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1.1. O6weKknMHnYecKkne uccneposaHusa Kposu (General Clinical
Blood Tests)

B03.016.002

1515

KnuHunyeckuin aHanus kposu: obLumi aHanus, nerikocpopmyna, CO3 (¢
MUKPOCKONUEN Ma3ka KpOBM NPU HanMumMm NaTosiorm4eckux cosuros)
(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes))

940

B03.016.002

O6wwin aHanma kpoeu (OAK) (6e3 nenkoumnTapHon opmynbl n COJ)
(General Blood Analysis, without White Blood Cell (WBC) Count and
ESR)

510

A12.05.120

TRO

TpombouunTbl, MUKpocKonNus (MOACYET B OKPaLLEHHOM Mas3ke no
meTtogy ®oHuno) (Platelets, Microscopy (Manual Platelet Count (PLT
Count): Indirect Method by Fonio))*

400

A12.05.121

119

JlenkouutapHas dopmyna (audpdepeHUnpoBaHHbIA NnogcyeT
nenkoumMTOB, NnerkounTorpaMmmMa) C MMKPOCKOMNMUEN maska KpoBu npu
Hanuuum natonorudeckux casuros (Leucocyte Formula (Differential
White Blood Cell Count) with Microscopic Examination of Blood
Smear if Presence of Pathologic Changes)*

690

A12.05.121

911

JlenkouutapHas dopmyna (audpdepeHUnpoBaHHbIA NoacyeT
NerKoLMTOB, NerkoumMTorpaMmMa) ¢ 06a3aTenNbHON «Py4HOM»
MUKpockonuen maska kposu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood
Smear)*

705

A12.05.123

150

PeTtukynouuntsl (Reticulocytes)

510

A12.05.001

139

COD3 (ckopocTb ocepaHusa aputpouuntoB) (Erythrocyte Sedimentation
Rate, ESR)

355

2.1. UmmyHorematonorua (Immunohematology)

A12.05.005

93

"pynna kposu (Blood Group, ABO)

520

A12.05.007.004

94

Pesyc-npuHagnexHocTb (pesyc-gaktop) (Rh-factor, Rh)

520

A12.05.007

15RH

Rh (C, E, c, e) Kell-deHotunuposanue (Rh C (E, c, e) Kell-
Phenotyping)

1330

A12.05.008

140

ANNouMMyHHbIE aHTUTENa, BKNtoyasa aHTuTena k Rh-antureny (Anti
Rh)

1180

3.1. OueHKa cBepTbiBaloLLeii cuctembl KpoBu (Assessment of
Coagulation System)

A12.05.039

AKTMBMPOBAHHOE YacTU4YHOE (napumanbHoe) TPoOMOOoNIacTUHOBOE
Bpemsa (AYTB (AlNTB), kechanuH-kaonuHosoe BpeMs) (Activated
Partial Thromboplastin Time, APTT)

425

A12.30.014

MpoTpom6uH (NpoTpomburHoBoe Bpewms, MB), MHO (MexayHapogHoe
HOopMmanu3oBaHHoe oTHowweHune) (Prothrombin, Prothrombin Time, PT,
International Normalized Ratio, INR)

555

A09.05.188

1409

daktop VIl (aHTuremodpmnbHeIn rmobynuH A) (Antihemophilic
Globulin A, FVIII)

1440

A09.05.050

dubpuHoreH (Fibrinogen, FG)

530




A09.05.047 4 AHTUTPOMOUH llI, % aktueHocTM (AT IIl, Antithrombin lll; % Activity) 815
A12.05.028 194 TpombuHoBoe Bpems (TB) (Thrombin Time, TT) 580
A09.05.051.001 |164 D-gumep (D-Dimer) 2135
A09.05.125 1263 MpoteunH C, % aktusHocTu (Protein C, % Activity) 2710
A09.05.126 1264 MpoTteuH S ceoboaHbIn (Protein S, Free) 3635
A09.05.048 1153 MnasmuHoreH (Plasminogen) 1110
"emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
B03.005.004 OBC103 |Gemostaziogram, Screening) 1840
"emocTasnorpamma (koarynorpamma) paclumpeHHas
B03.005.004 OBC109 |(Hemostasiogram (coagulogram), extended 5340
A12.06.030 190 BonuaHouHbin aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1435
4.1. YrneBoapbl (Carbohydrates)
A09.05.023 16 I"mtoko3a (Glucose) 370
A09.05.102 17 ®dpykrozamuH (Fructosamine) 1045
muknpoBaHHbIn remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
A09.05.083 18 GHB) 930
A09.05.207 215 JlaktaT (Lactate) 1 045
["NOKO30-TONEPaHTHBIN TECT C ONpeaeneHUeM rMoKo3bl B BEHO3HOM
KpOBW HaToOLLaK 1 nocrie Harpysku Yyepes 2 yaca (2-Hour Oral Glucose
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
Al12.22.005 T after Load), Venous Blood) 1120
["MoKO30-TONEpaHTHBIN TECT C onpeaeneHmem rmoko3sbl n C-nentuga
B BEHO3HOW KPOBM HATOLLAK 1 Nocne Harpysku Yepes 2 yaca (2-Hour
Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein
A12.22.005 rmrc Concentration (Fasting and 2 Hours after Load), Venous Blood) 1985
["MoKo30TONEpPaHTHbIN TECT NpU 6epeMeHHOCTH (NnasMa KpoBM)
(nepopanbHbIn rnoko3oTonepaHTHol TecT, ['TT, OITT) Oral Glucose
Al12.22.005 Mb-C Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpepgeneHne Bo3byauTenen ocTpbiX PeCNUpaTopHbIX BUPYCHbIX
nHdpekumn yenoseka (OPBW): PHK pecnnpaTopHO-CMHUUTMANBHOTO
Bupyca (human Respiratory Syncytial virus, hRSv),
meTanHesmoBupyca(human Metapneumovirus, hMpv), Bupycos
naparpunna 1, 2, 3 n 4-ro Tunos (human Parainfluenza virus 1-4,
A26.08.020.001 |3318 hPiv), kopoHasupyco (human Coronavirus, pCov), pUHOBMPYCOB 3020
4.2. lvnuabl, AMNONPOTeuHbl, anoaunonpoTeuHsi (Lipids)
A09.05.025 30 Tpurnuuepuasl (TT) (Triglycerides) 425
A09.05.026 31 XonectepuH obwuin (XonectepuH) (Cholesterol Total) 420
XonectepuH JMNBIT (XonectepuH NMNonpoTeMHOB BbICOKOW
nnoTtHocTw, JINBI, ?-xonectepun) (High-Density Lipoprotein
A09.05.004 32 Cholesterol, HDL Cholesterol) 460
A09.05.028 1644 XonectepuH JIMHIM (npsamon meton) Cholesterol LDL (direct) 475
XonectepuH JIMHI (XonecTepyH NMNONPOTEUHOB HU3KOMW NNOTHOCTMH,
JINHIM, ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL
A09.05.028 33 Cholesterol)* 435
XonectepuH JINMOHI (XonecTepyH NMNONpOTENHOB OYEHb HU3KOW
nnotHocTtwy, JINOHTIT) (Very Low-Density Lipoprotein Cholesterol,
A09.05.028 218 VLDL Cholesterol) 790
A09.05.027 1071 JlunonpotewuH (a), 1M (a) (Lipoprotein (a), Lp (a)) 1390
AnonunonpotenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1,
A09.05.250 219 Apo Al) 830
A09.05.251 220 AnonunonpoteuH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B) 835
A09.05.129 1512BILE |>KenyHble kncnoTsl (Bile Acids) 3155
4.3. benkn u ammuHokucnotbl (Proteins and Amino Acids)
A09.05.011 10 AnbbymunH (Albumin) 475
A09.05.010 28 O6wwi 6enok (Protein Total) 415




A09.05.014

29

Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)*

745

A09.05.014

1551

OnekTpodopes GenkoB MoyK, onpeaeneHne Trna NPoTeEMHYpUn
(Urine Protein Electrophoresis)

2110

A09.28.030.001

1552

benok beHc-[)XOHCa B MOYe, CKPUHUHT C MPUMEHEHNEM
MMMYHOUKCaLMn 1 KonudectTeeHHoe onpeaeneHne (Bence-Jones
Protein, Urine, Immunofixation, Quantification )

2 495

A09.28.030.001

1553

Benok BeHc-[IxoHca B MOYe: UMMYHOUKCaLUSA, KONIMYECTBEHHOE
onpegeneHve, TUNMPoOBaHMe kanna, namoaa (Bence-Jones Protein,
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
Quantification )

5120

A09.05.106.005

1539

CsoboaHble nerkue uenv MMMyHornobynmHoB kanna n nambaa
CbIBOPOTKM C pacyeToM MHAEKca kanna/namoéaa

3 260

A09.28.030.003

1540

CsobogHble nerkve uenu nMmmyHornobynvmHoB kanna n navbaa B
moue (Urine immunoglobulin free light chains (FLC) kappa and
lambda)

2 505

A09.05.214

153

"omouucTtenH (Homocysteine)

2 580

A09.05.106.001

4051

M-rpagueHT, TMnupoBaHue. AnekTpodope3 CbIBOPOTKM KPOBW,
UMMYHOUKCaLMA C NaHenbo aHTUCbIBOPOTOK (pasaensHo K 1gG, IgA,
IgM, kanna, nambaa), konnyecTeeHHas oueHka M-6enka (M-Gradient,
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)

4945

A09.05.106

4050

M-rpagmneHT, CKPUHUHI. OnekTpodopes CbiIBOPOTKN KPOBM,
UMMYHOUKCaLMA C MONIMBANIEHTHOW aHTUCBIBOPOTKOW,
KonunyecTeseHHas oueHka M-6enka (6e3 Tunnposaxus) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation
with Polyvalent Antiserum, Quantification of M-Protein (without

Typing))

3395

4.4. OueHkKa pyHKuuM nouekK (Assessment of renal function)

A09.05.020

22

KpeaTtunHuH (Creatinine)

420

B03.025.001

40CKDEPI

KnyboukoBas cpunbTpaums, pacyet no dopmyne CKD-EPI —
kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
Creatinine Equation)

390

A09.05.230

1525

Uncratmnu C (Cystatin C)

1490

B03.025.001

1526

KnyboukoBas cpunbTpaums, pacyet no dopmyne CKD-EPI —
umctatuH C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
Cystatin C Equation)

895

A09.05.017

26

MouesuHa (Urea)

415

A09.05.018

27

Mouesas kucnota (Uric Acid)

420

4.5. MurmenTbl (Pigments)

A09.05.021

13

BunnpybuH obwmn (Bilirubin Total)

415

A09.05.022.001

14

BunmpybuH npsimon (BunnpybuH KOHbIOTMPOBAHHbIN, CBA3aHHbIN)
(Direct Bilirubin, DBIL, Conjugated Bilirubin )

420

4.6. depmeHTbl (Enzymes)

A09.05.042

AnaHnHamuHoTpaHcdepasa (AnAT, AJT, rmyTammHo-
NUpoBUHOrpaaHas TpaHcamuHasa, [TIT) (Alanine Aminotransferase,
ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

385

A09.05.041

AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyTamuHo-
LLIaBeneBOyKCyCcHas TpaHcamuHasa, N'UT)
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic
Transaminase, SGOT )

385

A09.05.045

11

Anba-ammnnasa (?-amunasa, gnacrasa) (Alpha-Amilase, ?-Amylase)

525

A09.05.180

12

Anbda-ammnnasa naHkpeatnyeckas (P-nsothepmeHT ammnasbl)
(Pancreatic ?-Amylase)

580

A09.05.044

15

Mamma-rnytamunTtpaHcnentuaasa ([T, rmyTamunTpaHcnenTuaasa)
(Gamma-Glutamyl Transferase, GGT)

410




KpeatuHkuHasa (KpeatuHdocdokumHasa, KK, KOK) (Creatine Kinase,

A09.05.043 19 CK, Creatine Phosphokinase, CPK) 630
KpeaTtuHknHasa-MB (KpeatnHgocdokmHasza-MB, KK-MB, KOK-MB)

(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-

A09.05.177 20 MB.) 930

A09.05.173 23 Jlnnasa (Tpuaunnrnuueponauunrugponasa) (Lipase) 630
INaktatoervaporenasa (J14I, L-naktat, HAO+Okcuagopenykrasa)

A09.05.039 24 (Lactate Dehydrogenase, LDH) 455
XonuHacTtepasa (S-INceBgoxonmMHacTepasa, xonuMHacrepasa ll, S-X3,
auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase,

A09.05.174 34 PCHE) 495

A09.05.046 36 docpaTasa wenoyvHas (L) (Alkaline Phosphatase, ALP) 415
4.7. OueHKa COCTOAHMA UHKPETOPHOU U ceKpeTopHOoU P-Lumn KT
(Assessment of endocrine and secretory functions of
gastrointestinal tract (Gl Tract))

A09.05.057 216 MactpuH (Gastrin) 2 260

A09.16.003 294 MencuHoreH | (Pepsinogen I) 2 295

A09.16.003 295 MencuHoreH Il (Pepsinogen Il) 2 295
MencuHorensl | n 1l ¢ pacyeTom cooTHoweHus (IMencuHoreH

A09.16.003 2111 I/MencuHoreH 1) (Pepsinogen I/Pepsinogen Il, PG1/PG2) 2535
4.8. Mapkepbl meTaboanama KocTHoii TKaHu (Bone Metabolism)
OcteokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin,

A09.05.224 146 Bone Gla Protein, BGP) 1 365
C-KkoHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanesHbiv Tenonentua, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps,

A09.05.297 203 Type 1 Collagen, CT, b-CTx Serum) 1720
OesokcunupuamnHonuH (AMNKWA) B moyve (Deoxypyridinolinein, DPD,

A09.28.064 147 Urine) 2 350
N-TepMuHanbHbIN NponenTua npokonnareHa 1 obwun (Procollagen

A09.05.296 204 Type 1 N-terminal Propeptide, PINP, Total) 2475
4.9. AHTUOKCUAAHTHbIN cTaTtyc (Total Antioxidant Status, TAS)
AHTUOKCMAAHTHBIN cTaTyc (OBLWMA aHTMOKCMaaHTHBIN cTtaTyc) (Total

B03.016.017.001 {1500 Antioxidant Status, TAS ) 6 520
4.10. ButamuHbl (Vitamins)

A12.06.060 117 ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) 1270

A09.05.080 118 ®onuesas kucnota (Folic Acid) 1375
AKTUBHBIN BUTaMuH B12 (TonoTpaHckobanamuH, Active-B12,

A12.06.060 1317B12 |Holotranscobalamin) 2015
ButamuH K1 B ceiBopoTke (dpunnoxmHoH) (Vitamin K1, Phylloquinone,

A12.06.060 877 Serum) 2980

A12.06.060 931 ButamuH A B cbiBopoTKe (peTtunHon) (Vitamin A, Retinol, Serum) 2975
ButamuH E B cbiBOopoTKe (anbga-tokodepon) (Vitamin E, alpha-

A12.06.060 932 Tocopherol, Serum) 2975

A09.05.264.001 |1581 Owmera-3 nHpekc (Omega-3 Index) 5700

B03.016.017 1587 YKupHble kucnoThbl, npoguns (omera-3, -6, -9), nnasma it

A12.06.060 1604 ButamuH B1 (TammH) 2975

A12.06.060 1609 ButamuH B2 (pnbocnaBuH) 2975

A12.06.060 1610 ButamuH B3 (HMKoTUHamuA) 2975

A12.06.060 1608 ButamuH B5 (naHTOTEHOBaAs kMcnoTa) 2975

A12.06.060 1605 ButamunH B6 (nupuaokcansdocdar) 3135

A12.06.060 1611 ButamuH B7, H (610TuWH) 2930

A12.06.060 1606 Butamun C (ackopbuHoBas kucnora) 2 935

A12.06.060 1615 BeTta-kapoTuH 2 945

A12.06.060 1614 PeTtnHun nanbmutat 2 825
25-OH ButamuH D o6wwmin (25-OH Vitamin D Total, 25(OH)D, 25-

A09.05.235 928 Hydroxycalciferol) 2525




A09.05.258 1676 KoaHaum Q10 B kpoBu 4190
A09.05.192 1681 ManoHoBbIV Ananbaerng 4190
4.11. HeopraHuuecKkue Bewectsa (Inorganic Matters)
Kanuin/HaTtpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium,
A09.05.030 39 Na+/Sodium, CI-/Chloride, Serum) 570
A09.05.032 37 Kanbuun o6wwmii (Ca) (Calcium Total) 410
Kanbuwmi noHnsmnposaHHein (Ca2+, cBoboaHbIv kanbumi) (lonized
A09.05.206 165 Calcium, Free Calcium) 710
A09.05.127 40 Maruun (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 465
A09.05.033 41 doccop HeopraHmdeckui (P) (Phosphorus (P)) 415
A09.05.007 48 Kene3so (Fe) B chiBOpoTKE KpoBM (Iron (Fe), Serum) 415
JlaTeHTHas (HeHacblWweHHas) )Xene3ocssa3biBatoLasi CnocobHOCTb
cbiBopoTku kposu (JIXKCC, HXKCC) (Unsaturated Iron Binding
A12.05.011 49 Capacity, UIBC) 475
4.12. Cneuynduueckue 6enku (Specific proteins)
A12.06.015 42 AnTtuctpentonuanH-O (ACJI1-O, ACJIO) (Antistreptolysin-O, ASO) 780
A09.05.009 43 C-peakTtnHbIi 6enok (CPB) (C-Reactive Protein, CRP) 745
A09.05.009 1643 BbicokouyBcTBUTENBHBLIN C-peakTuBHbIN 6enok (kapamo) 745
A09.05.077 840 Llepynonnaamutx (Ceruloplasmin) 910
A09.05.079 841 ManTorno6uH (Haptoglobin) 990
Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin,
A09.05.241 1210 A2M) 920
Anbda-1-aHtutpuncuH (A1AT), kKoHueHTpaums (Alpha-1-Antitrypsin,
A09.05.073 1200A1AT|ALAT, AAT, Concentration) 1970
Anbda-1-aHtutpuncux (A1AT), deHoTunuposaHue (Alpha-1-
A09.05.073 832A1A |Antitrypsin, A1AT, AAT, Phenotyping) 3125
A09.05.008 50 TpaHcdeppuH (Cugepodunut) (Transferrin) 865
A09.05.076 51 ®PepputuH (Ferritin) 935
A09.05.006 21 Mwuorno6uH (Myoglobin) 1490
HaTpuiypeTtuyeckoro ropmoHa (B-tuna) N-koHuesow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type
A09.05.256 1631 Natriuretic Peptide) 4 505
A09.05.193 157 TponoHuH-I (Troponin-I) 1700
Kapborngpat-gedumumntHbin TpaHcdeppuH (Carbohydrate-Deficient
A09.05.229 838 Trancferrin, CDT) 4 655
Kapborngpat -aedmumnTHbIn TpaHchepprH ¢ anekTpodoperpammon
(Carbohydrate-Deficient Transferrin with results on an
A09.05.229 839 electrophoregram (CDT)) 6 010
A09.05.007 1566 MencuaunH 25 (6uoaktmeHbIN) (Hepcidin 25, bioactive) R
PacTtBopumele peuenTtopbl TpaHcdeppuHa (pTDP, Soluble
A09.05.008 1595STFR| Transferrin Receptor, sTfR) 2520
4.13. OHKomapkepbl (Tumor Markers)
MCA obwui (MpocTatuyeckunii cneunuiecknii aHTUreH obLLmn)
A09.05.130 103 (Prostate-Specific Antigen Total, PSA Total) 995
OHKOpUCK My)XCKOW: NpeacTaTensHas xenesa (Male oncologic risk:
A27.30.278 OBC69 prostate) 1590
B03.070.521 2113 OueHka 3gopoBbs npoctaThl (MCA o6uw., NCA cB., -2proPSA, phi) 5285
PakoBo-ambproHanbHbIn aHTureH (POA, kapumMHO3IMBPOHaNbHbIN
A09.05.195 141 aHtureH) (Carcinoembryonic Antigen, CEA) 1225
CA-15-3 (YrneBogHbi aHTureH 15-3) (Carbohydrate Antigen CA-15-
A09.05.231 142 3, Cancer Antigen CA-15-3) 1250
CA-72-4 (YrneBogHbIvi aHTureH 72-4) (Carbohydrate Antigen CA-72-
A09.05.200 166 4, Cancer Antigen CA-72-4) 1730
CA-19-9 (YrneBogHbi aHTUreH 19-9) (Carbohydrate Antigen CA-19-
A09.05.201 144 9, Cancer Antigen-Gl) 1230
LintokepatuHoBbin pparmeHT (Cyfra 21-1, hparmMmeHT untokepaTnHa
19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19
A09.05.247 167 Soluble Fragments, Cyfra 21-1) 1840




CA-125 (YrneBogHbin aHTureH 125) (Carbohydrate Antigen CA-125,

A09.05.202 143 Cancer Antigen CA-125) 1220
HE4 (benok 4 snuouaumuca Yenoseka) (Human Epididymis Protein
A09.05.300 1281 4, HE4) 1795
OueHka pucka paka andHunkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeTta p1cka anuTenuanbHOro
paka SM4HMKOB) (Ans >»xeHwuH go meHonaysbl) (Risk of Ovarian
A09.05.196 ROMA1 |Malignancy Algorithm, ROMA (Before Menopause)) 2410
OueHka pucka paka suvHmkoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropntm pacyeTta pucka anuTennanbHOro
paka SiM4YHMKOB) (ANsi XeHWmH nocne MmeHonays3bl) (Risk of Ovarian
A09.05.196 ROMA2 |Malignancy Algorithm, ROMA (After Menopause)) 2410
CA-242 (YrneBogHbIn aHTUreH 242, onyxoneBbii Mapkep CA-242)
A09.05.232 1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1260
BeTa-2-mukpornobynuH (?-2-MuKpornobynvH) B CbIBOPOTKE KPOBU
A09.05.245 208 (Beta-2-Microglobulin, BMG, Serum ) 1715
HenpoHcneunduyeckasn eHonasa (HCE) (Neuron-Specific Enolase,
A09.05.246 209 NSE) 2 350
A09.05.227 946 XpomorpaHuH A (Chromogranin A, CgA) 6 490
A09.05.219 1198 Benok S100 (S100 Protein) 3530
SCC (AHTWreH NrocKOKNeTo4YHON KapunHombl) (Squamous Cell
A09.05.298 1296 Carcinoma Antigen, SCCA, SCCAQ) 3000
UBC (AHTUreH paka MO4eBOro ny3blpsi, UCCNeaoBaHNe pacTBOPUMBIX
parmeHToB yuTokepaTnHoB 8 n 18 B moue) (Urine Bladder Cancer
A09.28.054 1297 Antigen, Urine Bladder Cancer, UBC) 3160
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-
A09.28.003 225 Microglobulin, Urine) 1735
A09.05.119 171 KanbuntoHuH (Calcitonin) 1760
A09.30.002 92 Anba-cdetonporenH (API) (a-Fetoprotein, AFP) 790
5.1. OueHKa ¢pyHKuumu runodumsa (Assessment of Pituitary
Function)
AOpPEHOKOPTMKOTPOMHbIA rOpMOH (AKTT, KOPTUKOTPONWH)
A09.05.067 100 (Adrenocorticotropic Hormone, ACTH) 1245
ComaTtoTponHbIi ropmMoH (comatoTtponuH, CTIN) (Growth Hormone,
A09.05.066 99 GH) 1040
ComatomeguH C (MHcynuHonogobHein daktop 1) (Somatomedin C,
A09.05.204 174 Insulin-like Growth Factor 1, IGF-1) 1920
donnukynoctumynupytowwmn ropmoH (PCI) (Follicle Stimulating
A09.05.132 59 Hormone, FSH) 815
A09.05.131 60 JlotenHusmnpytowmn ropmoH (JI) (Luteinizing Hormone, LH) 815
A09.05.087 61 MponaktuH (Prolactin) 835
A09.05.087 6161 MakponponaktuH (Macroprolactin)* 1750
5.2. OueHKa pyHKUMM WwUTOoBUAHOM Kenesbl (Assessment of
Thyroid Function)
TupokcuH obwmn (T4 obLwmi, TeTpaogTUPOHNH obwmn) (Total
A09.05.064 54 Thyroxine, TT4) 765
A09.05.063 55 TupokcuH cBoboaHbIvi (T4 cBoboaHbi) (Free Thyroxine, FT4) 760
A09.05.060 52 TpunoaTMpoHuH obwmn (T3 obwwmin) (Total Triiodthyronine, TT3) 775
TpuiioaTnpoHuH ceobogHbin (T3 cBoboaHbin) (Free Triiodthyronine,
A09.05.061 53 FT3) 765
TpunoaTMpoHUH pesepcuBHbIn (T3 peBepcuBHbIN, Reverse
B03.058.001 1612 Triiodthyronine). 7 815
TupoKCUHCBA3bIBaKOLLLAA CNOCOOHOCTL (MOrMoLeHne TUPEOUAHbIX
rOPMOHOB; UHAEKC CBSI3bIBAHWNA TUPOKCUHA; MHAEKC CBOBOAHOIO
TnpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
A09.05.097 196 Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l) 1090




