® negnatp., dopmyna LLsapua
B03.025.001 1646 2009) 335
A09.05.221 1603 Butamuu 1,25-gurngpoken D3 3975
A09.05.035 1633 OBeponMmyc 4160
JTabopaTopHoe nccnegoBaHue knewa ans BoisBneHms OHK
B030OyauTens 6oppenunosa (6onesxu JNlanma) (Detection of pathogen
A26.04.012.001 |27[ DNA in ticks: Borrelia burgdorferi s. 1.) 2070
B03.016.004 4HOT NASH-FibroTest 21290
So3nHodunbHbIN HepoTokeunH B cTyne (Fecal Eosinophil derived
A26.05.016 1594 Neurotoxin; EDN, stool) 4705
A26.05.016 1597 XnMOTpUncuH B cTyne,aktuBHocTb (Chymotrypsin activity in Stool) 2 295
Creatokput ctyna (OnpegeneHve cogepxaHusi xxupa B kane
A26.05.016 1599 MEeTOA0M KUCNOTHOro cteaTokputa; Fecal Fat; Acid Steatocrit) 1690
AHTUTENA, KONMYECTBEHHBIE, K cnarikoBomy (S) 6enky SARS-CoV-2,
A26.06.057 1659 IgG (Anti-SARS-CoV-2, spike (S) protein, 1gG, quantitative) 1655
A26.05.016 1596 3oHynuH dekanbHbln (Zonulin, stool; Fecal zonulin) 7 100
B03.016.004 OBC154 |Buoxumus kpoeu: 6a30BbI NPOdUITb 2 890
A08.30.046 580 OLGA-system(6roncuiiHbin (>kenyaok) 4 260
Mukpockonmyeckoe MccrnegoBaHue Moym nocre maccaxa
A12.21.005 1169 npeacraTtenbHOM Xeneabl 700
Mpsamon aHTMrMobynuHoBbIN TecT, nonucneunduyHbin (MAIT,
npsimast npoba Kymb6ca, Direct Antiglobulin Test, DAT, Direct Coombs
A12.05.009 999 Test Polyspecific) 1420
A27.30.008 7653 Ananus mytauui B reHe BRAF (V60OE) (MNLP, kay) 8 040
B03.016.005 OBC127 |JlunuaHbIi Npodurb He-HaTOLaK paclUMPEHHbIN 3905
B03.016.005 OBC128 |NlunnaHbIn Npodunb He-HaTOLaK CKPUHUHT 1530
B03.070.465 OBC129 |BeraHbl. MNpoduns "MuHMManbHbIN" 9 640
B03.070.465 OBC130 |BeraHbl. NMpoduns "BasoBbin" 11780
B03.070.465 OBC131 |BeraHbl. Npoduns "PaclumpeHHbIn” 20 860
B03.070.497 OBC155 |Mpodunb «ExerogHas npodunaktnka» 1320
IunarHocTtuka noctkoBmuaHoro cuHapoma (Diagnosis of Post-COVID-
B03.070.495 OBC172 |19 syndrome) 8 740