A09.05.117 197 TupeornobynuH (TI) (Thyroglobulin, TG) 1225
AnTuTena k Tupeornobynuny (AT-TI) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, TgAb,
A12.06.017 57 Anti-Tg Ab, ATG) 975
AHTUTENA K TpeonaHon nepokcnaase (AT-TMNO, mrkpocomarbHble
aHTutena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
A12.06.045 58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 910
AHTUTENA K MMKpOCcOMarbHOM dopakumm TupeountoB (AT K
MUKpOCOMansHOMy aHTureHy TupeountoB, AT-MAIT, AMAT,
TUpeougHble aHTUMUKpocomarnbeHble aHTuTena) (Anti-Thyroid
A12.06.017 198 Microsomal Antibodies) 930
AHTuTena k peuentopam TTI (AT k peuentopamM TUPEOTPOMNHOro
ropMoHa B cbiBOpoTKe kposu, AT-pTTI) (Thyroid-Stimulating
Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRADbs,
A12.06.046 199 TSH binding inhibitor immunoglobulin, TBII) 2 200
TupeoTponHbin ropmoH (TTI, TupotponuH) (Thyroid Stimulating
A09.05.065 56 Hormone, TSH) 710
5.3. OueHKa dpyHKLUM KOpbl HagnouyeyHUkKkos (Assessment of
adrenocortical function)
A09.05.135 65 Koptuson (T'mapokopTtunsoH) (Cortisol, Hydrocortisone) 805
CsoboaHbIn kopTuson, cytoyHaa moua (Free Cortisol, Free
A09.28.035 178 Hydrocortisone, 24-Hour urine) 1320
A09.07.007 1508 Koptunson, cntoHa (Cortisol, Saliva) 1165
A09.05.069 205 AnbgocTepoH (Aldosterone) 1275
PeHunH (PeHnH nna3smel kposu, npsamoe onpegenenue) (Direct Renin,
A09.05.121 206 Plasma) 1540
AnbgocTepoH-peHnHoBoe cooTHowweHne (Aldosterone-Renin Ratio,
A09.05.069 1302ARR |ARR) 2275
5.4. OueHKa aHgporeHHoro cratyca (Assessment of Androgen
Status)
A09.05.078 64 TectocTtepoH (Testosterone) 795
A09.05.078.001 (169 CBobogHbivi TectocTepoH (Free Testosterone) 1775
A09.05.150 168 OurnppotectoctepoH (O T) (Dihydrotestosterone, DHT) 2 055
A09.05.146 195 AHpgpocteHanoH (Androstenedione) 1945
AHOpocTeHaAMOonN rmkypoHua (AHOPOCTaHAMON MIOKYPOHNU)
(Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol
A09.05.147 170 G) 2 050
OervapoanuangpocTtepoH-cynbdat (JOA-S04,
A09.05.149 101 Dehydroepiandrosterone sulfate, DHEA-S) 805
A09.05.148 1602 OervapoanvmaHgpocTepoH (HEKOHBIOTMPOBAHHbIN) 1750
B03.016.022.001 156 17-ketoctepoungpl (17-KC) B moye (17-Ketosteroids, Urine) 2 705
A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1105
"MoBynuH, cBaAsbiBatowmn nonoeble ropmoHsl (FCIMTM) (Sex Hormone-
A09.05.160 149 Binding Globulin, SHBG) 865
5.5. 3cTporeHbl u nporecTuHbl (Estrogens and Progestins)
A09.05.154 62 Octpagmon (32) (Estradiol, E2) 800
A09.05.153 63 MporectepoH (Progesterone) 815
5.6. HectepoupgHbie perynsatopHbie ¢paKTopbl NONOBbIX Keses
(Nonsteroidal Gonadal Factors)
AHTuUmionnepos ropmoH (AMIT) (Anti-Mullerian Hormone, AMH,
A09.05.225 1144 Mullerian Inhibiting Substance, MIS) 2 035
A09.05.203 1145 WHrmbuH B (Inhibin B) 1915
Tpodobnactuyeckuii 6eta-1-rnukonpotenH (TBIN) (Trophoblastic
A12.05.110 1158 beta-1-Globulin, TBG) 765

5.7. MoHUTOpPUHT bepemeHHOCTHN, BUOXMMUUYECKME MapKepbl
cocroaHua naoaa (Monitoring of Pregnancy, Biochemical Markers
of Fetal Status)




A09.05.090

66

XOpMOHUYECKUI rOHaZoTPoNMH YenoBeka (XY, 6eta-XIM4, ?-XI'Y)
(Human Chorionic Gonadotropin, HCG)

740

A09.05.090

189

CeobogHbin ?-XI'Y (cBoboaHas ?-cybbeamHmua XOpUOHNYECKOro
roHagoTponuHa Yenoseka) (Free Human Chorionic Gonadotropin,
Free HCG)

1090

A09.05.249

207

MnaueHTapHbIN NakToreH (XopMoHNYECKMI COMaTOMaMMOTPONMNMH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
Somatomammotropin, CS, Human Chorionic Somatomammotropin,
hCS)

1315

A09.05.161

161

AccounmnpoBaHHbI ¢ 6EpPEMEHHOCTBLIO MPOTENH-A Mnasmbl
(Pregnancy-Associated Plasma Protein-A, PAPP-A)

1265

A09.05.157

134

CsobogHbin actpuon (Estriol Free, E3)

1035

5.8. OueHKa 3HAO0KPUHHOU GYHKLMMN NOAXKENYAO0UHOMN XKenesbl
(Assessment of Pancreatic Endocrine Function)

A09.05.056

172

WHcynuH (Insulin)

1 065

A09.05.205

148

C-nentng (C-Peptide)

960

B03.058.007

11HOMA

OueHKa MHCYNMHOPE3UCTEHTHOCTM: IMoKo3a (HaToLaK), UHCYIWH
(HaTowak), pacyeT ungekca HOMA-IR (Insulin Resistance: Fasting
Glucose/lnsulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

1340

5.9. buoreHHble amuHbl (Biogenic Amines, BA)

A09.05.133

KATENJT

KatexonamuHbl (agpeHanuH, HopagpeHarnuH, JodaMyH) B nna3me
kposu — KATETJT (Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Plasma)

3 245

A09.28.034

151

KatexonamuHbl (agpeHanuH, HopagpeHanuH, 4oaMyH) B MoYe
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

3 035

A09.28.034

950

MeTabonuTbl KaTexonaMmmHOB Y CEPOTOHUHA: BaHUNUNIMUHOANEBas
kncnota (BMK), romosaHunuHosas kucnota (I'BK), 5-
okcumHgonykcycHas kucnota (5-ONYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA,
Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA)

4 900

A09.28.034.001

1166

MeTaHedpuHbI (pakumm) B CyTOMHOW Moye: MeTaHedpuH,
HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —
Metanephrine, Normetanephrine)

4 075

A09.28.034

152

KatexonamuHbl (agpeHanuH, HopagpeHarnuH, 4oaMyH) B MoYe
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

3 000

A09.05.085

1270

MNMctamuH B Nnasme kposu (Histamine, Plasma)

3490

A09.05.124

993

CepoTOHUH B CbIBOPOTKE KpoBwM (Serotonin, Serum)

3185

5.10. Kanbumii-perynmpytowme ropmonbi (Calcium-regulating
hormones)

A09.05.058

102

MapaTtupeonaHbin ropmoH (MapaTtropmoH, napatupuH, MTI)
(Parathyroid Hormone, PTH)

1345

5.11. FTopmoHbI }kuposoi TKaHu (Adipose Tissue Hormones)

A09.05.159

175

JlenTtuH (Leptin)

1500

5.12. Perynauusa sputpono33a (Regulation of Erythropoiesis)

A09.05.082

222

OpuTtponoaTtuH (Erythropoetin)

1945

6.1. MUKpo3anemeHTbl B KPOBM (CbIBOPOTKA KPOBM, Lie/IbHasA
KpoBb) (Microelements, Serum, Venous Blood)

A09.05.242

M31

OcHoBHble acceHumarnbHble ((KN3HEHHO HEOGXoAMMbIE)
MUKpO3nemMeHTbI B CbiBOpoTKe KpoBu (Essential Vital Elements,
Essential Trace Elements, Serum)

1785

A09.05.242

M32

TOKCMYHbIE MUKPO3MNEMEHThI (TSXKerble MeTansbl) B BEHO3HON KPOBM
(Toxic Trace Elements, Toxic Heavy Metals, Venous Blood)

1785

A09.05.242

M33

MMWKpPO3NEeMeHTbI B CbIBOPOTKE KPOBW M BEHO3HOWM KPOBW: CKPUHUHT
(Trace Elements, Serum, Venous Blood: Screening)

4 565




A09.05.278.001 (874 Kagmwnii (Cd) B ceiBopoTke kpoBu (Cadmium (Cd), Serum ) 1180
A09.05.271.001 (863 KobanbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) 1180
A09.05.273.001 (888 Megb (Cu) B cbiBopoTKe kpoBwu (Copper (Cu), Serum ) 1180
A09.05.270.001 (892 MapraHey (Mn) B ceiBopoTke kposu (Manganese (Mn), Serum) 1180
A09.05.276.001 (869 CeneH (Se) B cbiBopoTKe KpoBu (Selenium (Se), Serum) 1180
A09.05.274.001 (868 LinHk (Zn) B cbiBOpOTKE KPOBM (Zinc (Zn), Serum) 1180
A09.05.272.001 (893 Hwvkenb (Ni) B ceiBopoTke KpoBu (Nickel (Ni), Serum) 1180
A09.05.242 1111 3onoTo (Au) B cbiBOpoTKe KpoBu (Gold (Au), Serum) 1180
A09.05.277.001 (873 MonunbaeH (Mo) B ceiBopoTKe kposu (Molybdenum (Mo), Serum) 1180
A09.05.242 1118 Tannun (TI) B ceiBopoTke kposu (Thallium (T1), Serum) 1180
A09.05.275.001 (883 Mbiwbsk (As) B cbiBopoTke kpoBu (Arsenic (As), Serum) 1180
A09.05.117 1491 Wop B ceiBopoTke (lodine, serum) 1180
A09.05.278 1112 Kagmwuii (Cd) B BeHo3How kpoBm (Cadmium (Cd), Blood) 1180
A09.05.271 1113 KobanbT (Co) B BeHo3HoM kpoBu (Cobalt (Co), Blood) 1180
A09.05.273 1114 Megb (Cu) B BeHo3HoW kpoBu (Copper (Cu), Blood) 1180
A09.05.270 1115 MapraHey (Mn) B BeHo3HOM kpoBu (Manganese (Mn), Blood) 1180
A09.05.272 1116 Hukenb (Ni) B BeHo3Hou kposu (Nickel (Ni), Blood) 1180
A09.05.276 1117 CeneH (Se) B BeHO3HOM KkpoBu (Selenium (Se), Blood) 1180
A09.05.274 1119 LinHk (Zn) B BeHo3HOW KpoBm (Zinc (Zn), Blood) 1180
A09.05.281.001 (878 CsuHey, (Pb) B BeHo3HoW kpoBu (Lead (Pb), Blood) 1180
A09.05.280.001 |1141 PtyTb (Hg) B BEeHo3HoW kposu (Mercury (Hg), Blood) 1180
A09.05.086 814 Jlntun (Li) B cbiBOpoTKE KpoBwM (Lithium (Li), serum) 1365

6.2. MukpoanemeHTtbl B mouve (Microelements, Urine)

OcceHumanbHble ()KU3HEHHO HEODXOAMMbIE) N TOKCUYHbIE

MUKpoanemeHTbl B Mmove (Essential Vital Elements, Toxic Trace
A09.28.060 M34 Elements, Urine) 3985
A09.28.083.001 (1040 Kagmun (Cd) B moye (Cadmium (Cd), Urine) 1180
A09.28.076.001 1034 KobanbT (Co) B Mmoye (Cobalt (Co), Urine) 1180
A09.28.078.001 |1035 Megb, mo4a, pasoBas nopuusi (Copper, random urine; Cu) 1180
A09.28.078 889 Menb (Cu) B cyTouHon move (Copper (Cu), 24-Hours Urine) 1180
A09.28.075.001 (1032 MapraHey (Mn) B moye (Manganese (Mn), Urine) 1180
A09.28.081.001 |1038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1180
A09.28.079.001 |1036 LimHk (Zn) B mo4e (Zinc (Zn), Urine) 1180
A09.28.077.001 (894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1180
A09.28.061.001 (895 CsuHey, (Pb) B moye (Lead (Pb), Urine) 1180
A09.28.085.001 (1042 PTyTb (Hg) B Moye (Mercury (Hg), Urine) 1180
A09.28.060 1074 Tannwui (TI) B moye (Thallium (Tl1), Urine) 1180
A09.28.080.001 |1037 Mbiwbsk (As) B mode (Arsenic (As), Urine) 1180
A09.28.071.001 |881 AntoMmuHuia (Al) B moye (Aluminum (Al), Urine) 1180
A09.28.060 1033 XKeneso (Fe) B moye (Iron (Fe), Urine) 1180
A09.28.065 1479 Woga (1) B moye (lodine (1), Urine) 1180

6.3. MukpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 ToKCUYHbIE MMKPO3NEMeHTbI B Bonocax (Toxic Trace Elements, Hair) | 2 420

ToKCUYHbIE 1 acceHLmanbHble MUKPO3aneMeHThl B Borocax (Toxic
A09.01.007 M39 Trace Elements, Essential Vital Elements, Hair) 4770

BonbLuoW CKpMHUHT anemMeHTHoro coctasa Bonoc (Elemental
A09.01.007 M310 Composition of Hair: Screening ) 8 480
A09.01.012.001 {1004 AntomuHni (Al) B Bonocax (Aluminum (Al), Hair) 1180
A09.01.008 1126 Bapwuin (Ba) B Bonocax (Barium (Ba), Hair) 1180
A09.01.008 1127 Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1180
A09.01.011.001 (1001 Bop (B) B Bonocax (Boron (B), Hair) 1180
A09.01.008 1138 Banagui (V) B Bonocax (Vanadium (V), Hair) 1180
A09.01.008 1128 Bucmyt (Bi) B BOnocax (Bismuth (Bi), Hair) 1180
A09.01.008 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1180
A09.01.008 1129 Mannun (Ga) B Bonocax (Gallium (Ga), Hair) 1180
A09.01.008 1130 "epmanum (Ge) B Bonocax (Germanium (Ge), Hair) 1180
A09.01.007.001 |1011 XKeneso (Fe) B Bonocax (Iron (Fe), Hair) 1180
A09.01.008 1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) 1180




A09.01.008 1131 Wog (1) B Bonmocax (lodine (1), Hair) 1180
A09.01.024.001 |1019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1180
A09.01.007.001 |1006 Kanun (K) B Bonocax (Potassium (K), Hair) 1180
A09.01.007.001 {1007 Kanbuwmi (Ca) B Bonocax (Calcium (Ca), Hair) 1180
A09.01.017.001 |1012 Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1180
A09.01.013.001 {1005 Kpemnui (Si) B Bonocax (Silica (Si) , Hair) 1180
A09.01.008 1132 JlanTaH (La) B Bonocax (Lantanum 9La), Hair) 1180
A09.01.007.001 {1000 Jlntun (Li) B BOnocax (Lithium (Li), Hair) 1180
A09.01.007.001 |1003 Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1180
A09.01.016.001 {1010 MapraHey (Mn) B Bonocax (Manganese (Mn), Hair) 1180
A09.01.019.001 (1014 Megb (Cu) B Bonocax (Copper (Cu), Hair) 1180
A09.01.023.001 (1018 MonnéaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1180
A09.01.021.001 |1016 Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1180
A09.01.007.001 {1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair) 1180
A09.01.018.001 |1013 Hwvkenb (Ni) B Bonocax (Nickel (Ni), Hair) 1180
A09.01.008 1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1180
A09.01.008 1134 MnatnHa (Pt) B Bonocax (Platinum (Pt), Hair) 1180
A09.01.026.001 1021 PTyTb (Hg) B Bonocax (Mercury (Hg), Hair) 1180
A09.01.008 1135 Pybuani (Rb) B Bonocax (Rubidium 9Rb), Hair) 1180
A09.01.027.001 1022 CsuHey (Pb) B Bonocax (Lead (Pb), Hair) 1180
A09.01.022.001 |1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1180
A09.01.008 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1180
A09.01.008 1137 CtpoHuwii (Sr) B Bonocax (Strontium (Sr), Hair) 1180
A09.01.025.001 {1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1180
A09.01.008 1008 Tannuw (TI) B Bonocax (Thallium (TI), Hair) 1180
A09.01.008 1133 docdpop (P) B Bonocax (Phosphorus (P), Hair) 1180
A09.01.015.001 1009 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 1180
A09.01.020.001 |1015 LinHk (Zn) B BONocax (Zinc (Zn), Hair) 1180
A09.01.008 1140 LinpkoHui (Zr) B Bonocax (Zirconium (Zr), Hair) 1180
6.4. MuKpoanemeHTbl B Hortax (Microelements, Nails)
A09.01.007 M311 TokcnyHble MUKpOaneMeHTbl B HOrTax (Toxic Trace Elements, Nails) 2420
ToKCMYHbIE M 3cCeHLManbHbIe MUKPOJANIEMEHTLI B HOTAX (Toxic
A09.01.007 M312 Trace Elements, Essential Vital Elements, Nails) 4770
BonbLUoWn CKPpUHMHT anemeHTHOro coctasa HorTen (Elemental
B03.070.499 M313 Composition of Nails: Screening ) 8 480
A09.01.008 1076 AntomuHni (Al) B HorTsix (Aluminum (Al), Nails) 1180
A09.01.008 1080 Bapuin (Ba) B HorTax (Barium (Ba), Nails) 1180
A09.01.008 1081 Bepunnuii (Be) B HorTax (Beryllium (Be), Nails) 1180
A09.01.008 1079 Bop (B) B HorTsax (Boron (B), Nails) 1180
A09.01.008 1120 Banagun (V) B Hortsix (Vanadium (V), Nails) 1180
A09.01.008 1082 Bucmyt (Bi) B HorTsix (Bismuth (Bi), Nails) 1180
A09.01.008 1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1180
A09.01.008 1089 Mannun (Ga) B HorTax (Gallium (Ga), Nails) 1180
A09.01.008 1090 "epmanuii (Ge) B HorTax (Germanium (Ge), Nails) 1180
A09.01.008 1088 XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1180
A09.01.008 1078 3onoto (Au) B HorTax (Gold (Au), Nails) 1180
A09.01.008 1092 Wop (I) B HorTsax (lodine (1), Nails) 1180
A09.01.008 1084 Kagmun (Cd) B HorTsix (Cadmium (Cd), Nails) 1180
A09.01.008 1093 Kanun (K) B Hortsax (Potassium (K), Nails) 1180
A09.01.008 1083 Kanbuwmi (Ca) B Hortax (Calcium (Ca), Nails) 1180
A09.01.008 1085 KobanbT (Co) B Hortsax (Cobalt (Co), Nails) 1180
A09.01.008 1107 KpemHuit (Si) B HorTsax (Silica (Si), Nails) 1180
A09.01.008 1094 JlaHTaH (La) B HorTsix (Lantanum (La), Nails) 1180
A09.01.008 1095 Jlutun (Li) B Hortaax (Lithium (Li), Nails) 1180
A09.01.008 1096 Marnuii (Mg) B HorTsx (Magnesium (Mg), Nails) 1180
A09.01.008 1097 MapraHey (Mn) B HorTsix (Manganese (Mn), Nails) 1180
A09.01.008 1087 Mepab (Cu) B HorTsix (Copper (Cu), Nails) 1180
A09.01.008 1098 MonunbgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1180




A09.01.008 1077 Mbiwbsk (As) B HorTsx (Arsenic (As), Nails) 1180

A09.01.008 1099 Hatpun (Na) B HorTax (Sodium (Na), Nails) 1180

A09.01.008 1100 Hwvkenb (Ni) B HorTsix (Nickel (Ni), Nails) 1180

A09.01.008 1108 Onogo (Sn) B HorTax (Tin (Sn), Nails) 1180

A09.01.008 1103 MnaTtuHa (Pt) B HorTax (Platinum (Pt), Nails) 1180

A09.01.008 1091 PTyTb (Hg) B HOrTsix (Mercury (Hg), Nails) 1180

A09.01.008 1104 Pybuaoun (Rb) B HorTax (Rubidium (Rb), Nails) 1180

A09.01.008 1102 CsuHey, (Pb) B HorTax (Lead (Pb), Nails) 1180

A09.01.008 1106 CeneH (Se) B HorTsix (Selenium (Se), Nails) 1180

A09.01.008 1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1180

A09.01.008 1109 CtpoHuwmi (Sr) B HorTsix (Strontium (Sr), Nails) 1180

A09.01.008 1105 Cypbma (Sb) B HorTax (Antimony (Sb), Nails) 1180

A09.01.008 1110 Tannwn (TI) B HorTax (Thallium (TI), Nails) 1180

A09.01.008 1101 docop (P) B HorTax (Phosphorus (P), Nails) 1180

A09.01.008 1086 Xpom (Cr) B HorTax (Chromium (Cr), Nails) 1180

A09.01.008 1122 LinHk (Zn) B HOrTax (Zinc (Zn), Nails) 1180

A09.01.008 1123 LinpkoHui (Zr) B HorTax (Zirconium (Zr), Nails) 1180
7.1. NleKapcTBEHHbI MOHUTOPUHT (Drug Monitoring)

A09.05.035 88 deHobapbutan (JltommHan) (Phenobarbitalum) 4110

A09.05.035 89 ®ernTounH (OndennH, OunantuH) (Phenytoin) 3920
BanbnpoeBas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum,

A09.05.035 90 Depakin, Convulexs) 2 260

A09.05.035 91 KapbamasenuH (®PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 3 660

A09.05.035 274 LnknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3 465
Takponumyc (AgBarpad, lNporpad, MpoTonuk, Takpocen) (FK506,