B03.070.467 CIKA1 JlabopaTtopHas guarHocTvka runepaaHgporeHemMmnm 4530
OueHka ropMoHarnbHOro ctatyca npu HapyLleHM MEHCTPYarnbHOro
B03.070.453 CIrnKA2 umkna 2 765
B03.070.466 OBC156 |ButamuH [ n MnHepanbHbii 06meH 4 140
B03.014.024 3032 PaclwmnpeHHoe nccnegoBaHne MMkpodnopsl yporeHmTansHoro Tpakta| 3 380
B03.014.023 3033 CKpUHUHroBOe nccnegoBaHne MUKpodnopsl yporeHmTansHoro Tpaktal 2 870
KnuHunyeckuin aHanus kposu: obLumi aHanus, nerikocpopmyna (c
B03.016.002 5/119 MUWKPOCKOMNUEN Ma3ka KPOBWU NPU HANM4Mm naTosiormdeckmnx CoBuroB) 835
OnpepgeneHne 0CMOTUYECKOWN PE3UCTEHTHOCTN 3PUTPOLMTOB
A12.05.002 1600 (Osmotic fragility (OF) test, RBC) 2 295
A12.05.012.002 (1618 AnekTpodopes remornobuHa (Hemoglobin Electrophoresis) 4705
AHTuTEna K mutoxoHapuam (AMA-M2), IgG (Anti-AMA-M2
A12.06.035 1221 autoantibodies, 19gG) 2210
AHTUTENa K 6eTa-2-rmukonpoTeunHy, IgG (Anti-beta-2-glycoprotein,
A12.06.051 1670 IgG) 1780
AHTUTENA K 6eTa-2-rmukonpoTenHy, IgM (Anti-beta-2-glycoprotein,
A12.06.051 1671AB2M|IgM) 1990
B03.002.004 6706 MaHenb pasHble anneprexsb 1 5 300
B03.002.004 6707 [MaHenb pasHble anneprexbl 2 5100
B03.002.004 1881 Anneprounn ALEX2 (Allergy Explorer 2), 300 anneprotectoB 25 095
Cungpom MapTtuH-Benn (reHogmaHoCcTMKa CMHOPOMa fIoMKoM X
A27.30.298 7643 XPOMOCOMBbI) 7 375
A27.30.141 7645 MyTtauwmm B reHe LDLR 14 870
A27.30.142 7646 MyTtaumm B reHe PCSK9 13 525
CemeinHas runepxonecrepmHeMms (KOMNIIeKCHas AnarHoCTuKa - reHbl
A27.30.142 7649 LDLR, APOB, PCSK9) 10 165
AHTUTENa K KopoHasupycy SARS-CoV-2, IgM (kavecTBeHHOe
onpegeneHne) n IgG (konuuectseHHoe onpeaenexHue) (Anti-SARS-
A26.06.057 1641/59 |CoV-2, IgM/IgG) 2 705
B03.070.489 OBC164 |ButamuH D n MyHepanbHbin 06MeH ([epeKkpecTok) 3350
A09.05.099 1689 AMMHOKUCNOTHI B Nriasme KpoBu 5280
B03.016.019 1690 AMUWHOKMCNOTHI B Nnria3me Kposwu, 48 nokasartenen 10 245
A09.05.026 1675 PeMHaHTHbIN XonecTepuH HaToLlak (MPoayKT —npodunb); 830
A09.05.026 1685 PeMHaHTHbIN XOnecTepuH He HaToLLak (NPoayKT —Npodunb) 830
JlabopaTtopHoe nccnegosaHve knela ansa sbisenernvs PHK Bupyca
A26.04.012.001 (35[ knewieBoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) | 1 350
MaTonoroaHaToMmnyeckoe nccnegoBaHve onepaLMoHHOro Marepuana
A08.30.046 51104 (8o 6-Tn napadmHOBbLIX GIIOKOB) 4 390
MaTonoroaHaToMmnyeckoe nccnegoBaHve onepaLMoHHOro Marepuana
A08.30.046 51105 (6onee 6-Tn napadmHOBbLIX GITOKOB) 4 390
B03.070.492 OBC171 |'unoroHagusm y My>UnH 6 190
Kapanopuck, CKpUHMHI-NEW — C BKIHOYEHNEM
BbICOKOYYBCTBUTESIBHOIO TPOMOHMHA U HATPUINYPETUHECKOTO rOpMOHa
B03.015.009 OBC173 |(B-tuna) N-koHLieBOro nponentmaa 8 490
KeHckuin ropMoHanbHbI NPOUnb: HapyLLEeHNS MEHCTPYanbHOro
B03.070.468 OBC187 |uukna, CKPUHWHI 3 700
B03.070.448 OBC85NEV|bepemeHHoCTb: 1-11 TpumecTp (1-13 Hegenu) unn 1-n BU3UT 11 150
Cnepmorpamma (MiccnegoBaHume askynaTa ¢ OLEHKON Mopdonormm
B03.053.002 5999 no Kptorepy) 3350
B03.070.455 OBC202 |AHanusbl gns crnipaBku B 6accenH 1190
CTtepougHbin npodunb B critoHe (TecTocTepoH,
OervaposnuangpocTtepoH, AHapocTeHanoH, Koptuson, KopTnsoH,
B03.016.023 1577 Octpaguon, MNMporectepoH, 17-OH-nporectepoH) 8 480
B03.032.002 PRS1-INV |lMNpeHaTtaneHbi ckpuHUHr PRISCA 1 2 305
B03.032.002 PRS2-INV |[MpeHnaTanbHbi ckpnHnHr PRISCA 2 1645




LinTonornyeckoe n MMMyHOLMTOXMMUYECKOE UCCIEA0BaHNE C
mapkepamu p16INK4a n Ki-67 ana nogTBepXaeH1s AMcnnasum B