A09.05.035 1353 Advagraf, Prograf, Protopic, Tacrosel) 3285
TepudnyHomug, nedpnyHommg (metabonut) (Teriflunomide,

A27.30.290 1377TER |Leflunomide metabolite) 4 285

A09.05.035 917 JlamoTpumxkunH (Lamotrigine) 4 580

A09.05.035 1271 JleBeTnpauetam (Levetiracetam, Keppra®) 4 580
8.1. Knunuueckue tectbl (Clinical Tests)

AHanua moun obwmn (AHann3 Mo4m obLLMI C MUKPOCKOMNMEN OCaaKa)

B03.016.006 116 (Complete Urinalysis, Microscopic Examination) 460
WccneposaHue moun no metogy Heunnoperko (Nechiporenko’s

B03.016.014 272 Urine Test) 570
Kanbuuin moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch

A09.28.012 401 Urine Calcium Test) 325
8.2. Buoxumma moum (cyTouHas 3kckpeuusa) (Urine Biochemistry
(Daily Excretion))

A09.28.003.001 (95 AnbbymuH, cytodHas moya (Albumin, 24-Hour urine) 610
AnbOyMUH, pasoBasi TopuUMs MO4U (C KpeaTUHUHOM U PacHETOM
anbOymMuH/KpeaTuHUH oTHoweHus) (Albumin, random urine, with

A09.28.003.001 (95110 creatinine and albumin/creatinine ratio calculation, UACR) 995

A09.28.011 109 "niokosa, cytoyHasa moya (Glucose, 24-Hour urine) 370

A09.28.006 110 KpeaTtuHuH, cytouHas moua (Creatinine, 24-Hour urine) 410
Mpoba Pebepra (KnvpeHc 3HAOreHHOro kpeaTnHMHA, CKOPOCTb

A12.28.002 96 knyboukoson cmunbTtpauyun) (Glomerular Filtration Rate, GFR)* 500
AmMynasa B MoYe CyTOYHOM UNnu NOPLIMOHHON 32 U3MEPEHHOE BpeEMS
(Anba-amnnasa, guacrtasa moun) (Amylase, 24-Hour or Timed

A09.28.027 108 Urine) 490

A09.28.009 111 MoueBuHa, cytodHas moda (Urea, 24-Hour urine) 400

A09.28.010 112 MoueBas kucnorta, cytodHas moya (Uric Acid, 24-Hour urine) 400

A09.28.003.002 (97 O6wmn 6enok, cytoyHast moya (Protein Total, 24-Hour urine) 435

A09.28.012 113 Kanbuuin (Ca), cytodHas moda (Calcium (Ca), 24-Hour urine) 405
Kanun (K), Hatpun (Na), cytouHast moya (Potasium (K), Sodium (Na),

A09.28.014 114 24-Hour urine) 420

A09.28.026 115 docoop (P), cytounas moya (Phosphorus (P), 24-Hour urine) 465




A09.28.018

1458

Oxkcanatbl, cyTovHasas moda (Oxalates, 24-Hour urine)

1920

A09.28.012

110113

Kanbumn, pazoBas nopumst Mouu (C KpeaTUHMHOM M pac4eToM
Kanbumi/kpeaTuHUH oTHoweHus) (Calcium, random urine, with
creatinine and calcium/creatinine ratio calculation)

245

A09.28.003

97110

Benok, pasoBasi nopums Moun (C KpeaTMHUHOM U pacyeToM
HOpPMarnmn3oBaHHOrO Mo KpeaTuHWHyY nokasaTens) (Protein, random
urine, with creatinine and protein/creatinine ratio calculation)

335

A09.28.060

1318

Marnuii, cyTouHas moda (CyTovHas akckpeums), (Magnesium, 24 h
urine excretion)

410

A09.28.060

1318110

MarHun, pazoBas nopuus Moum (C KpeaTUHUHOM U pacyeToMm
MarHui/kpeaTuHuH oTHoweHus ) (Magnesium, random urine, with
creatinine and magnesium/creatinine ratio calculation)

650

A09.28.026

115110

docdop, pazoBas NOpUUSE MO4YM (C KPEATUHMHOM U PacyYeToM
HOpManu3oBaHHOrO No KpeaTuHWMHy nokasatens) (Phosphorus,
random urine, with creatinine and phosphorus/creatinine ratio
calculation)

365

A09.28.010

112110

MoueBas kucnora, pasoBas nopumda mMo4u, ¢ KpeaTuHMHOM U
pac4eToM HOpMalriM3oBaHHOIO MO KpeaTUHUHY NMOoK-nA

365

A09.28.060

OBC110

OueHka pycka kaMHeoOpa3oBaHuWs - IMTOreHHbIE CyOCTaHUUM Moun,
CyTOYHas Moya (kanbumi, MarHun, pocdop, okcanaTtbl, MoYeBas
KMCnoTa, KpeaTUHWH CYTOYHOM MOYM C PacyeTOM CYyTOYHOW
SKCKpeLmn)

3 460

8.3. NcuxoakTuBHbIe BewecTsa B moue (Psychoactive Substances,
Urine)

A09.28.055.001

nvc

HapKkoTuku n NCXoTPOrHbIE BELLECTBA - CKPUHUHT (KOMMIEKCHbIN
aHanM3 Mo4u Ha onvaTbl, amgeTamnH, MeTameTaMmH, KOKauH,
KaHHabuHounapl n x metabonutsl) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine,
Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine)

4 345

A09.28.055.001

902

KanHabuHoungpl (mapuxyaHa) B Mode (Cannabinoids (Marijuana),
Urine)*

2 505

A09.28.055.001

925

Onuatbl (MopduH/reponH) B moye (Opiates (Morphine/Heroin),
Urine)*

2275

B03.016.018

898

Bapb6utypaTtbl B Moye (Barbiturates, Urine)*

2 505

A09.28.059.004

982

OTtaHon (ankoronbk) B moye (Ethanol (Alcohol) Urine)*

2 285

A09.05.211

9950

«BpegHble npuBbIvkn» (AHANNU3 MOYM HA HUKOTUH, MCUXOTPONMHbIE U
HapKOTUYECKME BELLECTBA, MCUXOAKTUBHbIE NIEKAPCTBEHHbIE
npenapaTbl (HUKOTUH; NCMXOTPOMHbIE N HAPKOTUYECKME BELLIECTBA,
NCMXO0aKTUBHbIE NlekapcTBeHHbIE nNpenaparthl) (Pernicious Habits:
Nicotine, Drugs, Psychostimulants and Psychotropic Substances,
Urine)*

4 450

8.4. UccnepoBaHue noyeuHoro KamHsa (Study of Kidney Stone)

A09.28.018

1265

AHanmMs3 xMMmyeckoro coctaBa MOYeBbIX (MOYEYHbIX) KaMHEN
METOAO0M PEHTreHOCTPYKTYpHOro aHanmaa (Compositional Analysis of
Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction
analysis)

5480

A09.28.018

1565MOK

AHanmM3 xMMmnyeckoro coctaBa MOYeBbIX (MOYEYHbIX) KaMHEN
meTogom uHdpakpacHom cnekrpomeTpum (Compositional Analysis of
Urine (Kidney) Stones, infrared spectrometry)

4 845

9.1. UccnepoBaHua Kana (Examinations of Feces, Stool
Examinations)

B03.016.010

158

Konporpamma (Koprogramma, Stool)

950

A09.19.012

236

CopepxaHue yrneBofoB B kane (peayumpytolue BellecTBa B Kasne)
(Stool Sugars, Reducing Substances, Fecal)

1010

A09.19.001

240

WNccnepoBaHue kana Ha CKpbITyo KpoBb, 6eH3naMHoBas npoba
(Occult Blood Feces Analysis)

575




A09.19.001

2401

CkpbiTast KpOBb B Karne (KonopekTasnibHble KpOBOTEYEHMST),
KONMMYeCTBEHHbIM UMMYyHOXMMUYecknin metog FOB Gold (Quantitative
Immunochemical Fecal Occult Blood, Test FOB Gold)

1525

A09.19.010

162

Onacrasa 1 (31), naHkpeaTnyeckas anactasa 1 (Elastase 1, E1)

3 535

B03.019.012

1533A1AT

Anbga-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces)

2 350

A26.05.016

15920CC

OcrtaTto4yHasi ocMmonsipHocTb cTyna (Stool osmotic gap)

1790

A09.19.013

1338

KanbnpoTektuH cpekanbHbin (Fecal Calprotectin)

4 285

A26.19.011

1594

AHanus kana Ha anua renbMuHTOB (Anua rnuctos) (PRO Stool,
Helminth Eggs)

670

A26.01.017

16010CT

WcecneposaHne Ha aHTepobuos (snua ocTpuu), Lwnatenb
(Enterobiasis, Spatula)

620

A26.20.006

1600CT

WccnepnoBaHue Ha aHTepobuos (anua octpul), TamnoH (Enterobiasis,
Swab)

615

A26.19.011

159IMPO

AHanus kana Ha npoctenwwme (PRO Stool)

690

10.1. AgeHoBupycHas uHpekuua (Adenovirus Infection)

A26.06.005

242

AHTUTEna knacca IgA k ageHoBupycy (Anti-Adenovirus IgA)

1 055

A26.06.005

241

AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus IgG)

1055

10.2. Ackapugaos (Ascariasis)

A26.06.121

237

AHTUTEna knacca IgG k aHTureHam ackapug, (Anti-Ascaris
lumbricoides IgG)

1325

10.5. boppenunos (6onesHb Nlalima) (Borreliosis, Lyme Borreliosis,
Lyme Disease, LD)

A26.06.011.002

243

AHTUTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi
I9G)

1090

A26.06.011.001

244

AHTUTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi
IgM)

1090

A26.06.011

1191

AnTuTena knacca IgM k Borrelia burgdorferi, BoisiBnsembie metogom
BectepH-6noTa (Anti-Borrelia burgdorferi IgM, Western Blot (WB))

3125

A26.05.053

3112CWH

Boppenwuu, onpegenexune AHK B cuHoBManbHom xungkoctu (Borrelia
burgdorferi, DNA, Synovial Fluid)*

650

A26.05.053.001

3112CMX

Boppenuu, onpeaenexne OHK B cnmHHoMOo3roBon xugkoctu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

660

10.6. BeTpaHaa ocna: BUPYC repneca 4yenoseKa 3 Tmna
(onoacwiBaowmit nuwai) (Varicella-Zoster Virus, VZV, Chickenpox,
Chicken Pox)

A26.06.084.001

256

AHTUTena knacca IgG K BUpycy BETPSHOM OCMbI Y OMOSACHIBAIOLLETO
nnwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG)

1105

A26.06.084.002

257

AHTUTena knacca IgM K BUpycy BETPSAHOM OCMbl 1 OMOSICLIBAKOLLErO
nvwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

1225

10.7. BUM-uHdeKuua (Bupyc ummyHoaedpuumuta Yyenoseka)
(Human Immunodeficiency Virus, HIV)

A26.06.049.001

68

AHtuTena k BUY 1 n 2 v antured BUY 1 n 2 (HIV Ag/Ab Combo)

715

A26.05.021

3102

Bupyc nmmyHogedmunta Yyenoseka tuna 1, ka4ecTBeHHoOe
onpegenexHne PHK (Human immunodeficiency virus, quality, RNA) B
CbIBOPOTKE KPOBU

4 155

10.8. BMY-nHPpeKuma, nanuniomasupycHaa uHpekuua (smpyc
nanunnombl yenoseka) (Human papillomavirus, HPV, HPV
Infection)

A26.21.008.001

311c-npK

Bupyc nanmnnomel YenoBeka BbICOKOro OHKOreHHOro pucka, CKpUHUHT
14 TvnoB: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenerne [JHK B cockobe anntenuanbHbIX KNETOK CIIN3NCTON
npsamont kuwku (HPV DNA, Scrape of Rectal Epithelial Cells, 14
Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

1385




Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO PUCKa, CKPUHWUHT
14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenenne [JHK B cockobe anuTenuanbHbIX KNETOK POTOrMOTKN
(HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31,

A26.21.008.001 |311c-poT |33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* 1385

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO PUCKa, CKPUHWHT

14 Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,

onpegenenve OHK B cockobe anuTennanbHbIX KNeToK

yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial

Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
A26.21.008.001 |[311c-ypo |Screening )* 1385

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUCKa,

onpeaenenne [HK 16 1 18 Tunos + KBM B cockobe anutenunanbHbIX

KneTok yporeHmTanbHoro Tpakta (HPV DNA, Scrape of Urogenital
A26.21.008.001 |312c-ypo |Epithelial Cells, 2 Types (16, 18)) 780

Bupyc nanmnnomel YenoBeka BbICOKOro OHKOreHHOro pucka,

reHoTunuposanune OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,

56, 58, 59, 66, 68 + KBM B cockobe anutenunanbHbIX KNeToK

yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
A26.21.008.001 |313c-ypo [Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))| 2 215

Bupyc nanunnomsl YenoBeka HU3KOrO OHKOTEHHOMO pUCKa,

onpegenenve OHK 3 tunos: 6, 11, 44 + KBM B cockobe

anuTenuanbHbIX KNeTok yporeHuTaneHoro Tpakta (HPV DNA, Scrape
A26.21.008.001 [399C-YPO|of Urogenital Epithelial Cells, 3 Types (6, 11, 44)) 825

Bupyc nanunnomsl YenoBeka HU3KOrO OHKOTEHHOMO pUCKa,

onpegenenve OHK 3 tunos: 6, 11, 44 + KBM B cockobe

anuTeNManbHbIX KNETOK Crnancton npsamon knwkn (HPV DNA,
A26.21.008.001 |399C-npk |Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44)) 825

Bupyc nanunnomsl YenoBeka HU3KOrO OHKOTEHHOMO pUCKa,

onpegenexnvne AHK 3 Tunoe: 6, 11, 44 B cockobe anuTenuanbHbIX

knetok potornotkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3
A26.21.008.001 |399C-port |Types (6, 11, 44)) 825

Bupyc nanunnomel Yenoseka, onpegenenve AHK 4 Tunos: 6, 11, 16,

18 + KBM B cockobe anutenuanbHbIX KNETOK YPOreHnTanbHoro

Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6,
A26.21.008.001 |374C-YPQO|11, 16, 18) Screening ) 875

OvnddepeHumposaHHoe onpegenenne AHK BMNY (Bupyc nannnnomsl

yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,

68 + KBM B cockobe anuTenuarnbHbIX KNETOK yporeHUTansHoro

Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types
A26.21.008.001 |377C-YPO|(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening) 2 750

Bupyc nanunnomel Yenoseka, onpeaenernve AHK 21 tuna: 6, 11, 16,

18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 +

KBM B cockobe anuTenuanbHbIX KNEeTOK YPOreHUTanbHOro Tpakra

(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16,
A26.21.008.001 |391C-YPQ|18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82)) 3 455

10.9. TapaHepennes (rapgHepenna) (Gardnerella vaginalis)

MapaHepenna, onpepeneHve OHK B moue (Gardnerella vaginalis,
A26.20.030.001 |305mo4  |DNA, Urine)* 530

MapaHepenna, onpegeneHve OHK B cekpeTe npocTtaThl, 39KynsTe
A26.20.030.001 [305cn (Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)* 530

apaHepenna, onpeaeneHne OHK B cockobe anuTenumanbHbIX KNeTok

yporeHuTanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
A26.20.030.001 |305ypo Urogenital Epithelial Cells)* 550

10.10. FenbmuHTO3 (Helminthiasis)




A09.05.054

297

AHTUTENA K aHTUreHam Hemarog poga Anisakis IgG

1000

A26.06.120

299

AHTUTEna K aHTureHam Knrtarickon apyyctkm Clonorchis sinensis IgG

1265

10.12. TenatuT A BUpycHasa uHeKuua (Bupyc renatuta A, Hepatitis
A Virus, HAV)

A26.06.034.002

71

AnTuTena knacca IgG k supycy renatuta A (Anti-HAV I1gG)

970

A26.06.034.001

72

AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

1310

A26.05.030.001

328CB

Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kpoBu (HAV
RNA, Serum)*

1140

10.13. FenatuT B BUpycHaa undekuusa (supyc renatura B, Hepatitis
B Virus, HBV)

A26.06.036.001

73

HBs-aHTUreH Bupyca renatuta B (HBs-aHTureH, noBepxXHOCTHbIN
aHTUreH Bupyca renatuta B, «aBcTpanumnckuii» aHTureH),
kayecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)

630

A26.06.035

74

HBe-aHTWreH supyca renatuta B (Hepatitis Be Antigen, HBeAg)

1035

A26.06.039

75

AHTuTena knaccos IgM un IgG k HB-core aHTureHy Bupyca renatuta
B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core
Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

940

A26.06.039.001

76

AHTUTEna knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core
Antibodies IgM)

1215

A26.06.038

77

AHTuTEna k HBe-aHtureny Bmpyca renatuta B (Anti-HBe, HBeAb)

960

A26.06.040.002

78

AHTUTEna K HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsADb)

1100

A26.06.036.002

87

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbIN
aHTUreH BUpyca renaTtuta B, «aBcTpanuckuiny aHTureH),
konmdecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen,
Quantitative)

1765

A26.05.020.001

319CB

Bupyc renatuta B, onpegenenne [IHK B cbiBOpOTKE KpPOBMU,
kauectBeHHoe (HBV DNA, Serum, Qualitative)*

1110

A26.05.020.002

320CB

Bupyc renatuta B, onpegenenne [IHK B cbiBOpOTKE KpPOBMU,
konunuyectseHHoe (HBV DNA, Serum, Quantitative)*

5215

10.14. Tenatut C BupycHaa nHdekuua (Bupyc renaturta C, Hepatitis
C Virus, HCV)

A26.06.041.001

79

AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-
HCV Total (IgG + IgM))*

895

A26.05.019.001

321CB

Bupyc renatuta C, onpegenexve PHK B cbiBOpoTke KpoBM,
kayectBeHHoe (HCV RNA, Serum, Qualitative)*

1215

A26.05.019.003

3241111

Bupyc renatuta C, onpegenexve PHK B nnaswe, reHoTunmposaHue ¢
cyotunamu (tunel 1 (cy6tunsl 1a u 1b), 2, 3) (Hepatitis C Virus (HCV)
RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2,

3)*

1825

A26.05.019.003

324

Bupyc renatuta C, konuyectBeHHoe onpegenenne PHK Bupyca un
reHoTunuposaHue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
Quantitative PCR, Genotyping (Types 1, 2, 3))

5015

A26.05.019.002

350CB

Bupyc renatuta C, onpegenexHve PHK B CbiIBOpOTKE KpOBU METOAOM
MupP, konnuecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

4 095

A26.05.019.001

3500CB

Bupyc renatuta C (BI'C), ynbTpayvyBcTBUTEnbHOE onpenenenne PHK
BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

4 135

A27.30.120

2447

WuTepnenknn-28B (UJ1-28B), reHoTunMpoBaHne (nccnegoBaHme
reHeTM4ecKMx MapKkepoB, onpegensiowmnx 3dpeKTMBHOCTb NeveHns
XpoHnyeckoro renatuta C nHtepdepoHoOM 1 pubaBuprHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

2 025




10.15. F'enatut D BUpycHaa uHdekuma (Bupyc renatura D, Hepatitis
D Virus, HDV)

A26.06.043.001

1268

AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

1110

A26.06.043.002

1269

AnTuTena knaccos IgM n IgG k Bupycy renatuta D, cymmapHo (Anti-
HDV Total (IgG + IgM))

1 050

A26.05.023.001

325CB

Bupyc renatuta D, onpegeneHve PHK B ceiBopoTke kposu (HDV
RNA, Serum)*

1 060

10.16. F'enatut E BupycHaa nuideKkuyua (supyc renatura E, Hepatitis
E Virus, HEV)

A26.06.044.001

227

AnTtuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

1180

A26.06.044.002

228

AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG)

1195

10.17. Tenatut G BupycHaa nHdekuua (supyc renatmrta G,
Hepatitis G Virus, HGV)

A26.05.026.001

326CB

Bupyc renatuta G, onpegenenue PHK B ceiBopoTke kposu (HGV
RNA, Serum)*

1140

10.18. Tepnec (repnec-Bupycbl yenoseka 1 u 2 Tunos, Herpes
simplex virus, HSV-1, HSV-2)

A26.06.045

122

AHTuTena knacca IgG k Bupycy npoctoro reprneca 1 n 2 tunos (Anti-
HSV-1, 2 IgG)

990

A26.06.045.001

1222

AHTuTena knacca IgG k Bupycy npocTtoro repneca 1 tuna (Anti-HSV-
11gG)

995

A26.06.045.002

1223

AHTuTena knacca IgG k Bupycy npocToro repneca 2 tuna (Anti-HSV-
2 1gG)

930

A26.06.045.003

123

AHTUTena knacca IgM k Bupycy npoctoro repneca 1 n 2 tunos (Anti-
HSV-1, 2 IgM)

920

A26.06.046.002

4AVHSV

AHTUTEna knacca IgG, onpegeneHne aBMgHOCTM K BUPYCY NPOCTOroO
repneca 1 n 2 tunos (Anti-HSV-1, 2 IgG, Avidity)

980

A26.01.024.001

309BnT

"epnecsupyc 1 1 2 Tunos, onpegenenve AHK B Beinote (HSV-1, 2
DNA, Exudate)*

540

A26.26.012.001

309rn3

epneceupyc 1 n 2 Tunos, onpegenernne JHK B cockobe
anuTenuanbHbIX KNeTok KOHbIoOHKTMBLI (HSV-1, 2 DNA, Scrape of
Conjunctiva Epithelial Cells )*

650

A26.01.024.001

309kox

epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
anuTenuanbHbIX KneTok koxu (HSV-1, 2 DNA, Scrape of Skin
Epithelial Cells)*

650

A26.05.035.001

309kp

epneceupyc 1 n 2 Tunos, onpegenexHve [JHK B BEHO3HOM KpOBU
(HSV-1, 2 DNA, Blood)*

670

A26.28.023.001

309mou

"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B moye (HSV-1, 2
DNA, Urine)*

650

A26.08.017

309H0C

"epnecsupyc 1 1 2 Tunos, onpeaenenne JHK B cockobe
anuTenuanbHbIX KrneTok cnusmucton Hoca (HSV-1, 2 DNA, Scrape of
Nasal Epithelial Cells)*

650

A26.08.017

309poTt

epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
anuTenuanbHbIX krneTok potornotku (HSV-1, 2 DNA, Scrape of
Faucial Epithelial Cells)*

630

A26.05.035.001

309cB

"epnecsupyc 1 n 2 Tunos, onpegenexHve [HK B cbiBOPOTKE KPOBU
(HSV-1, 2 DNA, Serum)*

780

A26.08.017

309cnH

"epneceupyc 1 n 2 Tunos, onpegenexnne JHK B critoHe (HSV-1, 2
DNA, Saliva)*

630

A26.23.008.001

309cmx

"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B cnMHHOMO3roBown
xungkoctu (HSV-1, 2 DNA, Cerebrospinal Fluid)*

650

A26.05.035

309cn

"epnecsupyc 1 n 2 Tunos, onpegenexHve [HK B cekpeTe npocTtaThl,
agkynate (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

650

A26.21.009.001

309ypo

epneceupyc 1 n 2 Tunos, onpegenexnne HK B cockobe
anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (HSV-1, 2 DNA,
Scrape of Urogenital Epithelial Cells)*

620

A26.01.024.001

3090BnT

"epnecsupyc 1 n 2 Tunos, onpeaenerHvne JHK B BbinoTe,
TunupoBaHue (HSV-1, 2 DNA, Exudate, Typing)*

660




A26.26.012.001

3090rn3

epneceupyc 1 n 2 Tunos, onpegenexnne [HK B cockobe
anuTenuanbHbIX KNEeTOK KOHbIOHKTMBLI, TUnuposaHne (HSV-1, 2
DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

660

A26.01.024.001

3090kox

"epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B cockobe
anuTenuanbHbIX KIeToK Koxu, TunupoBaHue (HSV-1, 2 DNA, Scrape
of Skin Epithelial Cells, Typing)*

660

A26.05.035.001

3090kp

"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B BeHO3HOM KPOBY,
TunupoBaHue (HSV-1, 2 DNA, Blood, Typing)*

780

A26.28.023.001

3090movy

"epnecsupyc 1 n 2 Tunos., onpegenexHve OHK B mo4e, TunuposaHme
(HSV-1, 2 DNA, Urine, Typing)*

660

A26.08.017

3090H0C

epneceupyc 1 n 2 Tunos, onpegenexHne HK B cockobe
anuTenuanbHbIX KNEeTOK CAN3UCTOM Hoca, TunupoBaHue (HSV-1, 2
DNA, Scrape of Nasal Epithelial Cells, Typing)*

660

A26.08.017

3090poTt

"epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B cockobe
anuTenuManbHbIX KNMEeTOK poTornoTku, TunmpoBaHme (HSV-1, 2 DNA,
Scrape of Faucial Epithelial Cells, Typing)*

660

A26.05.035.001

3090cB

"epnecsupyc 1 n 2 Tunos, onpegenexme [HK B cbiBOpOTKE KPOBU,
TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)*

860

A26.08.017

3090cnH

epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B crnitoHe, TMNnupoBaHue
(HSV-1, 2 DNA, Saliva, Typing)*

660

A26.23.008.001

3090cmx

"epnecsupyc 1 n 2 Tunos, onpegenexHne AHK B cnMHHOMO3roBomn
xnagkoctu, TunmposaHune (HSV-1, 2 DNA, Cerebrospinal Fluid,

Typing)*

660

A26.21.009.001

3090cn

"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cekpeTe npocrtaTsl,
asikynsite, TunupoBaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen,

Typing)*

660

A26.21.009.001

3090ypo

epneceupyc 1 n 2 Tunos, onpegenerne OHK B cockobe
anuTenumanbHbIX KIETOK YPOreHUTanbHOro Tpakta, TMnMpoBaHme
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

660

10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-
6)

A26.06.047.001

276

AHTUTena knacca IgG k repnecsupycy 4enoseka 6 Tuna (Anti-HHV-6
19G)

1020

A26.30.018.001

352BnT

"epnecsupyc 6 Tuna, onpegenexue AHK B Boinote (HHV-6 DNA,
Exudate)*

550

A26.05.033.001

352kp

"epnecsupyc 6 Tuna, onpegeneHune AHK B BeHo3Hon kposu (HHV-6
DNA, Blood)*

690

A26.30.018.001

352moy

"epnecsupyc 6 Tuna, onpegenexue AHK B moye (HHV-6 DNA,
Urine)*

550

A26.08.060.001

352H0C

epnecBupyc 6 Tnna, onpeagenexune JHK B cockobe anuTenuanbHbIX
knetok cnuaucton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial
Cells)*

550

A26.08.060.001

352pot

epneceupyc 6 Tnna, onpeageneHune [JHK B cockobe anuTenuanbHbIxX
knetok potornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

550

A26.05.033.001

352¢cB

epneceupyc 6 Tnna, onpeaenexue HK B ceiBopoTke kposu (HHV-6
DNA, Serum)*

815

A26.07.008

352cnH

epneceupyc 6 Tnna, onpeaenexne OHK B cntoHe (HHV-6 DNA,
Saliva)*

550

A26.23.016.001

352cmx

"epnecsupyc 6 Tvna, onpegenexHve AHK B cnuHHOMO3roBown
xungkoctu (HHV-6 DNA, Cerebrospinal Fluid)*

550

A26.30.018.001

352cn

"epnecsupyc 6 Tuna, onpegenexve JHK B cekpeTe npocTtaThl,
agkynate (HHV-6 DNA, Prostatic Fluid, Semen)*

550

A26.30.018.001

352ypo

epneceupyc 6 Tnna, onpeageneHune [JHK B cockobe anuTenuanbHbIxX
KneTtok yporeHuTtansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital
Epithelial Cells)*

550

10.20. F'epnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-
8)




A26.06.047.001

277

AHTuTena knacca IgG k repnecsupycy vernoseka 8 tuna (Anti-HHV-8
I9G)

1070

10.21. FT'oHopen (roHOKOKK) (Neisseria gonorrhoeae)

A26.26.024.001

30613

"oHoKOKK, onpegeneHune JHK B cockobe anuTenunanbHbIX KNeTok
koHbloHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva
Epithelial Cells )*

505

A26.28.015.001

306mou

"oHokokk, onpegeneHue HK B moye (Neisseria gonorrhoeae, DNA,
Urine)*

505

A26.21.001

306npk

MoHokokk, onpegeneHne [HK B cockobe anutennanbHbIX KNeTok
cnuancton npsimon knuwkmn (Neisseria gonorrhoeae, DNA, Scrape of
Rectal Epithelial Cells)*

530

A26.08.067

306poTt

"oHoKOKK, onpegeneHune JHK B cockobe anuTennanbHbIX KNeTok
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial
Epithelial Cells)*

530

A26.04.001

306¢cuH

"oHokokk, onpegeneHue OHK B cuHoBmnaneHom xunakoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

610

A26.21.024

306¢n

"oHokokk, onpegeneHne HK B cekpeTe npocTarthl, asKynsTe
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*

505

A26.21.001

306ypo

"oHoKokK, onpegeneHue [JHK B cockobe anuTennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of
Urogenital Epithelial Cells)*

565

10.23. Aemoaeko3 (knew, gemopgekc, Demodex folliculorum,
Demodex brevis)

A26.01.018

250

WccnepoBaHve Ha Hannume knewa gemoaekc (Demodex folliculorum,
Demodex brevis)

670

A26.01.018

241

WccnepoBaHve Ha Hannume knewa gemoaekc (Demodex folliculorum,
Demodex brevis)

635

10.24. AnseHTtepmua amebHan, amebuas (Entamoeba histolytica)

A26.06.026

235

AHTUTEna knacca IgG k aHTUreHam guseHTepuinHon amebnbl (Anti-
Entamoeba histolytica 1gG)

1120

10.25. AuseHTepua 6aKkTepuanbHas, wurennes, wurennol (Shigella
flexneri, Shigella sonnei)

A26.06.098

280

PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

780

A26.06.098

281

PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)

780

A26.06.097

282

PIIA ¢ Shigella sonnei (Shigella sonnei, IHA)

780

A26.19.086

437YTM

[MoceB Ha NaTOreHHyo 1 YCNOBHO-NATONEHHY0 MUKPOGNopY
knweyHuka (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora, Bacteria Identification)

1540

A26.19.008

437YTIM-A

MoceB Ha NaTOreHHyto 1 YCOBHO-NaTOreHHy MUKPOdiopy
KVLLEeYHVKa C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM
npenapaTtam (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora. Bacteria Identification and Antibiotic
Susceptibility Testing)

1750

A26.19.008

437YNM-4

lMoceB Ha NATOreHHyO 1 YCIOBHO-NATONEHHY0 MUKPOdIopyY
KMLLEYHMKA C onpeaeneHMeM YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM
npenapaTtam u 6akteprnodaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

1885

10.26. OudTepua (audTepuitHaa nanouka) (Corynebacterium
diphtheriae)

A26.06.104

855

AHTuTena knacca IgG k andprepunHomy aHatokcuHy (Anti-Diphtheria
Toxoid 1gG)

1170

10.27. UepcuHum (nepcuHmnos, ncesgoTtybepkynes) (Yersinia
enterocolitica)

A26.06.093

238

AHTUTena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgA)

1015

A26.06.093

239

AnTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgG)

1015




A26.06.094

286

PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis
IHA)

780

A26.06.093

284

PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica
0:3, IHA)

780

A26.06.093

285

PIIA ¢ Yersinia enterocolitica cepotnna O:9 (Yersinia enterocolitica
0:9, IHA)

780

10.29. KaHgupo3s, KaHgupa (Candidiasis, Candida)

A26.06.006

254

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG

)

1010

B03.002.004

6617

MNMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG )

815

A26.20.048

344BnT

Kangupa, onpenenenune HK B BeinoTe (Candida albicans, DNA,
Exudate)*

530

A26.20.048

344xox

Kananga, onpegenenue [HK B cockobe anutennanbHbIX KNETOK KOXK
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

530

A26.20.048

344movu

Kangupa, onpegenenne JHK B moye (Candida albicans, DNA, Urine)*

530

A26.20.048

344npk

Kangupa, onpegenenne AHK B cockobe anutenunaneHbIX KNeTok
cnuaucTon npsimon kuwku (Candida albicans, DNA, Scrape of Rectal
Epithelial Cells)*

530

A26.20.048

344por

Kangnpa, onpenenenne JHK B cockobe anutenmnanbHbIX KNeTok
potornotku (Candida albicans, DNA, Scrape of Faucial Epithelial
Cells)*

530

A26.20.048

344cnH

Kangupa, onpenenenune HK B cntoHe (Candida albicans, DNA,
Saliva)*

530

A26.21.044.001

344cn

Kangupa, onpenenenune JHK B cekpeTte npocTaThl, asKynaTe
(Candida albicans, DNA, Prostatic Fluid, Semen)*

530

A26.20.048

344ypo

Kangupa, onpegenenune AHK B cockobe anutenunaneHbIX KNeTok
yporeHutansHoro Tpakta (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

550

10.30. Knewesoii sHuedanut, BUpycC Knewesoro sHuedpanura
(Flavivirus, Tick-borne encephalitis virus)

A26.06.088.002

267

AHTUTena knacca IgG k Bupycy knewieBoro aHuedanuTa (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

970

A26.06.088.001

268

AHTUTena knacca IgM k Bupycy knewesoro aHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

970

A26.05.054

1227M

JTabopaTopHoe nccnegoBaHue knewa ans eoiseneHnss PHK/OHK
BO30OyanTenen MHpeKUUn, nepearoLLmnxca UKCO40BbIMM KNeLLaMu:
KNELWEBOW SHLIEE®ANNT, BOPPENNOS3 (EONE3HbL NTAMMA),
AHAMNA3MOS, 3PJTIMXUNO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. .,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

4010

A26.04.012.001

370

WccnepgoBaHume knewla: CKpUHUHE (nabopaTtopHoe nccrnegoBaHne
knewa ans seisierneHns PHK/OHK Bo30yanTenein nHdekumin,
nepegatowmxcsa nkcogosbiMu knewamm: PHK Tick-borne encephalitis
Virus (TBEV), AHK Borrelia burgdorferi s. I.) (Study of Tick:
Screening)

2120

10.32. Koknouw (Bordetella pertussis, Whooping Cough)

A26.06.103

247

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis
I9A )

1160

A26.06.103

245

AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis
I9G)

1185

A26.06.103

246

AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis
IgM)

1195

10.33. Kopb (Morbillivirus, Measles virus)

A26.06.056.001

2500

AHTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)

1245

10.34. KpacHyxa (Rubella virus)

A26.06.071.001

84

AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella I1gG)

805




A26.06.071.002

85

AHTuTEna knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

995

A26.06.071

1142

AHTuTena knacca IgG k aHTureHam Bupyca KpacHyxu, BbisiBNiseMble
meTtogom ummyHobnotTuHra (Anti-Rubella 1I9G, Immunoblot )

6 455

A26.06.071.003

3AVRUB

AHTuTena knacca IgG k BUpycy KpacHyxu, onpeerneHne aBugHOCTH
(Anti-Rubella IgG, Avidity)

1450

A26.07.010

338CB

Bupyc kpacHyxu, onpegenenne [JHK B cbiBopoTke kpoBu (Rubella
Virus, DNA, Serum)*

1140

10.37. Nlucrepunos, nuctepuum (Listeria monocytogenes, Listeriosis)

A26.05.037.001

3114mov

Jlnuctepum, onpeaenexme HK B mouye (Listeria monocytogenes, DNA,
Urine)*

680

A26.05.037.001

3114Hoc

Jlnctepuu, onpeagenenune [JHK B cockobe anuMTenuanbHbIX KNeTok
cnusncton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal
Epithelial Cells)*

680

A26.05.037.001

3114nn

Jluctepum, onpegenenne JHK B nnasme kposwm (Listeria
monocytogenes, DNA, Plasma)*

695

A26.05.037.001

3114pot

Jlnctepum, onpegenenmne [HK B cockobe anuTenuanbHbIX KNeTok
potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial
Epithelial Cells)*

680

A26.05.037.001

3114cuH

Jlnuctepwuu, onpegenenune JHK B cMHoBuanbHom xugkoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

680

A26.23.017.001

3114cmx

Jlnuctepwuu, onpegenenune JHK B cnuHHomMo3roBom xugkocTu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

670

10.38. Iambanos,namb6auu (Giardia lamblia intestinalis)

A26.06.032

234

AHTuTena knaccos IgM, IgG, IgA k aHTUreHam nambnuin, cyMMapHoO
(Anti-Giardia lamblia IgM, IgG, IgA, Total)

1000

10.40. Mukos3bl (napasuTapHblie rpubbl — gepmatodutnbl) (Skin and
Nail Mycoses)

A26.01.015

995

Mwukpockonuyeckoe UccrnegoBaHUe Ha NaToreHHble rpubsbl
(Microscopic examination for pathogenic fungi)

1125

A26.09.024

1277

MuKkpockonumyeckoe UccrnegoBaHUe U NOCEB HA NaTOreHHble rpubbI
(Microscopic examination and Culture for pathogenic fungi)

2 200

10.41. MuKonnasmeHHasa nHPeKuma, mmkonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.001

302MOM

Mukonnasma (Mycoplasma hominis), onpegenexue JHK B Mmoye
(Mycoplasma hominis, DNA, Urine)*

535

A26.21.022

302CI

Mukonnasma (Mycoplasma hominis), onpegenexue OHK B cekpete
npocTtartbl, asgkynare (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

535

A26.21.032.001

302YPO

Mukonnasma (Mycoplasma hominis), onpegenexue HK B cockobe
anuTenuanbHbIX KIEeTOK yporeHuTanbHoro Tpakta (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

550

A26.28.017.001

308MOM

Mukonnasma (Mycoplasma genitalium), onpegenenve OHK B moue
(Mycoplasma genitalium, DNA, Urine)*

530

A26.20.027.001

308cn

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cekpete
npocTtartbl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid,
Semen)*

530

A26.21.031.001

308ypo

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTanbHoro Tpakta (Mycoplasma
genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

585

A26.09.006

347mK

Mukonnasma (Mycoplasma pneumoniae), onpeaenerve JHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)*

905

A26.28.018.001

347nn

Mukonnasma (Mycoplasma pneumoniae), onpeaenerve JHK B
nna3sme kposu (Mycoplasma pneumoniae, DNA, Plasma)*

690




A26.21.031.001

347pot

Mukonna3sma (Mycoplasma pneumoniae), onpegenerve [JHK B
cockobe anuTenuanbHbIX KneTok potornotku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

735

A26.08.014

347cnH

Mukonnasma (Mycoplasma pneumoniae), onpegenexve HK B
cntoHe (Mycoplasma pneumoniae, DNA, Saliva)*

690

A26.06.057

179/80

AnTtuTena knaccos IgM n IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, I1gG)

1440

A26.06.057

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

780

A26.06.057

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis I1gG)

790

A26.06.057

260

AHTuTEna knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

995

A26.06.057

181/82

AnTtuTena knaccos IgM n IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, 1gG)

1565

A26.06.057

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

845

A26.06.057

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

860

A26.06.057

1367

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgA)

855

10.42. MukpobuoueHo3 yporeHuTanbHoro Tpakra (Urogenital Tract
Microbiocenosis)

A26.20.032

380

CKPUHMHT MUKPONOpPLI yporeHuTanbHoro Tpakta. ®emodnop CkpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR
Panel Femoflor Screen))

3 745

B03.014.036

383

BeisiBnenne Bo3bygutenen UMMM (7 + KBM), cockob
anuTenuanbHbIX KNEeTOK yporeHuTansHoro Tpakta (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Scrape of
Urogenital Epithelial Cells)*

3615

A26.20.032

386

WccnepoBaHme BroLeHo3a yporeHuTaneHoro Tpakrta. ®emodonop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

8))

2 960

A26.20.032

372

WcecneposaHne 6GroueHosa yporeHuTanesHoro Tpakra. ®emodnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor
16))

4 385

A26.20.032

3022

BakrepunanbHbii BarnHo3 (Bacterial Vaginosis, BV)

2 680

B03.014.033

3026

MHBNO®JIOP ? ycnoBHO-NaToreHHble MUKOMNa3Mbl YernoBeka
(yporeHuTanbHbIn ckpuHUHT) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

825

B03.014.034

3027

YCNOBHO-NATOreHHbIE MUKOMNMa3Mbl, MOHUTOPUHT 3EKTUBHOCTM
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

540

B03.014.035

3028

YCNoBHO-NATOreHHbIE MUKOMMAa3Mbl, MOHUTOPUHT 3EKTUBHOCTHU
neyeHnsa (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

540

A26.09.006

3029

YCnoBHO-NaToreHHble MMUKOMNNa3mbl, MOHUTOPUHT 3dheKTUBHOCTH
neyeHunsa (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
Monitoring of Treatments)

540

A26.21.036

3150YPO

AHgpodiop, nccrnegoBaHve MUKPOMnopbl YporeHUTansHoro TpakTa
MYXX4YMH B cockobe anuTenuanbHbiX KNeToK yporeHUTanbHoro Tpakta
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the
balanus, urethra)

3 595




A26.21.036

3250YPO

AHpgpodnop CKkpuH, nccnegoBaHne MUKPonopbl yporeHMTansHoro
TpaKTa My>XYMH B COCKODEe anuTenuanbHbIX KNETOK yporeHTanbHoro
TpakTta (Androflor® Screen REAL-TIME PCR Detection Kit, the study
of men’s urogenital tract microbiocenosis in the epithelial scrapes
from the balanus, urethra)

2890

B03.014.032

3020

MHBUO®JIOP - koMnnekcHoe nccrnegoBaHne MMKpodnopsl
yporeHutanbHoro Tpakta (INBIOFLOR ? Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

5 465

A26.06.006

3023

Kangmpos, ckpuHuHr (Candidiasis, Screening )

520

A26.21.055

3024

Kangnpos, tunuposaHue (Candidiasis, Typing)

905

B03.014.012

3025

BreisisneHune sosbyautenen UMMM (4 + KBM): onpegenenve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, JHK yenoseka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas
vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

1830

A26.21.055

3021

Kanampos, ckpuHuHr n Tnuposaxuve (Candidiasis, Screening and
Typing)

1500

A26.30.040

396YPO

Bakrepongbl, onpeaenexHve JHK B cockobe anutenmanbHbIX KNEeToK
yporeHutanbsHoro TpakTta (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

545

A26.30.039

397YPO

MobunyHkyc, onpegenerne [JHK B cockobe anutenmanbHbIX KNeTok
yporeHutanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of
Urogenital Epithelial Cells)

575

A26.05.008.001

345YPO

JlaktobakTepun, onpegenenne HK B cockobe anutenmnanbHbIX
KrneTok yporeHutansHoro TpakTa (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

920

10.44. Onuctopxo3 (KowaubA AByycTKa, Opisthorchis felineus)

A26.06.062

230

AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
felineus 1gG)

1235

10.45. OcTtpble KuweuHble HGeKuum (Acute Intestinal Infections)

A26.19.072.001

33111KAN

OHTeposupychl, onpegenexHne PHK B kane (Enterovirus, RNA, Fecal)

920

10.47. NapoTtut anugemudeckui (Epidemic Parotitis, Mumps)

A26.06.112.001

252

AHTUTena knacca IgG k Bupycy anugemuyeckoro napotuta (Anti-
Mumps 1gG)

1085

A26.06.112.002

253

AHTUTena knacca IgM k Bupycy anngemudeckoro napotuta (Anti-
Mumps IgM)

1095

10.50. PecnupaTopHO-CMHUMTUANbHAA UHeKuua (pecnupatopHo-
CMHUMTUaNbHbIM BUpYyc) (Respiratory Syncytial Virus, RSV)

A26.06.067

248

AHTUTEna knacca IgG k pecnmpaTopHO-CUHLMTUansHoMy Bupycy (Anti
Respiratory Syncytial Virus (RSV) 1gG)

1310

A26.06.067

249

AHTUTEna knacca IgM k pecnupaTopHO-CUHLMTUANLHOMY BUpYCY (Anti
Respiratory Syncytial Virus (RSV) IgM)

1310

10.51. Pukketcmos, Tud coinHom (pukkertcumn) (Typhus, Rickettsia
prowazekii)

A26.06.118

283

PIIA ¢ cbIMHOTUMO3HBIM ANAarHOCTUKYMOM pukkeTcun lNpoBaveka
(Rickettsia prowazekii, IHA)

790

10.53. CanbmoHennoi (T 6prowHom, napatud, canbmoHennes,
Salmonella spp.)

A26.06.077

273

AHTuTena k Salmonella typhi, PINTA (Salmonella typhi Antibodies,
IHA)

890

A26.06.073

288

PII'A ¢ Salmonella gr.A (Salmonella gr.A, IHA)

725

A26.06.073

289

PMIrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

725

A26.06.073

290

PII'A ¢ Salmonella gr.C (Salmonella gr.C, IHA)

725




A26.06.073

292

PIIA ¢ Salmonella gr.D (Salmonella gr.D, IHA)

725

A26.06.073

293

AHTtuTena k Salmonella gr.E, PINIA (Salmonella gr.E Antibodies, IHA)

725

A26.06.073

287

PINIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

725

10.54. Cupunuc (Treponema pallidum, Syphilis)

A26.06.082

69

Cudpmnmc RPR — aHTukapamnonunuHoBbin TecT (Syphilis RPR (Rapid
Plasma Reagins), Anticardiolipin Test)

550

A26.06.082.002

70

AHTuTena knaccos IgM un IgG k Treponema pallidum, cymmapHo (Anti-
Treponema pallidum IgM, 1gG, Total)

930

A26.06.082

221

AHTuTEena knacca IgM k Treponema pallidum (Anti-Treponema
pallidum IgM )

1125

A26.06.082

1206

Onpepenenne aHtuten knacca M (IgM) k Treponema pallidum,
UMMYHOBMNOT

2940

A26.06.082

1205

AHTuTena knacca IgG k Treponema pallidum, BbisiBnsiemble MeTOAOM
ummyHobnotTuHra (Anti-Treponema pallidum 1gG, Immunoblot )

2 940

A26.21.013

346rn3

BbnepgHas TpenoHema, onpeaenerHne HK B cockobe anutenmanbHbiX
KNeToK KoHbIoHKTMBBI (Treponema pallidum, DNA, Scrape of
Conjunctiva Epithelial Cells )*

540

A26.21.013

346K0x%

BbnepgHas TpenoHema, onpegenerne [HK B cockobe anntenmanbHbIX
knetok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial
Cells)*

540

A26.21.013

346Mmoy4

BbnegHas TpenoHema, onpegenexHne HK B moye (Treponema
pallidum, DNA, Urine)*

540

A26.21.013

346071,

BnegHasa TpenoHema, onpegenexve OHK B otgensemom (Treponema
pallidum, DNA, Secretion)*