A08.30.013 547N MasKax Crn3ncTom LLEeNKU MaTKu 10 365
Napsosupyc B19 (Parvovirus B19)
A26.05.032 3324CB MapBosupyc B19, onpepenexune OHK (cbiBopoTka) 880
Bapuuenna-3octep Bupyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpeaenenne [JHK B cbiBOpoTKe KpoOBU
A26.05.042.001 [3215CB |(Varicella ZosterVirus, DNA, serum) 535
Bupyc Varicella-Zoster, onpeaenexune [JHK B cockobe
anuTenuanbHbIX kneTok koxu (Varicella Zoster Virus, DNA, scrape of
A26.06.056 3215K0X |skin epithelial cells) 550
Bupyc Varicella-Zoster, onpegenexuve OHK B cnioHe
A26.06.056 3215CJIH [(VaricellaZosterVirus, DNA, saliva) 500
HoBble uccneposanusa 2024
HeuHBasuBHbIN NpeHaTansHbi TecT (HUMMT) - ctangapTHas naHernb
A27.20.001 2HNNT (Noninvasive Prenatal Testing (standart)) 30 345
HewHBasnBHbIN npeHaTanbHbi TecT (HUMMT) - pacwmperHas naHenb
A27.20.001 SHUMNT (Noninvasive Prenatal Testing (advanced)) 38 900
HeuHBasueHbIN npeHaTanbHbi TecT (HUMT 6asosbin) (Non-Invasive
A27.20.001 AHUNT Prenatal Test (base)) 26 145
Bepesa 6opogasyaras, rBet v1 (1215), IgE (Birch, Betula verrucosa,
A09.05.118 6027Ab rBet v1 (t215), IgE) 835
A09.05.118 6031AB HomawwHsasa neinb (Hollister —Stier) (h2), IgE 835
A09.05.118 6044Ab Ap ockl naTHucTom (i2), IgE 835
A09.05.118 6046Ab Komap (i71), IgE 875
A09.05.118 6048Ab MennunnnuH V (c2), IgE 875
A09.05.118 6049Ab Orypey (f244), IgE 835
A09.05.118 6050A6 |ABokago (f96), IgE 835
A09.05.118 6052Ab Monoko ko3be (f300), IgE 835
A09.05.118 6055AB  |Abpukoc (f237), IgE 835
A09.05.118 6056Ab BuwHs (f242), IgE 835
A09.05.118 6058Ab MangapvH (f302), IgE 835
A09.05.118 6059Ab BaknaxaH (f262), IgE 835
A09.05.118 6060Ab Bpokkonu (f260), IgE 835
A09.05.118 6061AB  |YecHok (f47), IgE 835
A09.05.118 6062Ab "punbbI (WwamnmHboHbI) (f212), IgE 835
A09.05.118 6063Ab MopconHeyHuk (w204), IgE 835
A09.05.118 6064Ab Pomawka (w206), IgE 835
Cwmecb nuweBbix annepreHoB (fm5) (AnyHbIN 6enok, Monoko
B03.002.004 6068Ab KOpOBbe, TPeckKa, MeHuua, apaxuc, coesble 606kbl), IgE 1960
Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBeTku, Muamu,
B03.002.004 6074ABb  |TyHeu, nococsb), IgE 1960
Cwmecb annepreHoB MbinbLbl AepeBbEB (paHHee LBeTeHne) (tm5)
B03.002.004 6085AB (onbxa cepas, newmHa, Ba3, UBa, TONONb TpexrpaHHbii), IgE 1960
A09.05.118 6088Ab BuHorpap, (f259), IgE (Grape (f259), IgE) 1215
A09.05.118 6090Ab |Jlocock/cemra (f41), IgE (Salmon (f41), IgE) 1215
A09.05.118 6092Ab Ckymbpus (f206), IgE (Mackerel (f206), IgE) 1215
A09.05.118 6093Ab Kambana (f254), IgE (Plaice (f254), IgE) 1215
A09.05.118 6095Ab KokocoBbin opex (f36), IgE (Coconut (f36), IgE) 1180
A09.05.118 6096Ab Mpeukmn opex (f256), IgE (Walnut (f256), IgE) 1215
A09.05.118 6103A6 Cbip Yeppmep (f81), IgE 870
A09.05.118 6104Ab Cblp ¢ nneceHbio (f82), IgE 870
A09.05.118 6107Ab  |TyHew (f40), IgE 870
A09.05.118 6108Ab Kykypysa (f8), IgE 870
A09.05.118 6109ABb CnuBa (f255), IgE 870
A09.05.118 6119AB Nmbupsb (f270), IgE 870
A09.05.118 6098Ab daconb 6enas (f15), IgE (White bean (f15), IgE) 1215
A09.05.118 6099A6  |ObiHg (f87), IgE (Melon (f87), IgE) 1215
A09.05.118 6100ABb Poxb (f5), IgE (Rye (f5), IgE) 1145