540

A26.21.013

346poTt

BnepgHas TpenoHema, onpeaenerHne HK B cockobe anutenmanbHbIX
kneTok potornoTtku (Treponema pallidum, DNA, Scrape of Faucial
Epithelial Cells)*

540

A26.21.013

346¢cB

bneaHas TpenoHema, onpeaenenune [JHK B cbiBOpoTKE KpOBM
(Treponema pallidum, DNA, Serum)*

790

A26.21.013

346¢cMmx

bnegHas TpenoHema, onpeaenenune JHK B cnMHHOMO3roBom
xwngkoctu (Treponema pallidum, DNA, Cerebrospinal Fluid)*

540

A26.21.013

346¢n

bnegHas TpenoHema, onpeaenenune [JHK B cekpeTe npocrtarhl,
askynsate (Treponema pallidum, DNA, Prostatic Fluid, Semen)*

545

A26.21.013

346ypo

BbnepgHas TpenoHema, onpeaenerne HK B cockobe anntenmanbHbIX
KNneTok yporeHuTanbHoro Tpakta (Treponema pallidum, DNA, Scrape
of Urogenital Epithelial Cells)*

545

10.56. Cton6HsaAK (Tetanus)

A26.06.105

876

AHTUTena knacca IgG k cTonbHAYHOMY aHaToKcuHy (Anti-Tetanus
toxoid IgG)

1250

10.57. CTpenTOKOKKOBaA MHPeKLUM1A (CTpenTOKOKKU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae)
(Streptococcal Infection)

A26.20.021

348mk

CrtpenTokokk, onpeaenerne AHK B mokpoTte (Streptococcus spp.,
DNA, Sputum)*

995

A26.20.049

348nn

CrtpenTokokk, onpeaenerHne [IHK B nnasme kposu (Streptococcus
spp., DNA, Plasma)*

995

A26.20.049

348pot

CrtpenTokokk, onpeaenerne [AHK B cockobe anutenuanbHbIX KNeTok
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial
Cells)*

975

A26.20.049

348cnH

CrtpenTokokk, onpegenerne [JHK B critoHe (Streptococcus spp., DNA,
Saliva)*

975

A26.05.046.001

33103IM

MHeBmoOKOKK, onpegenenne [AHK B nnasme kposu (Streptococcus
pneumoniae, DNA)

980

A26.05.046.001

33103CJ1H

MHeBmokokk, onpenenenne AHK B cntoHe (Streptococcus
pneumoniae, DNA)

980




MHeBMOKOKK, onpegenenne [IHK B cockobe anutenmanbHbIX KNeTok

A26.05.046.001 [33103POT|poTornoTku (Streptococcus pneumoniae) 980
MHeBmoKoKK, onpegenenne HK B mokpoTe (Streptococcus
A26.05.046.001 [33103MK |pneumoniae, DNA) 980
10.58. CtpoHrunounaos (Strongyloides stercoralis)
AHTUTEena knacca IgG k aHTureHam cTpoHrmunoungosa (Anti-
A26.06.123 1372 Strongyloides stercoralis 19gG) 1185
10.59. T-numodoTponHbliii BUpyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)
AHTuTena knacca IgG k T-numdoTponHoMy BUpYCY YernoBeka Tuna 1
A26.06.087 1208 n 2 Tunos (Anti-HTLV-1, 2 1gG ) 1040
10.60. ToKcoKapo3 (ToKcoKapa, Toxocara canis)
A26.06.080 232 AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) 800
10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis,Toxoplasma
gondii)
AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii
A26.06.081.001 |80 IgG) 805
AnTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii
A26.06.081.002 |81 IgM) 1040
AnTuTena knacca IgG k Toxoplasma gondii, onpegenexHve aBugHoCTM
A26.06.081.003 |1AVTOXO|(Anti-Toxoplasma gondii IgG, Avidity) 1710
Tokconnasma, onpegeneHune HK B Boinote (Toxoplasma gondii,
A26.05.013 335enT DNA, Exudate)* 540
Tokconnasma, onpegeneHune JHK B cbiBopoTke kposu (Toxoplasma
A26.05.013.001 |335cs gondii, DNA, Serum)* 790
Tokconnasma, onpegenerve JHK B CNIMHHOMO3roBOM XXMOKOCTH
A26.23.024.001 [335cmx |(Toxoplasma gondii, DNA, Cerebrospinal Fluid)* 650
10.62. TpuxuHennes (TpuxmuHenna, Trichinella spiralis)
A26.06.079 233 AnTtuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella IgG) 780
10.63. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis,
Trichomoniasis)
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
A26.06.015 261 vaginalis IgG) 1000
TpuxomoHaga, onpegenexve OHK B moye (Trichomonas vaginalis,
A26.28.016.001 |307mo4  |DNA, Urine)* 540
TpuxomoHapga, onpepeneHune [IHK B cekpeTe npocTaTbl, 3KynaTe
A26.20.026 307cn (Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* 520
TpuxomoHaga, onpegenexve HK B cockobe anuTennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of
A26.20.026.001 |307ypo Urogenital Epithelial Cells)* 575
10.64. Tybepkynes (Mukobaktepuu Ty6epkynesa) (Mycobacterium
Tuberculosis)
AHTuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis,
A26.06.057 1266 cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 2 300
MukobakTepun Tybepkynesa, onpegeneHune JHK B Beinote
A26.23.004.001 |[341BnT (Mycobacterium tuberculosis, DNA, Exudate)* 685
MukobakTepun Tybepkynesa, onpegeneHue JHK B MokpoTe
A26.09.002.001 |341mk (Mycobacterium tuberculosis, DNA, Sputum)* 995
MwukobGakTepuun Tybepkynesa, onpegenenune [IHK B MeHcTpyanbHoM
A26.05.008.001 |341mHc |kpoBu (Mycobacterium tuberculosis, DNA, Menstrual Blood)* 685
MukobGakTepumn Tyb6epkynesa, onpegenenue [JHK B moye
A26.28.028.001 |341moy [(Mycobacterium tuberculosis, DNA, Urine)* 685
MukobGakTepuun Tybepkynesa, onpegeneHue [JHK B cbiBOpOTKke KpoBU
A26.05.008.001 |341cB (Mycobacterium tuberculosis, DNA, Serum)* 775
MukobGakTepun Tybepkynesa, onpegenenune JHK B cMHoBranbHom
A26.04.003.001 [341cun  |xupgkoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)* 685




A26.23.004.001

341cmx

Mukob6akTepuu Ty6epkynesa, onpegenerue JHK B cnmHHOMO3roBowm
xwnagkoctn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

685

A26.21.017.001

341cn

Mukobaktepun Tybepkynesa, onpegenenue [JHK B cekpete
npocTarthbl, askynare (Mycobacterium tuberculosis, DNA, Prostatic
Fluid, Semen)*

685

10.65. Ypeannasmos (ypeannasmbl) (Ureaplasmosis, Ureaplasma
spp., Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.003

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum 1gG)

910

A26.06.015.001

265

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

910

A26.28.019.001

303mou

Ypeanna3awma (Ureaplasma urealyticum) (6uosap T-960),
onpegenenve OHK B moye (Ureaplasma urealyticum (T-960), DNA,
Urine)*

535

A26.21.023.001

303cn

Ypeanna3swma (Ureaplasma urealyticum) (6nosap T-960),
onpegenenve OHK B cekpeTe npoctaThl, askynate (Ureaplasma
urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

535

A26.21.033.001

303ypo

Ypeannaawma (Ureaplasma urealyticum) (6uoap T-960),
onpegenerne JHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbsHoro TpakTta (Ureaplasma urealyticum (T-960), DNA,
Scrape of Urogenital Epithelial Cells)*

535

A26.28.019.001

342MO4

Ypeannasma (Ureaplasma parvum), onpegenexune JHK B moue
(Ureaplasma parvum, DNA, Urine)*

525

A26.21.023.001

342cn

Ypeannasma (Ureaplasma parvum), onpegenenue [HK B cekpeTe
npocTtarthbl, askynare (Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

525

A26.21.033.001

342ypo

Ypeannaswma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

525

A26.28.019.001

343moy

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexne AHK B moye (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

540

A26.21.023.001

343cn

Ypeanna3swma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegeneHvne HK B cekpeTe npoctarthl, askynate (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

540

A26.21.033.001

343ypo

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerne [JHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

550

10.66. XennkobaktepHaa uHpekuua (xenukobakrep) (Helicobacter
pylori)

A26.06.033

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori
I9G)

955

A26.06.033

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori
IgM)

1205

A26.06.033

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori
IgA)

1170

A07.16.006

1303HEL

13C-ypeasHbli AbixaTenbHbl TecT (13C-YOT, 13C-Urea Breath test,
UBT). BeiseneHue nHdpekunm Helicobacter pylori

3 245

A26.16.001.001

3158XEI

Xenukobakrep nunopu, onpegenexdme JHK B GnontaTe cnuancTom
Xenyaka w/vnu aseHaauatunepcTHomn kuwwiku (Helicobacter pylori,
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)

1225

10.67. XnamuaunHaa MHPEKLUA, XTaMUa1o3 (Xx1amuamm)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)




A26.06.018.001

105

AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA)

900

A26.06.018.003

106

AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG)

920

A26.06.016

105/6

AHTuTena knaccoe IgA 1 IgG k Chlamydia trachomatis, pasgenbHo
(Anti-Chlamydia trachomatis IgA, IgG)

1760

A26.06.018.002

188

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM)

885

A26.06.018.003

1495

AHTuTena knacca IgG k 6enky Tennosoro woka (bTLI) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1125

A26.04.009.001

301BnT

Xnamugus (Chlamydia trachomatis), onpegenernne [JHK B Bbinote
(Chlamydia trachomatis, DNA, Exudate)*

525

A26.26.007.001

301rn3

Xnamugusa (Chlamydia trachomatis), onpegenernne [JHK B cockobe
anuTenuanbHbIX KNeTok KOHbIOHKTMBBLI (Chlamydia trachomatis, DNA,
Scrape of Conjunctiva Epithelial Cells )*

525

A26.28.014.001

301moy

Xnamuausa (Chlamydia trachomatis), onpeagenenvne JHK B moue
(Chlamydia trachomatis, DNA, Urine)*

525

A26.19.028.001

301npk

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anMTenManbHbIX KNETOK Crn3ncTon npsamon knwkm (Chlamydia
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

525

A26.08.066.001

301pot

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenuanbHbIX kneTok potornoTtku (Chlamydia trachomatis, DNA,
Scrape of Faucial Epithelial Cells)*

525

A26.04.009.001

301cuH

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B
cvHoBmanbHowm xuakocth (Chlamydia trachomatis, DNA, Synovial
Fluid)*

570

A26.04.009.001

301cmx

Xnamugusa (Chlamydia trachomatis), onpegenenne OHK B
cnmHHomo3roeon xugkoctn (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

525

A26.21.020

301cn

Xnamugusa (Chlamydia trachomatis), onpeaenexve OHK B cekpeTte
npocTtartbl, asgkynate (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

525

A26.21.007.001

301ypo

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTtanbHoro Tpakta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

570

A26.06.016

183

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 1gA)

960

A26.06.016

184

AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

875

A26.06.016

185

AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 19gG )

860

A26.09.016

349Mmk

Xnamugusa (Chlamydia pneumoniae), onpegenenne AHK B MmokpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

905

A26.05.012.001

349nn

Xnamugusa (Chlamydia pneumoniae), onpegenenue OHK B nnasme
kpoBu (Chlamydophila pneumoniae, DNA, Plasma)*

905

A26.08.066.001

349pot

Xnamugus (Chlamydia pneumoniae), onpegenexue OHK B cockobe
anuTenuanbHbIX krneTok potornoTtku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

795

A26.09.016

349crH

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B critoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

795

A26.30.038

1379

AHTUTena knacca IgG k rnaBHomy 6enky HapyXHON MembpaHbl
MOMP n Antutena knacca IgG Pgp3 (MemGpaHoaccouumnpoBaHHbIN
nnasmugHeii 6enok) Chlamydia trachomatis

670

10.68. LiutomeranoBupycHaa MHPEKLUA: BUPYC repneca 4esoseKa
5 Tuna (uutomeranosupyc, LLMB) (Cytomegalovirus, CMV,
Cytomegalovirus Infection)

A26.06.022.001

82

AHTuTena knacca IgG k untomeranosupycy (Anti-CMV 1gG)

865




A26.06.022.002 (83 AHTUTEna knacca IgM k untomeranosupycy (Anti-CMV IgM) 1080
AHTuTena knacca IgG k uMTomeranosupycy, onpeneneHune
A26.06.022.003 [2AVCMV |aBugHocTtu (Anti-CMV IgG, Avidity) 1 665
Lintomeranosupyc, onpegenerue OHK B Beinote (CMV DNA,
A26.23.009.001 |3108BnT Exudate)* 530
Lintomeranosupyc, onpegenenune HK B cockobe anuTennanbHbIxX
knetok KoHbloHKTMBBI (CMV DNA, Scrape of Conjunctiva Epithelial
A26.30.015.001 |310rn3 Cells )* 565
Lintomeranosupyc, onpegenenune HK B cockobe anuTennanbHbIxX
A26.30.015.001 |310kox [kneTok koxm (CMV DNA, Scrape of Skin Epithelial Cells)* 565
Lintomeranosupyc, onpegenenune AHK B BeHo3HOW kposu (CMV
A26.05.017 310kp DNA, Blood)* 670
A26.28.009.001 |310mou |UmTomeranosupyc, onpegenenne JHK B moye (CMV DNA, Urine)* 565
Lntomeranosupyc, onpegenenune OHK B cockobe anuTennanbHbix
A26.08.058.001 [310Hoc |kneTok cnuanctom Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 565
LinTomeranosupyc, onpegenenvne JHK B cockobe anntenuanbHbix
A26.08.058.001 |310port knetok potornotku (CMV DNA, Scrape of Faucial Epithelial Cells)* 550
LinTomeranosupyc,kadectseHHoe onpeaenerve OHK B coiBopoTke
A26.05.017 310cB kposu (CMV DNA, Serum)* 765
A26.08.058.001 [310cnH Lintomeranosupyc, onpegenenne JHK B critoHe (CMV DNA, Saliva)* 565
LinTomeranosupyc, onpegeneHne JHK B cCNMMHHOMO3roBOM XNAKOCTH
A26.23.009.001 [310cmx |(CMV DNA, Cerebrospinal Fluid)* 565
LinTomeranosupyc, onpegenenvne HK B cekpeTe npocrtaTsl,
A26.21.010.001 |310cn aakynaTe (CMV DNA, Prostatic Fluid, Semen)* 565
Lintomeranosupyc, onpegeneHne JHK B cockobe anutenmanbHbIX
KneTok yporeHuTtansHoro Tpakta (CMV DNA, Scrape of Urogenital
A26.21.010.001 |310ypo Epithelial Cells)* 555
Lintomeranosupyc, konmdyecteseHHoe onpegenenne AHK
A26.05.017.002 |3156 (Cytomegalovirus, DNA) B CbIBOPOTKE KPOBU 670
10.70. SnwTenHa-bapp BMpyCHaa MHPEKLMA: BUPYC repneca
yenoseka 4 Tuna (Bupyc dnwrteirHa-bapp) (Epstein-Barr Virus, EBV,
EBV Infection)
Bupyc OnwrtenHa-bapp, onpeaenenne JHK B Boinote (EBV DNA,
A26.04.005.001 |351BnT Exudate)* 555
Bupyc OnwrtenHa-bapp, onpegenenne OHK B BeHo3HON kposu (EBV
A26.05.011 351kp DNA, Blood)* 690
Bupyc OnwtenHa-bapp, onpeaenerne OHK B moyue (EBV DNA,
A26.05.011 351moy  |Urine)* 550
Bupyc OnwrtenHa-bapp, onpepenexnne OHK B cockobe
anuTenuanbHbIX krneTok cnusmucton Hoca (EBV DNA, Scrape of Nasal
A26.05.011 351Hoc  |Epithelial Cells)* 550
Bupyc OnwrenHa-bapp, onpenenenne OHK B cockobe
anuTenuanbHbIX kneTok potornoTtku (EBV DNA, Scrape of Faucial
A26.05.011 351port Epithelial Cells)* 550
Bupyc OnwrtenHa-bapp, kavectBeHHoe onpeaenexne [JHK B
A26.05.011 351cB cbiBopoTke kposu (EBV DNA, Serum)* 780
Bupyc OnwrtenHa-bapp, onpepenexne [OHK B cntoHe (EBV DNA,
A26.05.011 351cnH  |Saliva)* 550
Bupyc OnwrtenHa-bapp, onpepenexnve OHK B cninHHOMO3roBowm
A26.05.011 351cmx  |xupgkoctu (EBV DNA, Cerebrospinal Fluid)* 550
Bupyc OnwrtenHa-bapp, onpepenexve [HK B cekpeTe npoctaThl,
A26.05.011 351cn agkynate (EBV DNA, Prostatic Fluid, Semen)* 550




A26.05.011

351ypo

Bupyc OnwrtenHa-bapp, onpeaenexnne OHK B cockobe
anuTenuanbHbIX KNeTok yporeHutanbHoro Tpakta (EBV DNA, Scrape
of Urogenital Epithelial Cells)*

550

A26.06.029.001

186

AHTUTEna knacca IgM k kancugHoOMy aHTUreHy BMpyca JniiTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM )

950

A26.06.031

187

AHTUTEna knacca IgG Kk sgepHomy aHTUreHy Bupyca dnwtenHa-bapp
(Anti-EBV Nuclear Antigen (EBNA) IgG )

910

A26.06.030

255

AHTUTEna knacca IgG kK paHHemy aHTUreHy Bupyca dnwTeriHa-bapp
(Anti-EBV Early Antigen (EA) IgG )

1035

A26.06.029.002

275

AHTUTena knacca IgG kK kKancmgHOMy aHTUreHy Bupyca OnLiTenHa-
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG )

1085

A26.05.011.002

3511

Bupyc 3SnwrtenHa-bapp, konnyectseHHoe onpeaenexve JHK B
cbiBopoTke kpoeu (EBV DNA, Serum)*

670

10.71. 9XxMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

229

AHTUTena knacca IgG k aHTureHam axuHokokka (Anti-Echinococcus
19G)

1095

11.1. Mukpobuonormyeckme uccnenoBaHua: Hecneumpuyeckme
BOCNanuTeNbHble 3a60/1€BaHNA PA3/IUUYHBIX JIOKaIM3aLnii
(Microbiological investigations)

A26.05.016.001

455H-0

AncbakTepunos KnLWeYHrKa ¢ onpeaeneHnemM YyBCTBUTENBHOCTH K
6akrtepuodharam (Stool Culture, quantitative. Intestinal bacterial
overgrowth. Bacteriophage Efficiency testing)

2 695

A26.20.008

447

WccnegoBaHme Ha GuoueHo3 Braranuila, onpeaeneHve
YYBCTBUTENBHOCTU K @aHTUMUKPOBHBLIM U @aHTUMUKOTUYECKUM
npenapaTtam (C MUKPOCKOMMEN HAaTUBHOIO npenapaTta, OKpaLLleHHOro
no pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of
Smear))*

2 480

A12.09.010

445

Mukpockonunyeckoe (bakTepmockonnyeckoe) nccregoBaHne mMaska,
okpalueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of
Smear)

825

A26.09.006

440

MoceB Ha MUKONNa3mbl, ONpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKPOBHBIM Npenapatam (Mycoplasma hominis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

2 050

A26.09.006

444

lMoces Ha ypeanna3mbl, OnNpeaeneHe YyBCTBUTENbHOCTU K
aHTUMKKPOOHBIM Npenapatam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2 050

A26.21.004

440/444

MoceB Ha MuKoNNasmMy n ypeannaswmbl, onpegeneHme
YyBCTBUTENBHOCTU K aHTUMMNKPOBHLIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2790

A26.20.008

452

MoceB Ha aHa3pobHyo MuKpodopy, onpeaeneHme
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam (Anaerobic
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

2 205

A26.20.008

474-A

MoceB paHeBOro 0TAENAEMOro 1 TKaHel Ha MUKpodopy,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1 660

A26.02.001

474-®

MoceB paHeBOro 0TAENAEMOro 1 TKaHel Ha MUKpodopy,
onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapartam u
6akrepnodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1770

A26.30.009

464-N

MoceB rpygHoro mosoka Ha mukpodnopy (Breast Milk Culture.
Bacteria Identification)

1225




A26.30.009

464-A

MoceB rpygHoro mornoka Ha Mukpodriopy, onpeaeneHve
YYBCTBUTENBHOCTM K aHTMMUKPOOHbLIM Npenapatam (Breast Milk
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)*

1600

A26.30.009

464-0

MoceB rpyaHOro Morioka Ha MUKpPoiopy, onpeaeneHme
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam u 6akrepuodaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1640

A26.14.003

475-A

MoceB xxenun Ha Mukpodhropy, onpeaeneHe YyBCTBUTENBHOCTU K
aHTUMUKpoOHbIM npenapaTam (Bile Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1560

A26.09.002.001

467-A

MoceB 0TAENAEMOro BEPXHUX AbIXaTeNbHbIX MYTEN HA MUKPOGIOpPY,
onpeaerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam
(oaHa nokanusauusi) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1805

A26.09.002.001

467-0

lMoces oTOENSAEMOro BEPXHMX AbIXaTeNbHbIX NyTeN Ha MUKPOIopy,
onpegernexHne YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
6akrtepuodharam (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1955

A26.28.003

441-A

MoceB Moun Ha MUkpodbriopy, onpeaenexHe YyBCTBUTENbHOCTU K
aHTMMKKPOOHBIM Npenapatam (Urine Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1570

A26.28.003

441-p

lMoceB Moun Ha MUKpoOopy, onpeaeneHe YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOGHLIX npenapaTtoB (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

A26.28.003

441-0

lMoceB Moun Ha MUKpodbiopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBIM Npenapatam u 6akrepuodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

1 860

A26.26.004

465-A

MoceB oTaensemoro rmas Ha MUKpodiopy, onpeaerneHne
YyBCTBUTENBHOCTU K aHTUMMNKPOBHLIM NpenapaTtam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1740

A26.26.004

465-P

MoceB oToensiemMoro rnas Ha MUKpodriopy, onpeaeneHme
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtos (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

2 690

A26.26.004

465-0

MoceB oToensiemMoro rnas Ha MUKpodriopy, onpeaeneHme
YyBCTBUTENBHOCTU K aHTUMMKPOOHBIM NpenapaTtam v 6akrepunodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2125

A26.21.014

446-A

[MoceB Ha MUKpPOhSIOPY OTAENAEMOro NoslIoBbIX OPraHoB,
onpegeneHe YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM NMpenapartam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1720

A26.21.014

446-P

[MoceB oTAENsIE€MOro NOMNOBLIX OPraHOB Ha MUKPOOIIOPY,
onpeaereHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMeKTpy
aHTUMUKPOOHLIX NpenapaToB (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 690

A26.21.014

446-0

MoceB oTAensemMoro NoNoBbIX OpraHoB Ha MUKPOdopy,
onpegernexHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenapartam u
H6akteprodaram (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1775

A26.25.001

473-A

MoceB oTaensiemMoro ywen Ha MMKpodnopy, onpeaenexHve
YyBCTBUTENBHOCTU K aHTMMKKPOGHbLIM npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1875




A26.25.001

473-0¢

MoceB oToensemoro ywen Ha Mukpodnopy, onpegenexve
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam v 6akrepunodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2 050

A26.01.001.001

477-A

[MoceB NyHKUMOHHOrO Matepuana Ha MUKpodpnopy, onpeaeneHvne
YYBCTBUTENBHOCTM K aHTUMUKPOOHBLIM Npenapatam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1695

A26.09.005.001

472-A

[MoceB MOKpPOTbI M TPaxeobpOHXMANbHbIX CMbIBOB HAa MUKPOGSIOpY,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOBHbLIM npenapartam v
MUKpockonuen maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

1740

A26.19.077.001

481

AgeHoBupyc (Adenovirus), ouapenHblin CUHOPOM, aHTUIeHHbIA TECT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1395

A26.19.020

484

Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbIn Tect
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1370

A26.05.001

438-A

MoceB. kpoBU 1 BUoXMAKOCTEN Ha adpObHY0 U aHadPObHYLo
MUKpodpriopy, onpeaeneHe YyBCTBUTENbHOCTN K aHTUMUKPOOHbBIM
npenapaTam (Blood Culture, Biofluids Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2 540

A26.19.084

402

KamnunobakTtep, AnapenHbl CUHAPOM, BbISBIIEHWE aHTUreHa B Karne,
nmmyHoxpomaTtorpacumsa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1355

A26.21.002

403

"oHOpes, BbisiBNeHne aHTureHa, uMMmyHoxpomatorpadums (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1095

A26.28.010

405

JlernoHenna, BbISIBNEHME aHTUreHa B MoYe, MMMyHoXpoMaTorpadus
(Legionella pneumophila, One step rapid immunochromotographic
assay, antigen, urinae)

1875

A26.21.052

407

Xnamuamu, BbisIBieHNe aHTUreHa B Maskax yporeHUTanbHoro Tpakra,
ummyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 965

A26.28.001

408

[MHEBMOKOKK, BbISIBIEHME aHTUIeHa B MoYe, MMMYHOXpomMaTorpagus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

2040

A26.19.072.001

409

OHTEpOBMPYC, BbISIBIEHNE aHTUreHa B Kare, MMMyHoxpomMaTorpadms
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

1405

A26.08.039

411

PecnupatopHo-cnHunTransHbei Bupyc (PC-nHdekums), BbigBreHue
aHTureHa, uMmMmyHoxpomarorpacdus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

1195

A26.23.005

453

MoceB rmHekonormyeckoro matepuana Ha nuctepum (Listeria
monocytogenes, nuctepno3s) (Listeria monocytogenes Culture.
Bacteria Identification)

1170

A26.19.004

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHunos,
onpegeneHne YyBCTBMTENBHOCTM K aHTUMUKPOOHBIM Npenapartam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1695

A26.19.084

461

MoceB kana Ha kamnunobaktep (Campylobacter spp.)
(Campylobacter spp., Stool Culture. Bacterial Identification)

1695

A26.19.086

462

Moces Ha knoctpuamm (Clostridium difficile, nceBgomembpaHo3HbI
konuT) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1695

A26.19.089

463

PoTtaBupyc (Rotavirus), onaperHbii CUHOPOM, aHTUIEeHHbIA TECT
(Rotavirus Direct Detection by Latex Agglutination)

960




A26.01.001

466

lMoceB Ha GeTa-reMonMTUYECKUIA CTPEMTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

1 050

A26.08.001

469

Moces Ha audpteputo (Corynebacterium diphtheriae Culture)

1195

A26.09.010

470

lMoceB oTaoensiemoro poTtornoTku Ha 6opaeTtennel (Bordetella
pertussis/parapertussis, kokntowi/napakoknowl) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

2020

A26.08.003

471

[MoceB Ha MEHMHIOKOKKW, onpeaenieHe YyBCTBUTENbHOCTU K
aHTUMUKpOOHbIM npenapaTam (Neisseria meningitidis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1150

A26.19.060.001

482

Kpuntocnopuguun napsym (Cryptosporidium parvum), anapenHoiii
CUHAPOM, aHTUreHHbIn TecT (Cryptosporidium parvum. One Step
Rapid Immunochromotographic Assay)

1345

A26.19.096

483

Jlam6nun (Giardia liamblia), anaperiHbii CUHOPOM, aHTUIEeHHbIN TeCT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

1310

A26.19.093

485

WccnepoBaHme Ha kuweyHyo nanodky (Escherichia coli O157:H7,
3Leprxmo3), AnapenHbln CUHAPOM, aHTUreHHbln TecT (Escherichia
coli O157:H7. One Step Rapid Immunochromotographic Assay)

2 355

A26.08.018

487

CTpenToKOKK rpynnbl A, aHTUreHHbIN TeCT (OTAeNAeMoe pOTOrfoTKM)
(Streptococcus Group A. One Step Rapid Immunochromotographic
Assay)

1405

A26.20.049

488

CTtpenTokokk rpynnbl B, aHTureHHbin tect (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1395

A26.01.001

454-T1

MoceB Ha 6eTa-reMonNUTUYECKUIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria ldentification)

1010

A26.19.009

442

Moces Ha gpoxokenogobHble rpudbl (pogos Candida, Cryptococcus) ¢
onpegeneHnem YyBCTBUTENMbHOCTU K aHTUMUKOTUYECKMM NpenapaTtam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1225

A26.01.001

454-A

lMoces Ha 6eTa-reMonNUTUYECKUA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegeneHue
YYBCTBUTENBHOCTM K aHTMMUKPOOHBIM Npenapatam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1 360

A26.19.086

457-1

MoceB Ha naToreHHyto kuweyHyto dropy (Stool Culture (Salmonella
spp., Shigella spp.). Bacteria Identification)

1225

A26.19.086

457-

[MoceB Ha NaToreHHyo KMLLeYHyo dopy, onpegeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6akteprodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2100

A26.19.086

458-A

MoceB Ha knwe4Hyto nanoyky (Escherichia coli O157:H7,
aLlepunxnos), onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapatam (Escherichia coli O157:H7 Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1260

A26.19.086

458-0

MoceB Ha knwe4Hyto nanoyky (Escherichia coli O157:H7,
aLlepunxnos), onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapatam n 6aktepunodaram (Escherichia coli O157:H7 Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)

1375

A26.01.001

459-A

MoceB Ha 3onoTuCTbIN cTadhmnokokk (Staphylococcus aureus),
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM npenapartam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1325




A26.01.001

459-N

MoceB Ha 3onoTnCThIN cTadmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1085

A26.01.001

459-0

MoceB Ha 3onoTuCThIN cTadmnokokk (Staphylococcus aureus,
onpegeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapartam 1
6akTtepunodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

1430

A26.08.015

466-A

[MoceB Ha 6eTa-reMonUTUYECKUA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpeaeneHue
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1345

A26.01.001

468-A

lMoceB Ha 30M0TUCTLIN CTAUIOKOKK (METULNINNH-PE3NCTEHTHbIN
3onoTtuctein ctacunokokk, MP3C) (Staphylococcus aureus),
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapaTtam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1445

A26.01.001

468-11

lMoceB Ha 30MOTUCTLIN CTAUNOKOKK (METULMITIIUH-PE3NCTEHTHbIV
3onoTtuctbin ctacunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria |dentification)

1170

A26.01.001

468-0

lMoceB Ha 30MOTUCTLIN CTAUNOKOKK (METULMITIIUH-PE3NCTEHTHbIV
3onoTtuctbin ctacunokokk, MP3C) (Staphylococcus aureus),
onpegernexHne YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
bakrepuodharam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1485

A26.19.080

457-A

lMoceB Ha NaTOreHHyto KNLWEeYHyo dnopy, onpeaeneHue
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

1640

12.1. KomnneKcHble MMMYHONOrMYecKue nccneaoBaHumA
(Comprehensive Immunological Examination)

A12.30.012

192

MmmyHonormnyeckoe o6cnegoBaHune pacwmpeHHoe (Immunological
Survey Extended)

BT

A12.30.012

191

MmmyHonormnyeckoe obcnegoBaHue ckpuHuHrooe (Immunological
Survey, Screening)

8 465

A12.30.012.007

1310

darouuTapHasa akTMBHOCTb nenkounToB (Phagocytic Activity of
Leucocytes)

2 045

A12.06.001

4192

PeHoTMNMpoBaHne NMMAOLMTOB (OCHOBHbIE cybrnonynauun) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3,
CD4, CD8, CD19, CD16, CD56)

4 790

A12.06.001.002

4193

CD4+ T-numdountsbl, % 1 abcontoTHoe konmdecTBo (T-xennepsl,
CD4+ T-cells, Percent and Absolute)

3135

A12.06.001.005

4194

B-numdpoumntsl, % n abcontoTHoe konuyectso (CD19+ numdounTsl,
B-cells, Percent and Absolute)

3 260

A12.06.001

1311

AkTnBupoBaHHble numdoumnTel (CD3+HLA-DR+, CD3-HLA DR+)
(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*

3790

A12.06.001

1312

CnocobHocTb numdountoB k aktnBauun (Lymphocyte Activation
Ability)

4540

A09.05.074

1235

Limpkynupytowmne nmmMmyHHble komnnekcbl (LIWK) obwue (Circulating
Immune Complexes (CIC) Total)

1515

A26.21.002

449

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi), onpegeneHune
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM nNpenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1150

12.2. UmmyHornobynuHbl obwume (Immunoglobulins, Total)

A09.05.054.002

45

MmmyHornobynuHel knacca A (Immunoglobulin A, IgA)

565




A09.05.054.003 (46 MmmyHorno®ynumHel knacca M (Immunoglobulin M, IgM) 560
A09.05.054.004 (47 UmmyHornobynuHel knacca G (Immunoglobulin G, 1gG) 565
12.3. Cneuunduueckume 6enkum (Specific Proteins)

B03nHOGUNbHLIN KaTMOHHLIA 6enok (Eosinophil Cationic Protein,
A09.05.234 948 ECP) 1495
12.4. KomnoHeHTbl KomnnemeHTa (Complement Components)
KomnoHeHTbI cucteMbl komnnemeHTta C3, C4 (Complement
A09.05.075 193 components C3, C4) 1170
C3 KomnoHeHT cuctembl komnnemeHta (Complement Component
A09.05.075.001 |1315C3 |C3) 715
C4 KomnoHeHT cucteMmbl komnnemeHta (Complement Component
A09.05.075.002 |1316C4 |C4) 715
Cunctema koMnnemeHTa: oLeHKa pyHKUMOHaNbHOM akTUBHOCTH
A09.05.075 1534 (CH50) (Functionality Test of Complement (CH50)) 1750
A12.06.014 836 Murmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 580
12.5. UutoKkuHbl (Cytokines)
A12.05.108 210 UuTtepnenkmH-1? (U1-1?) (Interleukin 1 Beta, IL-1) 2 695
A12.05.108 211 NHtepnenknH-6 (UI1-6) (Interleukin 6, IL-6) 2 665
A12.05.108 212 UHTtepnenknH-8 (UJ1-8) (Interleukin 8, IL-8) 2 705
A12.05.109 213 NHtepnenknH-10 (UJ1-10) (Interleukin 10, 1L-10) 2 705
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha,
Al12.06.073 214 TNF-?, Cachectin) 2 680
13.1. UnuTepdepoHoBbIi cTaTyc (Interferon Status)
WccnepnoBaHne nHTepcepoHoBoro ctatyca (Study of Interferon
A09.05.074 1043 Status) 7145
13.2. UHTeppepoHOoBbIN CTaTyC (4 NOKa3aTens) c onpeaeneHnem
YyBCTBUTE/NILHOCTU K NpenapaTtam uHtepdepoHa (Interferon Status
(4 Parameters))
A09.05.035 1044 WHrapoH (Ingaron) 2 825
A09.05.035 1047 PeadbepoH (Reaferonum) 2825
13.3. UHTepdepoHoBbIN cTaTyC (4 NnOKasaTensa) ¢ onpeaeneHnem
YYBCTBUTENbHOCTU K UHAYKTOPAM MHTepdepoHa (Interferon Status
(4 Parameters))
A09.05.035 1050 AMUKcUH (Amixin) 2 825
A09.05.035 1051 Karouen (Kagocel) 2 825
A09.05.035 1052 Heosup (Neovir) 2 825
A09.05.035 1054 LinknodepoH (Cycloferonum) 2 825
13.4. UHTepdpepoHOBbIN CTaTyC (4 NOKasaTens) c onpepeneHnem
YyBCTBUTENbHOCTU K UMMyHOMogynatopam (Interferon Status (4
Parameters))
A09.05.035 1055 ManasuT (Galavit) 2 825
A09.05.035 1064 M3onpuHo3uH (Isoprinosine) 2 825
A09.05.035 1057 UmmyHan (Immunal) 2 825
A09.05.035 1058 MmyHodbaH (Imunofan) 2 825
A09.05.035 1059 MmmyHomake (Immunomax) 2 825
A09.05.035 1066 MmyHopuke (Imunorix) 2 825
A09.05.035 1060 Jlukonna (Licopid) 2 825
A09.05.035 1148 MaHaswup (Panavir) 2 825
A09.05.035 1061 MonuokcmaoHui (Polyoxidonium) 2 825
A09.05.035 1062 TaktmBuH (Tactivinum) 2 825
A09.05.035 1063 TumoreH (Thymogen) 2 825
14.1. CuctemHble 3abonesaHna coegUHUTENbHOMU TKaHU
(Connective-Tissue Diseases, CTDs)
AHTUAOepHble aHTuTena (AAA, aHTUHyKNeapHble aHTuTena),
A12.06.061 125 ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening) 1640




A12.06.010

126

AHTuTEena knacca IgG k asycnvpanbHoi HatneHon [IHK (aHTn-gcOHK
IgG, aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-
dsDNA IgG)

1585

A12.06.010

1267

AHTUHYKNeapHbIn hakTop, HEp-2 cybeTtpat (AHO, TuTpsl,
aHTVHYKINeapHble aHTUTena MeTogom HeNpsiMon
MMMyHOnropecueHunn Ha npenapaTtax HEp-2-knetok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-
Nuclear Antibodies detection, FANA, Titers)

1765

A12.06.010

1586ADN

AnTtutena k ocAHK B cbiBOpOTKE KpOBW, NOATBEPXKOAOLMNIN TECT C
ucnonb3oBaHnem cybctpaTta Crithidia luciliae, 1IgG, meTogom
Henpsimor ummMmyHodntoopecueHuun (Crithidia luciliae indirect
fluorescent test (CLIFT))

1495

A12.06.061

825

AHTUTEna knacca IgG K akcTparmpyemMomMy HyKrneapHOMY aHTUreHy
(BHA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein
Antibodies, Anti-RNP)

1440

A12.06.025

826

[MaHenb aHTUMHYKNeapHbIX aHTUTEN NpU cknepoaepMmunn (pasaensHoe
onuncaHue aHTuten K aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, gpunbpunnapud, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummyHobnoT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dubpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR,
Ro0-52, Immunoblotting)

5345

A12.06.010

827

AHTUHYKNeapHble aHTuTena (pa3gensHo Sm, RNP/Sm, SS-A (60
k[a), SS-A (52 k[1a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), UMmyHOGNOT
(ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-
70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P,
AMA-M2, Anti-Jo-1, Immunoblotting)

4 425

A12.06.010

956

AHTuTena knacca IgG k Hykneocomam (aHTUsSIAepHble aHTUTENa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening)

1560

B03.070.477

4059

CkpuHUWHT 6oneaHer coegnHuTenbHorm TkaHn (AT kK QHA,
aHTVHykneapHbin daktop (AH®D))

2705

B03.070.475

4060

CucteMHas KpacHast BonyaHka, oocnegosaHue (AT K Hykneocomam,
AT Kk kapanonunuHy, 1gG; AT k kapavonununy, lgM; aHTUHyKNeapHbIn
daktop (AHD))

5420

A12.06.010

4061

OundpdepeHunansHasa anarHoctuka CKB u gpyrnx pesMaTuyeckmx
3abonesaHun (AT K Hykneocomam, aHTUHyKneapHbIn daktop (AH®))

2820

B03.070.470

4069

Mpodunb «CnctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT
aktnBHocTu (aHTu-ac-OHK IgG, C3, C4 KOMNOHEHTLI KOMMIEMeHTa)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA IgG, C3 and C4 complement components) )

1965

14.2. AuTudpocdonmnugHbii cuHgpom (Antiphospholipid
Syndrome, APS)

A12.06.030

137/138

AHTuTena knaccos IgM un 1gG k docconununaam (Anti-Phospholipid
Antibodies, APA, IgM, 1gG)

1495

A12.06.075

966/74

AHTuTena knaccos IgG u IgM k docpatuagnncepury (Anti-
Phosphatidylserine, IgG, IgM)

2 310

A12.06.029

967

AHTUTena knaccos IgA, IgM, 1gG k KapauonunuHy, CKPUHUHF
(Cardiolipin Antibodies IgA, IgM, IgG, aCL, Screening)

1545

A12.06.029

968

AHTuTena knacca IgA k kapanonununy (Anticardiolipin IgA, aCL IgA)

1820

A12.06.029

969

AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin 1gG, aCL IgG)

1560

A12.06.029

997

AnTuTena knacca IgM k kapgvnonunuiy (Anticardiolipin IgM, aCL IgM)

1540




A12.06.051

1284

AHTuTEena knaccos IgG, IgA, IgM k 6eTa-2-rnukonpoTenHy 1,
cymmapHo (Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, 1gG, IgA,
IgM, Total)

1535

A12.06.065

1341

AnTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV,
I9G)

1885

A12.06.065

1342

AHTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV,
IgM)

1885

A12.06.029

4062

AT k kapguonunuHy, 1gG, IgM

2 585

A12.06.030

4063

IunarHoctmka BTOPUYHOro aHTudoconmnmuaHoro cuHgpoma (AH®,
AT K kapanonununy, 1gG, IgM)

4 090

A12.06.030

4064

AHTUOCHONMNUAHBLIA CUHOPOM, Pa3BePHYTOE Ceponornyeckoe
unccneposaHue (AH®; AT k kapanonununy, IgG, IgM; AT k 6eTa-2-
rnukonpoTenHy 1)

5440

14.4. PeBMaTOUAHbDbIM apTPUT, NOpPaXKeHUA CyCTaBOB
(Antiphospholipid Syndrome, APS)

A12.06.052

1204

AHTUTENA K LMKNIMYECKOMY LUTPYNInHMpoBaHHomy nentuay (ALLIM)
(Anti-Cyclic Citrullinated Peptide, anti-CCP)

2 055

A12.06.063

965

AnTuTena knacca IgG k kepaTuHy (AHTUKEPATUHOBbLIE aHTMTeNa,
AKA, AHTndmnarrpmHoBble aHtutena, A®A) (Anti-Keratin Antibodies,
AKA, Anti-Filaggrin Antibodies, AFA, IgG)

2795

A12.06.062

1332

AHTUTENa knacca IgG k mognundmpoBaHHOMY
LUUTPYMIMHUPOBaHHOMY BUMeHTUHY (aHTu-MLB) (Anti-Mutated
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified
Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, IgG)

2 055

A09.05.054

1333

PesmaTtoungHbin daktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

1505

A12.04.001

808

KpucTtannbl B Ma3ke CMHOBUAMbHOW XXUOKOCTM (MOHOYpaT HaTpus,
nupodocdat kanbuua) (Synovial Fluid Smear, Crystals)

2170

A09.04.005

1536

OnuromepHbIi MaTpuKCHbIN 6enok xpswa (Human Cartilage
Oligomeric Protein, COMP)

3 260

A12.06.019

44

PesmatoungHein paktop (P®) (Rheumatoid Factor, RF)

750

14.5. BackyauTbl 1 nopaxkeHua nouek (Vasculitis and Renal
Lesions)

A12.06.024

807

AHTuTena knacca IgG k 6asanbHon membpaHe Kry6o4KOB NOYeEK
(aHTn-BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM,

IgG)

2 150

A12.06.037

970

AHTuTena knacca IgG k untonnasme Hentpocunos (AHLA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgG)

3 555

A12.06.030

812

AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro sHooTenua
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG,
IgA, IgM, Total)

2 255

A12.06.030

822

AnTuTena knaccos IgG, IgA, IgM k peuentopy docdonunassl A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies,
Anti-PLAZR, IgG, IgA, IgM, Total)

4110

A12.06.037

823

AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO)
(Myeloperoxidase Antibody, MPO)

1560

A09.05.075

837

AHTuTena knacca IgG k C1q daktopy komnnemeHTa (Anti-
Complement 1g Antibodies, Anti-C1q, 1gG)

2185

A09.05.054

955

AHTuTena knacca IgG k npotenHase-3 (aHTN-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1560

A12.06.037

821

MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUNBbHBIX aHTUTEN
(maHenb aHTureHoB AHUA), 1Ig9G (Anti-Neutrophil Cytoplasmic
Antibodies, ANCA, 1gG, Panel)

3 840

A12.06.037

4065

[narHocTtrka rpaHynemMaTo3HbIX BacKyNIMTOB (QHTUHYKIEapHbI
daktop (AH®), AT k yutonnasme Hentpodunos (AHLA/pANCA,
CANCA), IgG)

3730




B03.070.474

4066

InarHocTtuka GeicTponporpeccupytoLero rnomepynoHedputa (AT K
6asanbHoM MeMbpaHe knyboukoB novek, AT Kk uutonnasme
Hentpodunos (AHLIA/pANCA, cANCA), IgG)

4 080

A12.06.037

4067

[drarHocTrka ayTOMMMYHHOIO Nopa)XeHus noYvek (aHTUHyKNeapHbIn
daktop (AH®D), AT k 6azanbHon membpaHe knyboykoB noyek, AT k
umTtonnasme Hentpodunor (AHLIA/pANCA, cANCA), I1gG)

5500

14.6. AyTOMMMYHHbIE 3HAOKPUHONATUMN: CaXapHbi anabert 1-ro
tvna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

201

AHTuTena knacca IgG k 6eTa-kneTkam noaxenynovHowm xenesbl (Anti-
Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)

1980

A12.06.020

202

AHTuTena knacca IgG k rnyramartaekapbokcmnase (aHTM-GAD) (Anti-
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, 1gG)

2110

A09.23.014

202CMX

AnTtuTena k GAD (rnytamartaekapbokcunase), IgG, nukeop (Anti-GAD
(glutamic acid decarboxylase), 19G, CSF)

2 460

A12.06.039

200

AnTtutena knacca IgG k uHcynuHy (Insulin Autoantibodies, 1AA, IgG)

1390

A12.06.020

1285

AHTUTENa K TMpo3uHdocdartase (IA-2) (Islet Antigen 2 Antibodies,
Anti-lIA2 Antibodies, |IA-2 Ab, Tyrosine Phosphatase Antibodies)

2 140

A12.06.020

1286

AHTUTENa K aHTUreHaMm KneTok nomkenyaoyHom xenesbl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

2125

14.8. AyTOMMMYHHbI€ SHAOKPUHONATUMN: NOPAXKEHUE
HaANOYEe4YHMKOB, ayTOMMMYHHAA natoaorua roHas (Autoimmune
adrenal and gonadal insufficiency)

A12.06.071

1209

AHTuTena knaccos IgA, IgM, I1gG k TkaHW AnYHKKa
(aHTnoBapuanbeHble aHTMTENA), cymmapHo (Anti-Ovarian Antibodies,
AOA, IgA, IgM, IgG, Total)

2 455

A12.06.033

1287

AHTuTEena knaccos IgA, IgM, IgG k cTtepongnpoayumnpyoMm KneTkam
HagnoueyHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies,
StCADb, Steroidal Cell Autoantibodies, SCA, 1gA, IgM, IgG, Total)