A09.05.118 6159A6 KypuHoe msico (f83), IgE 870
A09.05.118 6144Ab |Candida albicans (m5), IgE 870
A09.05.118 6148Ab Wokonag (f105), IgE 870
A09.05.118 6122Ab6 E>xxa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 870
A09.05.118 6124Ab OscaHunua nyrosas (g4), IgE (Festula elatior (g4), IgE) 1200
A09.05.118 6126Ab Msatnuk nyroson (g8), (IgE Poa pratensis (g8), IgE) 870
A09.05.118 6164Ab MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 870
A09.05.118 6166Ab lMepbsa BonHUcTOro nonyranyuka (e78), Igk 870
A09.05.118 6150AB  |JlumoH (f208), IgE 870
A09.05.118 6152Ab peva (f11), IgE 870
A09.05.118 6182Ab Onbxa cepad (12), IgE (Alnus incana (t2), IgE) 870
A09.05.118 6183A6 JlewmHa obbikHoBeHHas (14), IgE (Corylus avellana (t4), IgE) 870
A09.05.118 6184Ab MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 870
B03.070.469 OBbC196 |Ctpecc 9 490

Ocrtpble knwevHble nHdekumn. OnpegeneHne PHK BUpYCHbIX

BO3OyauTenen kuweYHbix nHdekunn (Potasmpyc A, AcTposupyc,
A26.05.016 33127KAN |Hoposupyc G |, Hopoeupyc G Il) B kane 1575

OcTpble knweyHble nHdekunn. OnpegeneHne 6akrepuanbHbIX U

BUPYCHbIX BO30YyQUTENEN KULLIEYHbIX MHAEKUNIA

(Kamnunobakrep(tepmodpunsHasd rpynna),lUnrennsl n SUKIT,

CanbmoHennbl, AneHoBupyc F, PotaBupyc A, AcTpoBupyc,
A26.05.016 33128KAJ1 |Hoposupyc G |, Hoposupyc G 1l) B kane 3310

HoBble uccneposanua 2024_2

Broxmmunyecknii CKpUHUHE 1-ro TpuMecTpa 6epemMeHHOCTU Ans
B03.032.002 ASTRAIAL |nporpammbl AcTpansi 3850

WccnepoeaHne PAPP-A n cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTH

C pacyeToM PUCKOB XPOMOCOMHbIX aHOManui B nporpamme
B03.032.002 ASTRAIA2 |ASTRAIA 4630

UccnepgosaHne PAPP-A un cs. ?-XI'4 B 11-14 Hepgenb 6epemMeHHOCTH

C pac4yeToM PUCKOB XPOMOCOMHBIX aHOManun, 3afepXXku pocTta

nnoaa, NpexaeBpeMeHHbIX POAOB, MPEe3KnaMncum B nporpaMmme
B03.032.002 ASTRAIA3 |ASTRAIA 4 630

Nccneposanne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hepenb

GepeMeHHOCTM C pacHeTOM PUCKOB XPOMOCOMHbIX aHOMarui,

3a[epPXKN pocTa Nnoaa, NpexaeBpeMeHHbIX poaoB,
B03.032.002 ASTRAIA4 |nHaMBUAYyansHOro pucka npeaknamncuu B nporpamme ASTRAIA 8 160

UccneposaHne TREC n KREC ans gMarHoCTUKM MMyHOAedUUUTOB
A08.05.019 1576 (TREC and KREC analysis for immunodeficiency diagnostics) 6 630
A09.05.152 1301 MperHeHonoH 4235
A09.05.035 1399 BaHkomuumH (Vancomycin) 4 070

WccnepoBaHusa coctaBa MUKPOOMOTEI KULLEYHMKA Y OETEN METOLOM
B03.016.010 398 MuP, Sutepodrop detu 7990
A26.06.012 1546 Bpyuenna-IgA (Brucella, IgA) 760
A26.06.012 1548 Bpyuenna-lgG (Brucella, 1gG) 915

Bupyc ummyHogedmunta yenoseka, Tun 1 (BUY-1), onpeneneHue

PHK (kon.) B ceiBopoTke kpoBu (Human immunodeficiency virus, HIV-
A26.05.021 339 1, RNA, quality, Serum) 9 360