1705

A12.06.033

1290

AHTUTena knaccos IgA, IgM, 1gG k cTeponanpoayuupyoLWnM KneTkam
aundka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular
Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell
Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

2 040

A09.05.054

1291

AHTUTENA K CTEepOMANPOAYLIMPYIOLLNM KIeTKam penpoayKTUBHbIX
TkaHel (Reproductive tissue steroid-producing cells Antibodies)

3 485

14.9. AyToummyHHble 3aboneBaHusa Koxu (Autoimmune Skin
Diseases)

A12.06.030

809

AHTuTena knacca IgG k 6asansHon membpaHe koxu (Basement
Membrane Zone Antibodies, BMZ, 1gG )

2720

A12.06.030

813

AHTUTEena knacca IgG k gecmocomam anngepmmca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3
Antibodies, IgG)

2720

A09.05.054

1298

AHTuTena knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1
Antibodies, IgG)

2810

A09.05.054

1330

AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2720

A09.05.054

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, I1gG)

2 855




Mpodounb «narHocTuka OynnesHbix gepmaTto3oB (AT k gecmocomam
anuaepmuca, AT k 6a3anbHon membpaHe koxu)» (Bullous
Dermatosis Diagnostics profile (antibodies to epidermis

A09.05.054 4054 desmosomes, antibodies to skin basal membrane)) 4 820
14.10. AyToMMmMyHHbIe NOpPaXKeHUA Kenya04YHO-KULLEYHOTro
TpakTta. Lleanakua (Autoimmune Disorders of Gastrointestinal
Tract (Gl Tract, GIT). Coeliac Disease)

A12.06.066 972 AHTuTEna K aHgomusnio, IgG (Anti-Endomisial Antibodies, IgG, EMA) | 1 840
AHTUTEna knacca IgA K 3HOOMU3MIO (aHTUSHAOMU3NIHBIE aHTUTENa,

A12.06.066 810 ASMA) (Anti-Endomysial Antibodies, Anti-EMA, 1gA) 1750
AHTuTena knaccos IgA, 1gG, IgM k napueTtanbHbIM KneTkam xenyaka
(ATTKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-

A12.06.026 805 Parietal cell antibodies, APCA, IgA, IgG, IgM, Total) 2 050
AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin

A09.05.054 971 Antibodies, ARA, IgA, 1gG, Total) 1880
AHTUTEna knacca IgG kK geamnanpoBaHHbIM NeNTUAam rmmaguHa

A12.06.055 270 (Anti-Deaminated Gliadin Peptide, Anti-DGP, 1gG) 1335
AHTUTEnNa knacca IgA k feaMnamMpoBaHHbIM NenTuaam rmuagmHa

A12.06.055 271 (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA) 1335
AHTUTENa Knacca IgA k TkaHeBow TpaHcrntoTammHase (Anti-Tissue

A12.06.056 1282 Transglutaminase Antibodies, Anti-tTG, tTGA, I1gA) 1505
AHTUTEna knacca IgG k TkaHeBon TpaHcrnoTamuHase (Anti-Tissue

A12.06.056 1283 Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG) 1445
AHTUTEna knacca IgG k BHyTpeHHemy chakTopy Kactna (Anti-Intrinsic

A12.06.026 817 Factor, IFAb, Intrinsic Factor Antibodies, IgG) 2010
AHTUTEnNa knacca IgG Kk caxapomuueTam (guarHoctTuka 6onesHu

A12.06.026 1335 KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG ) 1505
AHTUTENa Knacca IgA k caxapomuueTam (guarHoctrka 6onesHu

A12.06.026 1336 KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA ) 1505
AHTUTena knacca IgA k uMtonnasme Hertpodunos (AHLA) (Anti-

A12.06.037 1337 Neutrophil Cytoplasmic Antibodies, ANCA, IgA) 1545
OnarHoctuka ayToMMMyHHOro naHkpeatuTa u apyrux 1gG4-
accoumunpoBaHHbIx 3abonesaHui (Diagnosis of Autoimmune

A09.05.054 944 Pancreatitis and other IgG4-Related Diseases) 2 495
CepogmarHocTvka ayTOMMMYHHOIO racTpuTa U NepHULMO3HON
aHemum (AT K napueTanbHbIM KneTkam xxenyaka; AT K BHyTpeHHeMy

A12.06.026 4055 dakTopy Kactna) 3750
CepogumarHocTtuka 6onesnu KpoHa n Hecneunduyeckoro si3BEHHOro
konuTa (HAK) (AHLA/pPANCA, cANCA, IgG; AHUA/ANCA, IgA;

A09.05.054 4056 ASCA, IgG, IgA) 5990
Llennakus, ceponormdeckas guarHoctuka (AT k aHgomuauto, IgA; AT

A12.06.066 4058 K TKaHeBOWN TpaHcrnytamuHase, IgA, IgG; IgA obw.) 4 580
AHTUTena knaccos IgA u IgG k 6okanoBuaHbIM KNeTKaM KuLeYHrKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG,

A12.06.026 1530BKK |Total) 2 480
AHTuTena knaccos IgG n IgA k GP2 aHTuUreHy ueHTpoaLumHapHbIX

A12.06.020 1531AALIK kneTok nomkenygoyHon xenesbl (Anti-GP2) 2 345
AHTUTEnNa K auMHapHbIM KneTkam noaxenyaoyHon xenesol, 1IgG u IgA
CYMMapHO (aHTMUTEeNa K 3K30KPUHHOM YacTu NogXenyao4HoN Xeneasbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies,

A12.06.020 1532AIMK |PAB) 1495
14.11. AyToMmmMMyHHble nopaxeHua nedyeHu (Autoimmune Liver
Diseases)

AHTuTena knaccos IgA, 1gG, IgM k mutoxoHapuam
(AHTMMUTOXOHApPMWAnbHblEe aHTUTEna, AMA), cymmapHo (Anti-
A12.06.035 804 Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total) 2160




A12.06.025

806

AHTuTEena knaccos IgA, 1gG, IgM k rmagkon myckynatype, CyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, IgG, IgM, Total)

2070

A12.06.036

819

AHTUTENA K MMKPOCOMaM MeveHn 1 noyek, cymmapHo IgA+igG+igM
(anti-liver kidney microsomal antibody, anti-LKM, 1gG+IgM+ I1gA)

2 065

A12.06.024

1288

MaHenb aHTUTEN KNacca IgG npy ayToMMMyHHbIX 3aboneBaHnsax
neyveHun (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-
1, LC-1, SLA/LP, SSA/R0-52), ummyHoOnoT (Autoimmune Disease
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-
1, SLA/LP, SSA/R0-52, 1gG, Immunoblotting)

4 295

A12.06.024

1289

AHTuTena knacca IgG k acnanornMkonpoTeMHOBOMY peLenTopy (aHTu
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, IgG)

2040

14.12. AyToMMMyHHble HeBpoaoruyeckue sabonesaHus
(Autoimmune Neurological Disoders)

A12.06.021

936

AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHoO
(anarHocTtuka HempoonTukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,
Total)

3 555

A12.06.025

937

AHTUTena knacca IgG k ckeneTHbIM MbiwamM (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

1685

A09.05.054

938

AHTUTena knaccos IgG u IgM k raHrnmo3aungam (naH-énot: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1la, GT1b, GQ1b,
cynbgatuabl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel,
Total)

6 490

A12.06.025

939

MwnosuT-cneundunydHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-
Specific Panel)

5030

A12.06.074

803

AHTUTEnNa K aueTunxonMHosomy peuentopy (AxP, agnarHoctuka
muacTteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

6 260

A12.06.021

953

AHTUHeNpoHanbHble aHTUTena knacca IgG (nanH-6not: Hu (ANNA1),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amcpuncnsnH) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), Amphiphysin))

6 260

A09.05.054

954

AnTtutena knacca IgG NMDA (N-meTtun-D-acnaptaT) rnyramaTtHoMy
peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies

IgG)

5030

A12.06.064

954CMX

AHTuTena k NMDA rnytamaTtHomy peuenTtopy, 1gG, onpegeneHuve B
nuksope (aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

5285

A12.23.001

4049

OnuroknoHanbHbI IgG B nMkBope (LepebpocnmHanbHOM XXNOKOCTI)
n cbiBopoTke kpoBu (Oligoclonal IgG, Cerebrospinal Fluid (CSF),
Serum)

6 085

A09.05.106.005

1541

CBobogaHble nerkune uenn MMMyHornobynnHoB kanna u namoéaa B
nuksope (Cerebrospinal Fluid Concentration of Immunoglobulin Free
Light Chains)

2 495

A12.06.021

1538

AHTUTENa K MnenuHy IgG, meton HeNpsiMo MMYHOITHOOPECLEHLUN
(Anti-myelin antibody, 19G, IF)

1920

A09.05.054

1581CB

AnTtutena k LGIM1 n CASPR2 (KOMMNOHEHTbI KOMMIEKca KanMesblX
kaHanos), IlgG, ceiBopoTka kpoBu (VGKC-associated proteins LGI1
and CASPR2 antibodies, serum)

7270

A09.05.054

1581CMX

AHTuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNMeKkca KanmeBblX
kaHanoB), IgG, nukeop (VGKC-associated proteins LGI1 and

CASPR?2 antibodies, CSF)

7270




AHTMHEeNnpoHanbHble aHTUTeNa, IgG, metog HenpsiMon
ummyHodnyopecueHuun (Neuronal antibodies, 1gG, Indirect

A12.06.021 1584AN |immunofluorescence (IIF)) 3900
AHTUTENA K MblLLEeYHO-Cneundmnyeckon TMposmHknHase (aHtu-MuSK)

B CbIBOpOTKe KpoBWU, (Muscle-specific tyrosine kinase (MuSK)

A12.06.021 1585MUSHantibody) 6 465
KomnnekcHoe uccrnegoBaHve s UCMONb30BaHWs B AMArHOCTUKE
paccestHHOro ckrepo3sa: onpegeneHne onuroknoHaneHoro IgG
(nvkBoOp, cbIBOpOTKA) M CBOOOAHbLIX NErkvx Lene MMMyHOrnoGynnMHOB

A12.06.021 1537 (nvksop) 6 265
14.13. AytoummyHHble 3aboneBaHUA Nerkux u cepaua
(Autoimmune Lung Diseases, Autoimmune Heart Diseases)

AHTUTEna knacca IgG k cepgeyHon Myckynatype (Muokapay),

A12.06.023 815 aHTUMunokapgmansHbele aHTutena (Anti-Heart Antibodies, 1gG) 1620
AKTUBHOCTb aHIMOTEH3NH-NpeBpaLlatowero depmeHTa (Ard)

A09.05.122 844 cbiBopoTkU KpoBwm (Angiotensin Converting Enzyme, ACE, Serum) 2 850
BocnanutenbHble mnokapguonatum (AT kK mutoxoHapusam (AMA), AT

A12.06.023 4068 K cepaeyvHon myckynaType) 3 255
14.14. UmmyHHble TpombouutoneHun (Immune
Thrombocytopenia, ITP)

AHTUTEnNa knacca K IgG TpomboumnTam, Henpsamown TecT (Platelet

A12.06.013 973 Antibodies 1gG, Indirect) 4 060
15.1. Annepronorunyeckune uccnefosaHusa, TeXHONOrmuA
ImmunoCAP (Allergy examination, InmunoCAP technology)

A09.05.118 6804E1 |Kowka, nepxotb (e1) IgE, ImmunoCAP 890

A09.05.118 6803E5 |Cobaka, nepxotb (€5) IgE, ImmunoCAP 1090

A09.05.118 6805F2 |Monoko kopoBbe (f2) IgE, ImmunoCAP 1310

A09.05.118 6809T3 |bepesa (t3) IgE, ImmunoCAP 1235

A09.05.118 6817D1 |Knew aomawHen noinn / D. pteronyssinus (d1) IgE, ImmunoCAP 1310

A09.05.118 6818D2 |Knew pomawHen nbinum / D. farina (d2) IgE, ImmunoCAP 1310

A09.05.118 6819H1 |domawHas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 1420

A09.05.118 6825H2 |OomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1420

A09.05.118 6830M6 |Alternaria alternata (m6) IgE, ImnmunoCAP 1420

A09.05.118 6831M3 |Aspergillus fumigatus (m3) IgE, ImmunoCAP 1420

A09.05.118 6832M1 |Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1430

A09.05.118 6834M2 |Cladosporium herbarum (m2) IgE, ImnmunoCAP 1420

A09.05.118 6835G6 |Tumodpeeka nyrosas (g6) IgE, ImmunoCAP 1310

A09.05.118 6836F1 |AwyHbin 6enok (f1) IgE, ImmunoCAP 1420

A09.05.118 6837F75 |AndHbIv xenTtok (f75) IgE, ImmunoCAP 1420

A09.05.118 6861E85 |Kypuua, nepo (€85) IgE, ImmunoCAP 1235

A09.05.118 6824E213 |lMonyrai, nepo (€213) IgE, ImmunoCAP 1265

A09.05.118 6874W6 |lMonbiHb 06bIkHOBEHHas (W6) IgE, ImmunoCAP 1 300

A09.05.118 6880F3 |Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP 1420

A09.05.118 6920W5 |lMonbiHb ropbkas (w5) IgE, ImmunoCAP 1340

A09.05.118 6869F4 |MweHuua (f4) IgE, ImmunoCAP 1420

A09.05.118 6870F93 |Kakao (f93) IgE, ImmunoCAP 1430

A09.05.118 6871F14 |CoeBble 606kl (f14) IgE, InmunoCAP 1420

A09.05.118 6872F13 |Apaxuc (f13) IgE, ImmunoCAP 1440

A09.05.118 6873F83 |Msco kypuubl (f83) IgE, ImmunoCAP 1440

A09.05.118 6875F49 |A6noko (f49) IgE, ImmunoCAP 1440

A09.05.118 6877F92 |BaHaH (f92) IgE, ImmunoCAP 1430

A09.05.118 6878F27 |loBsaguHa (f27) IgE, ImmunoCAP 1420
Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE,

A09.05.118 6879F45 |ImmunoCAP 1 440

A09.05.118 6881F25 |lMomuaop (f25) IgE, ImmunoCAP 1 505

A09.05.118 6882F33 |AnenbcuH (f33) IgE, ImmunoCAP 1420

A09.05.118 6884F7 |Ogec (f7) IgE, ImmunoCAP 1440

A09.05.118 6886F11 |[Ipeunxa (f11), IgE, ImmunoCAP 1495




A09.05.118 6887F35 |Kaptodens (f35) IgE, ImmunoCAP 1440
A09.05.118 6888F225 | TwikBa (f225) IgE, ImmunoCAP 1235
A09.05.118 6889F208 |JlumoH (f208) IgE, ImmunoCAP 1235
A09.05.118 6890F44 |3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP 1420
A09.05.118 6891F31 |Mopkossb (f31) IgE, ImmunoCAP 1440
A09.05.118 6892F9 |Puc (f9) IgE, ImmunoCAP 1430
A09.05.118 6893F26 |CeuHuHa (f26) IgE, ImmunoCAP 1450
A09.05.118 6894F24 |Kpesetka (f24) IgE, ImmunoCAP 1440
A09.05.118 6896F17 |PyHayk (f17) IgE, ImmunoCAP 1430
A09.05.118 6898F84 |Kueu (f84) IgE, ImmunoCAP 1145
A09.05.118 6903F210 |AHaHac (f210) IgE, ImmunoCAP 1145
A09.05.118 6908171 |Komap (i71) IgE, ImmunoCAP 1440
A09.05.118 6911C1 |MennumnvH G (c1) IgE, ImmunoCAP 1320
A09.05.118 6917K82 |Jlatekc (k82) IgE, ImmunoCAP 1320
A09.05.118 6919E81 |Osua, anutenui (e81) IgE, ImmunoCAP 1090
A09.05.118 6807F78 |KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2 875
A09.05.118 6806F76 |Anbda-nakransbymvH (nBos d4) (f76) IgE, ImmunoCAP 2 875
A09.05.118 6808F77 |Beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2 875
A09.05.118 6848F232 |OBanbbymuH, anbbymuH auyHbii, nGal d2 (f232) IgE, ImmunoCAP 2 875
A09.05.118 6849F233 |OBomykomng, nGal d1 (f233) IgE, ImmunoCAP 2 875
A09.05.118 6851K208 |JInsoumm snua, nGal d4 (k208) IgE, ImmunoCAP 2 875
B03.002.004 6822MX2 |Cmecb annepreHoB nnecenn (mx2) IgE, ImmunoCAP 1875
B03.002.004 6914FX5 |Cmecb getckux nuwieBbix annepreHoB (fx5) IgE, ImmunoCAP 1875

Cwmecb annepreHoB gomatuHen nbinm (Hollister-Stier) (hx2) IgE,
B03.002.004 6820HS |ImmunoCAP 1905
B03.002.004 6821TX9 |Cmecb annepreHoB nbinbubl gepeBbeB (1x9) IgE, ImmunoCAP 1815
B03.002.004 6838W X1 |Cmecb annepreHoB nbinbLbl COpHbIX TpaB (wx1) IgE, ImmunoCAP 1875

Cwmech NbinbLbl paHHeLBeTYLWMUX Nnyrosbix Tpas (gx1) IgE,
B03.002.004 6868GX1 |ImmunoCAP 1815
B03.002.004 6823MX1 |Cmecb annepreHoB nnecHeBbix rpubkos (mx1) IgE, ImmunoCAP 1575
B03.002.004 6883CF |Cmecb nuweBbix annepreHoB (fx15) IgE, ImmunoCAP 1875
B03.002.004 6802PH [|Phadiatop ImmunoCAP, IgE 3 865
A09.05.118 6810T215 |bepesa 6opogasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP| 2 875
A09.05.118 68117221 |bepesa 6opoaasyartas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2 875
A09.05.118 6812G213|Tumodpeeka nyrosas, rPhl p1, rPhl p5 (9g213) IgE, ImmunoCAP 2 875
A09.05.118 6813G214|Tumodeeka nyroeas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 3 060

AmMOBpo3us Bbicokasi, nonbIHONMCTHas, nAmb a1 (w230) IgE,
A09.05.118 6814W230ImmunoCAP 2 875
A09.05.118 6815W231|MNonbiHb 06bIkHOBEeHHas, nArtv1 (w231) IgE, ImmunoCAP 2 875
A09.05.118 6816W 233 lMonbiHb 06bIkHOBEHHas!, NArtv3 (w233) IgE, ImmenoCAP 2 985
A09.05.118 6841E94 |Kowka, rFel d1 (e94) IgE, ImmunoCAP 2 875
A09.05.118 6843E101 |Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 875
A09.05.118 6844E102 |Cobaka, rCan f 2 (€102) IgE, InmunoCAP 2 845
A09.05.118 6846M229]|Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2 875

Bblunin cbIBOPOTOYHbIN anbbyMuH, nBos d6 BSA (e204) IgE,
A09.05.118 6847E204 |ImmunoCAP 2 875
A09.05.118 6855F353 |Cos, rGly m 4/PR-10 (f353) IgE, InmunoCAP 2 875
B03.002.004 6801PI Phadiatop Infant InmunoCAP, IgE 3295

15.2. UmmyHornobynuH E obwuii (IgE, Total)

MmmyHorno6ynuHel knacca E (o6wwuin IgE, nmmyHornobynmH E
A09.05.054.001 |67 o6wwmin) (Immunoglobulin E Total, IgE Total) 870

15.3. OnpeaeneHune cneynduyeckux Igk: KomniekcHbie

annepronaHenu (Determination of Specific IgE: Comprehensive

Allergy Panels)
B03.002.004 665 MaHenb pasHblie anneprensbl, IgE (Panel Different Allergens, IgE) it
B03.002.004 670 MaHenb negmatpuyeckas, IgE (Pediatric Panel, IgE) HHAHRRHR




B03.002.004 666 MaHenb pecnupaTtopHble anneprexbl, IgE (Respiratory Panel, IgE) it
15.4. OnpepeneHue cneyndudeckux IgE: nuuiesblie annepreHbl
(Determination of Specific IgE: Food Allergens)

B03.002.004 669 MaHenb nuweBble anneprexsbl, IgE (Food Allergy Panel, IgE) HHRHRRHR
Cwmecb nueBbIX annepreHoB 1: anenbcuH, 6aHaH, S6rI0Ko, NEPCUK,

IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,

B03.002.004 637 Peach, IgE)* 2 480
Cwmecb nuLeBbIX annepreHoB 2: KneBu, MaHro, 6aHaH, aHaHac, IgE
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango,

B03.002.004 638 Banana, Pineapple, IgE)* 2 480
Cwmecb NyLEeBbIX annepreHoB 3: CBMHUHA, KYpUHOE MSICO, FOBSAVHA,
6apanwuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

B03.002.004 639 Chicken Meat, Lamb, IgE)* 2 480

A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210) 860

A09.05.118 998 AnenbcuH, IgE (Orange, IgE, F33) 860

A09.05.118 611 Apaxwc, IgE (Peanut, IgE, F13) 860

A09.05.118 676 BaHnaH, IgE (Banana, IgE, F92) 860

A09.05.118 673 BapaHnuHa, IgE (Lamb, IgE, F88) 860

A09.05.118 649 Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 860

A09.05.118 645 loBaguHa, IgE (Beef, IgE, F27) 860

A09.05.118 636 Mpenndpyt, IgE (Grapefruit, IgE, F209) 860

A09.05.118 650 KaseuH, IgE (Casein, IgE, F78) 860

A09.05.118 642 Kanycta ko4aHHas, IgE (Cabbage, IgE, F216) 860

A09.05.118 646 Kaptodpens, IgE (Potato, IgE, F35) 860

A09.05.118 654 Kuew, IgE (Kiwi Fruit, IgE, F84) 860

A09.05.118 634 Kny6Huka, IgE (Strawberry, IgE, F44) 860

A09.05.118 608 Koposbe monoko, IgE (Milk, IgE, F2) 860

A09.05.118 614 Kpabsl, IgE (Crab, IgE, F23) 860

A09.05.118 615 KpeBetku, IgE (Shrimp, IgE, F24) 860

A09.05.118 675 Mawro, IgE (Mango, IgE, F91) 860

A09.05.118 617 Mopkosb, IgE (Carrot, IgE, F31) 860

A09.05.118 648 OBcsaHaga myka, IgE (Oat, IgE, F7) 1 065

A09.05.118 632 Mekapckune apoxoku, IgE (Baker’s Yeast, IgE, F45) 860

A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95) 860

A09.05.118 655 MueHble apoxokn, IgE (Brewer’s Yeast, IgE, F403) 860

A09.05.118 647 Mpoco, IgE (Common Millet, IgE, F55) 860

A09.05.118 610 MuwennyHasa myka, IgE (Wheat, IgE, F4) 860

A09.05.118 652 Puc, IgE (Rice, IgE, F9) 860

A09.05.118 644 CsuHuHa, IgE (Pork, IgE, F26) 860

A09.05.118 619 Cenbpgepen, IgE (Celery, IgE, F85) 860

A09.05.118 612 Coesble 600bl, IgE (Soybean, IgE, F14) 860

A09.05.118 616 Tomartsl, IgE (Tomato, IgE, F25) 860

A09.05.118 609 Tpecka, IgE (Codfish, IgE, F3) 860

A09.05.118 643 ToikBa, IgE (Pumpkin, IgE, F225) 860

A09.05.118 613 dyHayk, IgE (Hazelnut, IgE, F17) 860

A09.05.118 653 Abnoko, IgE (Apple, IgE, F49) 860

A09.05.118 607 AvyHbii 6enok, IgE (Egg White, IgE, F1) 860

A09.05.118 618 Anynbin xenTtok, IgE (Egg Yolk, IgE, F75) 860
15.5. OnpeaeneHue cneyndudeckux IgE: 6biToBble annepreHbl
(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,