Bupyc nanunnomsl Yyenoseka (BIMY), BeiseneHne AHK (ckpyHuHr 14

TnnoB BIMNY BbICcOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45,

51, 62, 56, 58, 59, 66 1 68 TMnos, ¢ AnddepeHUManbHbIM

onpeaenennem 16 n 18 Tunos, Tect-cuctema Peanbect BIMNY
A26.21.008.001 |3011 OHKOCKpPUH. 1535

Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
A26.06.062 1563 Kowauvben apyyctkm Opisthorchis felineus) 1 000
B03.002.004 6010 PecnvpatopHas naHens PROTIA Allerqy-Q (64 annepreHa) 8 915

AHTuTEena knacca IgG k aHTureHam Yersinia Enterocolitica n Yersinia

Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 2391 Pseudotuberculosis, 1gG) 970




A09.05.118 6005 CTadninoKOKKOBbIN 9HTEPOTOKCUH A, IgE 1390
A09.05.118 6006 CT1adnnoKoKKOBbIN 3HTEPOTOKCUH B, IgE 1390
B03.002.004 6011 Atonnyeckas naHenb PROTIA Allerqy-Q 7235
Cwmecb nuueBbIx annepreHoB 15: anenbcnH, 6aHaH, A6110Ko, Nepcuk,
B03.002.004 6008 IgE 2 285
A09.05.118 6002W1 |AmbBposusa (w1), IgE (Ambrosia (w1), IgE) 870
Cneunduyeckme nmmyHornobynunel knacca G (IgG) kK nuLLEeBbIM
anTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food
B03.002.004 1880 Xplorer (FOX)). 26 340
Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: 3NUTENNA MOPCKOW CBUHKN,
3ANUTENUIN KPOnuKa, ANUTENUN XoMsika, Kpbica, Mbliwb, IgE (EP70 (E6,
E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 1070Ab Epithelium, Hamster Epithelium, Rat, Mouse, IgE) 1755
'McTonormyeckoe nccnegoBaHue BUONCUAHOTO MaTepuana:
[obpokayecTBEHHbIE ONMYXOSM KOXW PasHbIX JIOKanm3awummn SCHoro
reHesa (Manumnnombl, HEBYCbI, bopoaaBkm)!( ]
Cockobbl LiepBMKanbHOro kaHarna v nonocTyu maTku (6e3 gncnnasum)
1 nokanusauymus!;]
HobpokayecTBeHHble 3aboneBaHMs MONTOYHOM xernesbl 6e3
A08.30.046 51103 ancnnasum (PKb,dnbpoageHoma), MNMnaueHta 3980
M'mcTonormnyeckoe ncecnegosanue | K (cockob n3 LepBrkanbHOro
KaHana, nonun WenkM MaTku, nonun Bnaranuiwia, buontar
A08.30.046 5001 Bnaranvia) 734
MmcTonormnyeckoe nceneposanue Il K (cocko® 13 nonoctn maTtkuy,
nonunel Tena mMaTk1, buonTar LWerku MaTk1, GronTaT BYnbBbI,
A08.30.046 500211 KOHAMMOMbI, Nanunnombl, NynoBKHa, NnaweHTa, NnogHele o6ono4vkn) | 639
N'cTonormndeckoe nccnegosanue Il K (werika maTkv, MaToYHblE
TPYObl, ANYHUKK, KUCTbI SSIMMHMKOB, NapaoBapuanbHbie U
A08.30.046 5003llII napartybapHble KNCTbl, MMIOMaTO3HblE Y3Ibl) 858
N'mctonormnyeckoe nccnegosaHue IV K (matka, Wwenka matku,
MaTOuYHble TPYObl, ANYHMKN, BONBLUION CarnbHWK B Pa3finyHbIX
A08.30.046 50041V coyeTaHusix) 870
MonekynapHo-reHeTuyeckoe uccrnegosaHue npu GIST-onyxonax
A27.30.230 5502 (cKIT, PDGFRa) 18 890
A27.05.041 77802 lMcopwuas, TunuposaHve HLA-Cw6 4 400
A12.05.010 77800 BonesHb bexyeta, TnuposaHme HLA B51 4 225
B03.005.017 7021 OwarHoctuka 6eta-Tanaccemum n remornobuHonaTtuii (reH HBB) 12 030
HewuHBasnBHbIN npeHaTanbHbi TecT (HUAMT Makcumym) (Non-
A27.20.001 6HUNIMNT Invasive Prenatal Test (Maximum)) 44 900
Mukpockonuyeckoe nccnegoBaHme cekpeTta npeacraTensHon
A12.21.005 1168 xenesbl (okpacka No PomaHOBCKOMY) 725