B03.002.004 602 Alternaria tenuis, IgE)* 2 480

A09.05.118 623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1160
MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE,

A09.05.118 624 M2) 860




A09.05.118

625

MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)

860

A09.05.118

627

lNMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

860

A09.05.118

631

HomawHas neins/H1-Greer, IgE (House Dust — Greer, IgE, H1)

1125

A09.05.118

621

Knew, Dermatophagoides pteronyssinus (D1), IgE
(Dermatophagoides pteronyssinus, IgE, D1)

1255

A09.05.118

622

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides
farinae, IgE, D2)

1255

15.6. OnpegeneHue cneynduueckux IgE: annepreHbl 3} KUBOTHbIX
(Determination of Specific IgE: Allergens of Animal Origin)

B03.002.004

1070

Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: 3NUTENUA MOPCKON CBUHKN,
3NUTENUIN KPOruvKa, aNUTENWIA XOMsiKa, Kpbica, Mblwb, IgE (EP70 (E6,
E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

2480

A09.05.118

605

Kowka, IgE (Cat Dander-Epithelium, IgE, E1)

1000

A09.05.118

606

Cobaka, IgE (Dog Epithelium, IgE, E2)

860

A09.05.118

620

TapakaH, IgE (Cockroach, IgE, 16)

860

A09.05.118

660

Mopckas cBuHKa, anutenun, IgE (Guinea Pig Epithelium, IgE, E6)

860

A09.05.118

662

Osua, anutenun, IgE (Sheep Epithelium, IgE, E81)

860

A09.05.118

663

Kypuua, nepo, IgE (Chicken Feathers, IgE, E85)

1410

15.7. OnpegeneHune cneundpunueckunx IgE: annepreHbl NbiNbLbl
pacteHui (Determination of Specific IgE: Allergens of Plant Pollen)

B03.002.004

600

Cmecb annepreHoB TpaBsbl: exa cOopHas, OBCSHHMLA NyroBasi, poXb
MHoroneTHsas, TumodeeBka, MATNKK nyroson, IgE (GP1 (G3, G4, G5,
G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial
Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

2 400

B03.002.004

601

Cmecb annepreHoB TpaBbl: KONTOCOK AYLUMCThIN, POXb MHOTOMNETHSIS,
TMMOMpeEBKa, POXb KyrnbTUBUPOBaHHasA, ByxapHuWK LWepcTucTbIn, IgE
(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,
Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
Grass, IgE)*

2480

B03.002.004

603

Cwmecb annepreHoB AepeBLEB: OfbXa, NeLnHa 06bIKHOBEHHAS, UBa,
Gepesa, ayo, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder,
Hazelnut, Willow, Birch, Oak, IgE)*

2480

B03.002.004

604

Cwmecb annepreHoB COPHOW TpaBbl: aMBpo3ns NOMbIHHONNCTHaS,
nonblHb 0BbIKHOBEHHAs!, NMOAOPOXHMK, Mapb benas, 4epTonosnox
pycckmn, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel:
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters,
Russian Thistle, IgE)*

2480

A09.05.118

657

Bepesa, nbinbua, IgE (Birch, IgE, T3)

860

A09.05.118

640

Tononsb, IgE (Cottonwood, IgE, T14)

1120

A09.05.118

656

Tumodeeska, nbinbua, IgE (Timothy Grass, IgE, G6)

1420

A09.05.118

658

MonbiHb 0ObIKHOBEHHas, NbibLa, IgE (Mugwort, IgE, W6)

860

15.8. OnpeaeneHue cneunopuuecknx Igk: npodpeccMoHanbHble
annepreHbl (Determination of specific IgE: professional allergens)

A09.05.118

628

Jlatekc, IgE (Latex, 1gG, K82)

860

15.9. OnpepgeneHune cneundpunyeckux IgG: n1uiesbie annepreHbl
(Determination of Specific 1gG: Food Allergens)

B03.002.004

6612

Cwmecb nuweBbIX annepreHoB 1: anenbcuH, 6aHaH, 106MoKo, NepcuK,
IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana,
Apple, Peach, IgG)*

2480

B03.002.004

6611

Cmecb NuLEBbLIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgG
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango,
Banana, Pineapple, IgG)*

2 480




Cwmecb NvLeBbIX annepreHoB 3: CBMHUHA, KYpUHOE MSICO, FOBSAVHA,
6apaHwuHa, I1gG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

B03.002.004 6613 Chicken Meat, Lamb, 1gG)* 2 480
B03.002.004 231ALL |AHTtuTena knacca IgG Kk naHenu nuLLeBbIX annepreHos HHRHRRHR
A09.05.118 6672 AHaHac, IgG (Pineapple, IgG, F210) 860
A09.05.118 6667 AnenbcuH, IgG (Orange, IgG, F33) 1125
A09.05.118 6645 Apaxuc, IgG (Peanut, IgG, F13) 860
A09.05.118 6671 BaHaH, I1gG (Banana, 1gG, F92) 860
A09.05.118 6668 BapaHnwuHa, IgG (Lamb, 1gG, F88) 860
A09.05.118 6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, 19G, F77) 860
A09.05.118 6654 loBsiguHa (F27), annepreH-cneunduyeckne IgG (Beef, IgG, F27) 860
MpenndpyT (F209), annepren-cneundudeckme IgG (Grapefruit, IgG,
A09.05.118 6666 F209) 860
peyHeBas myka (F11), annepreH-cneunduyeckme IgG (Buckwheat,
A09.05.118 6644 IgG, F11) 860
A09.05.118 6602 KasewnH (F78), annepren-cneundudeckme IgG (Casein, 1gG, F78)) 860
Kanycta ko4aHHas (F216), annepren-cneundudeckne IgG (Cabbage,
A09.05.118 6649 lgG, F216) 860
A09.05.118 6657 Kaptodens (F35), annepreH-cneunduyeckme IgG (Potato, 1gG, F35) 860
A09.05.118 6608 Kuewn (F84), annepren-cneumndunyeckme IgG (Kiwi Fruit, 1I9G, F84) 860
KnybHuka (F44), anneprex-cneundunyeckue IgG (Strawberry, 1gG,
A09.05.118 6659 F44) 860
A09.05.118 6648 Koposbe monoko (F2), annepren-cneundudeckue IgG (Milk, IgG, F2) 860
A09.05.118 6652 KpeBeTku (F24), annepren-cneundudeckme 1gG (Shrimp, 1gG, F24) 860
KypuHoe msco (F83), annepren-cneuundudeckue IgG (Chicken Meat,
A09.05.118 6603 IgG, F83) 860
A09.05.118 6609 JInmoH (F208), anneprex-cneunduyeckme IgG (Lemon, IgG, F208) 860
A09.05.118 6670 Manro (F91), annepren-cneumdguyeckue IgG (Mango, IgG, F91) 860
A09.05.118 6656 MopkoBb (F31), annepreH-cneuududeckue IgG (Carrot, 1gG, F31) 860
A09.05.118 6661 OscsaHaga myka (F7), annepren-cneundudeckme IgG (Oat, IgG, F7) 1035
Mekapckne apoxxkun (F45), annepren-cneundudeckume 1gG (Baker's
A09.05.118 6664 Yeast, IgG, F45) 1125
A09.05.118 6669 Mepcuk (F95), annepreH-cneundunyeckme IgG (Peach, IgG, F95) 860
MueHble apoxokn (F403), annepreH-cneunduyeckme IgG (Brewer’'s
A09.05.118 6610 Yeast, IgG, F403) 860
Mpoco (F55), annepren-cneundudeckme IgG (Common Millet, 1gG,
A09.05.118 6660 F55) 860
MweHnyHasa myka (F4), annepren-cneuunduyeckne 1IgG (Wheat, IgG,
A09.05.118 6658 F4) 860
A09.05.118 6605 Puc (F9), annepren-cneunduyeckme IgG (Rice, IgG, F9) 860
A09.05.118 6653 CeuHuHa (F26), annepren-cneundudeckue IgG (Pork, IgG, F26) 860
CoeBble 60661 (F14), annepreH-cneundudeckme IgG (Soybean, 1gG,
A09.05.118 6646 F14) 860
A09.05.118 6607 Tomatbl (F25), annepreH-cneunduyeckne IgG (Tomato, I1gG, F25) 860
A09.05.118 6655 Tpecka (F3), annepreH-cneumndudeckue IgG (Codfish, IgG, F3) 860
A09.05.118 6650 ToikBa (F225), annepren-cneundudeckne IgG (Pumpkin, IgG, F225) 860
A09.05.118 6647 ®dyHayk (F17), annepren-cneumndudeckue 1gG (Hazelnut, 19G, F17) 860
Wokonag, (F105), anneprex-cneumndumnyeckue IgG (Chocolate, 1gG,
A09.05.118 6665 F105) 1125
A09.05.118 6606 Abnoko (F49), annepreH-cneuunduyeckne IgG (Apple, IgG, F49) 860
Anynbin 6enok (F1), anneprex-cneumndudeckue IgG (Egg White, IgG,
A09.05.118 6643 F1) 860




Anynbin xentok (F75), annepren-cneunduyeckme 1gG (Egg Yolk,

A09.05.118 6662 IgG, F75) 860
MoneKynsapHO reHeTUu4ecKoe nuccregoBaHve nNpuy pake Tena martku

A27.30.228 5511 (MSI, POLE) R

A27.30.229 5512 BoisiBnenne tpaHcnokauun EML4AALK, ROS1 n mytauni B reHe MET | #######

A12.05.013 7313 Kapvotun nnoga (abopTHbIvi MaTepuran) it
OueHKa cocTosIHMS MUKPOOMOLIEHO3a TONCTOrO KULEYHMKa, 16
nokasatenen (Hopmodriopa, YCrnoBHO-NaToreHHas riopa) MeTogom

A26.19.069.001 |3347 MupP. KOJIOHO®JIOP-16 (MeTabonmam) 5450
OueHka CoCTOsIHUSI MMKPOBUOLIEHO3a TONCTOrO K1LeYHMKa, 16
nokasaTtenewn (Hopmodpriopa, ycrnoBHO-NaToreHHasa 1 naToreHHas

A26.19.069.001 |3348 dnopa) metogom MNLP. KOJTOHO®JIOP-16 (6noLeHo3) 5450
CKpUWHUHroBOE 1ccrneaoBaHWe HanpaBneHHbIe Ha BbisiBNEHNE
meTogom MNLP Bo3byautenen kuwedHbIX napa3nto3os (aMonmosa,
amebunasa, 6r1acToLMCTHON MHBA3UK, KPUNTOCNOPMAMO3A,

A26.19.010 3349 nsocnopo3sa). poTo-CkpuH 2 905
"enbmo-ckpuH. CkpuHuHrosoe NUP-nccnegosaHue Bo3byantenen
renbMUHTO30B (3HTepoburo3a, ackapugosa, audunnoboTpuosa,

A26.19.010 3355 OnNUCTOpPX03a, TEHMO03a) 2775

A27.30.223 777722 MyTtaummn B reHe POLE 9 940

A27.30.052 777723 |Mytaumm B reHe IDH2 Y

A27.30.051 777724 MyTauum B reHe IDH1 T

A27.30.184 777725 |Mytaumsa PIK3CA Y

A27.30.057 777727 |OnpepeneHue metunupoBaHusa reHa MGMT HHRHRHHT
OnpepgeneHne pacnpocTpaHeHHbIX MyTaumii reHoB BRCA1,BRCA2

A27.05.040 560 npv pake MOJIO4YHON XKernesbl U ASYHMKOB B BroncniHoM martepuane 8 210

A27.05.062 562 Onpepgenenne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR HtHHHH

A27.30.001 574 OnpepgeneHne MnkpocaTennuTHoW HectabunbHocTn (MSI) 7 825

A27.30.017 577 OnpepeneHne nepectpoek reHa ALK 8 915

A27.30.018 578 OnpepeneHne nepectpoek reHa ROS1 8 915
15.10. OnpegeneHue cneunduueckux IgG: 6bIToBbIE annepreHbl
(Determination of Specific IgG: Household Allergens)

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,

B03.002.004 6619 Alternaria tenuis, 1gG)* 2 480
MneceHb Penicillium notatum (M1), annepren-cneunduyeckme 1gG

B03.002.004 6614 (Penicillium notatum, IgG, M1) 860
MneceHb Cladosporium herbarum (M2), annepreH-cneunduyeckme

B03.002.004 6615 IgG (Cladosporium herbarum, 1gG, M2) 860
MneceHb Alternaria tenuis (M6), annepreH-cneumdwuyeckune IgG

B03.002.004 6618 (Alternaria tenuis, 1gG, M6) 860
Krew, Dermatophagoides pteronyssinus (D1), annepren-

A09.05.118 6632 cneundudeckne IgG (Dermatophagoides pteronyssinus, 1gG, D1) 860
Krnew, Dermatophagoides farinae (D2), annepreH-cneuundunyeckne

A09.05.118 6633 IgG (Dermatophagoides farinae, IgG, D2) 860
MneceHb Aspergillus fumigatus (M3), annepren-cneundgpuyeckue 1gG

B03.002.004 6616 (Aspergillus fumigatus, 1gG, M3) 900
15.11. OnpeaeneHue cneumpudeckux IgG: annepreHbl X XUBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

Kowka, snutenuii (E1), anneprex-cneumndunyeckue IgG (Cat Dander-

A09.05.118 6638 Epithelium, 1gG, E1) 860
Cobaka, anutenun (E2), anneprex-cneundunyeckme 1gG (Dog

A09.05.118 6639 Epithelium, IgG, E2) 860




16.3. AHTUCNepmanbHble aHTUTena (Antispermatozoal Antibodies)

A09.20.012

223

AHTWUTENA aHTUCNepPMaribHble B CbiIBOPOTKE KpoBU (Anti-Spermatozoa
Antibodies, ASA, Serum)

1815

17.1. nakoctHaa ymtonorua, okpawmsaHue no NanaHukonay
(Liquid-Based Cytology, LBC, Pap-Test)

A08.20.017.002

518

YKnpgkoctHasg umTonorus. Lintonornyeckoe ncecnegosaHme
OuomaTepmana Lwenkm maTtku (okpawwmsaHue no MNanaHukonay,
TexHonorus ThinPrep ®)*

2 560

17.2. OKpawunsaHue no ManaHuKkonay ? Pap-tect (Papanicolaou
Stain)

A08.20.017

517

Lintonoruyeckoe uccneposaHune brnomarepumana Wenkn MmaTku
(okpawumeanue no MNManaHukonay, Pap-tecT) (Cytological Examination:
Cervix, Pap-test)

3 380

A08.20.020

519

LinTonornyeckoe nccnegosaHne buomatepmnana cockoboB BYmbBbI 1
Bnaranua, Kpome Lerkn maTkm (okpawmsaHue no lNanaHukonay,
Pap-tecT)

1775

17.3. OKpawunsaHue no PomaHoBcKkomy-Ff'mmse (Romanowsky-
Giemsa Stain)

A08.17.002

500

LinTonornyeckoe nccrnegosaHue matepuana, nony4eHHoro npu
XUPYPIr1YECKMX BMELLATENbCTBAX N APYrMX CPOYHBIX MCCNefoBaHNsIX
(Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)

1240

A08.01.002

502

WccnegoBaHmne cockobOB 1 0TNEYaTKoB C MOBEPXHOCTU KOXM U
cnnauctbix (Examination of Scrapings and Prints of Skin and Mucous
Membranes)

1240

A08.03.001

503

WccnepoBaHme cockoboB M OTNEYATKOB OMyXoren u
onyxonenogobHeix obpasoBaHuii (Examination of Scrapings and
Prints Tumor and Tumor Like Formations)

1255

A08.17.002

5043H0

WcecneposaHme aHgockonunyeckoro matepuana (Examination of
Endoscopic Material)

1240

A08.09.008

504CBP

WcenepoBaHusa npombiBHbIX BoA 6poHxoB (MccnegoBaHne CMbIBOB C
6poHxoB) (Examination of Bronchial Washouts)

1240

A08.20.017

505

WccnenoBaHmne cockOOOB LLEKN MaTKX U LiepBUKanbHOro kaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1375

A08.20.017

5056

LinTonornyeckoe nccnegoBaHne anuTenus LWEenKn maTkm ¢
onucaHuem no TepmMuHonornyeckon cucteme betecaa (The Bethesda
System ? TBS) (Cytological Examination of Cervical Epithelium with
Description on The Bethesda System, TBS)

2 000

A08.20.004

506ACT1

WccnepgoBaHme acnvpata 13 nonoctu matku (masku) (Examination of
Uterine Aspiration )

1240

A08.20.017

506BMC

WccnegoBaHne otnevyaTka ¢ BHyTpumaToyHom cnvpanu (BMC)
(Examination of Imprint Intrauterine Device, IUD)

1240

A08.28.012

507MOM

WcecneposaHme moun (Examination of Urine)

1240

A08.20.015

507MXE

WccnepnoBaHue BblaeneHuin 3 mono4vHon xenessol (Examination of
Breast Discharge)

1240

A08.30.028

507T3C

WccnepnoBaHue TpaHccyaaToB, akccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1255

A08.09.011

508

WccnepnosaHune mokpoTbl (Examination of Sputum)

1240

A08.20.015

509MXKE

MccnegoBaHme nyHKTaToB MOMNoYHom xenesbl (Examination of
Punctates: Breast)

1240

A08.01.002

509KOX

WccnepgoBaHme nyHkTaToB koxu (Examination of Punctates: Skin)

1240

A08.30.003

510

WccnenoBaHue nyHKTaToB ApyrMx opraHoB 1 TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240

A08.22.004

5106

LinTonormyeckoe nccnegoBaHue nyHKTaTa LWMTOBUOHOM Xenesbl C
onucaHnem no TepMuHorornyeckon knaccudpmkauum betecpa (The
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
Fine-Needle Aspiration (FNA))

2 000




A08.08.002

512

Lintonornyeckoe nccnepoBanune cockoba (Maska) Crim3mcTon
060noy4kM nonoctn Hoca (ogHa nokanusauus) (Cytological
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))

1240

A08.16.007

514

VccnepoBaHme 3HOOCKONMYECKOrO MaTepuana Ha Hanmdve
Helicobacter pylori (Examination of Endoscopic Material: Presence of
Helicobacter pylori)

2 825

17.4. KoHcynbTauua rotosbix npenaparos (Cytological Examination
of Early Stained Slides with Cytological Smear)

A08.30.007

5000

KoHcynbTauusi roToBbIX LMTOMOMMYECKMX NpenapaToB (0O4HO CTEKIO)
(Consultation of Finished Cytological Preparations (1 Glass))

540

18.1. TucTonormyeckue uccnepoBaHusA ¢ OKpallMBaHMEM
rematokcunumH-3o3nHom (Histology, hematoxylin and eosin stain
(H&E stain, HE stain))

A08.30.046

511

['McTonornyeckoe nccnegosaHne GUoONCUMHOroO matepuana u
martepuana,nony4yeHHOro Npu XMpypruyeckmnx
BMeLLaTenbCTBax(3HAOCKOMMYECKOro MaTepuana;TKaHem XXeHCKOM
MOTOBOW CUCTEMbI;KOXM,MATKMX TKAHEN;KpOBETBOPHOM U
NMMAONAHON TKAHEN;KOCTHO-XPALLEBOWN TKaHW)*

3450

A08.01.001

534

BroncuiHasa aMarHocTuka oepmarto3oB - Mopdhonormyeckoe
nccnegosaHue 6GMonNTaToB B LENAX AMArHOCTUKM 3aboneBaHum KoXu
(kpome HoBOOGpasoBaHwuii) (Pathology of skin biopsyes)*

2 610

A08.16.007

524

MacTpuT, accoumnpoBaHHbIi ¢ Helicobacter pylori (ructonoruvecknin
npocunb) (Helicobacter pylori Associated Gastritis)*

5 105

A08.16.002

516

M'McToxmmudeckoe uccrnegosanne Helicobacter pylori (cnuab)
(Helicobacter pylori, Mucus, Histochemical Study)*

2875

A08.30.006

5110

KoHcynbTaums roToBbIX rMcToNorMdeckux npenapatos (1 cTekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1
Block))

1590

18.2. UMMYHOIrMCTOXMMUYECKUE UCCNe[0BaHUA
(Immunohistochemical Examination)

A08.30.004

PLM-I

MMMYHOTMCTOXMMWUYECKUIA CKPUHUHT paKa LUENKM MaTKN —
nccnegoBaHne ABYyX MapKepoB Ans paHHeW AMarHOCTUKM Qucnnasum
C BbICOKOW CTeneHbto pucka o3nokadvectneHus: p16INK4a + Ki-67
(bromaTepuran ukcupoBaHHbIN B hopManuHoBom bydepe)

BT

A08.30.013

PLWM-B

MIMMYHOTMCTOXMMUYECKNI CKPUHUHT paka LUenkn MaTKu —
uccrefoBaHne AByX MapKepoB Ans paHHen AMarHOCTUKM OUCnnasum
C BbICOKOW CTeneHbIo pucka o3nokadvectsnenns: p16INK4a + Ki-67
(bromaTepunan, ukcMpoBaHHbIN B NapaduHoBom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

B

B03.027.007

PMX-I"

Pak MonoyHom xenesbl — KOMMMEKCHbIA UMMYHOrMCTOXUMNYECKUIA
npocunb (buomarepwmarn, PUKCUPOBaHHbIM B OPManvHOBOM
6ydepe) (Breast Cancer, Immunohistochemistry, IHC (Formalin-
Fixed Biomaterial))

B

B03.027.007

PMX-5

Pak MonoyHom xenesbl — KOMMMEKCHbIA UMMYHOrMCTOXUMNYECKUIA
npodwunb (buomartepwman, PUKCUPOBaHHbIV B NapadnHOBOM Brioke)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

B

A08.30.034

525

PeLenTopbl k 3cTporeHam v NporecTepoHy, MMMYHOTMCTOXMMUYECKOE
nccnegoBaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 755




A08.30.034

5251

PeuenTopbl K 3CcTporeHaM 1 NporecTepoHy, MIMMYHOTMCTOXMMUYECKOE
uccnegoBaHve (buomatepuan, OUKCUPOBaHHbLIN B napadHOBOM
6noke) (Estrogen and Progesterone Receptors,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 755

A08.30.013

5111UMX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXMMWYECKOE NCCrefoBaHune:
oLeHKa nponudepaTMBHON akTUBHOCTU No akcnpeccumn Ki-67
(buomatepman, ukcmpoBaHHbIn B hopmanuHoBom Bydepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by
Expression Ki-67, Immunohistochemical Study (Fixed Biomaterial in
Formalin Buffer))*

6 935

A08.30.013

5222I'X

Ki-67 (MIB-1) akcnpeccusi, UIMMYHOTMCTOXUMUYECKOE UCCIeaoBaHNE;
oueHKka nponudepaTMBHOM akTUBHOCTU NO akcnpeccumn Ki-67
(buomatepuan, dukcnpoBaHHbIN B napaduHoBom 6rioke) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 935

A08.30.013.001

5112UX

HER2/neu akcnpeccusi, HER2-ctaTyc, MMMYyHOrMCTOXMMNYECKOE
uccnegosanue, VIMX (bnomatepuran UKCMpPOBaHHbIN B
dopmanunHosom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

8 575

A08.30.013.001

530FISH

Onpepgenenne HER2 cTatyca onyxonn MeToaom
nMmmyHodnyopecLeHTHoOn rmbpuamsauum in situ (FISH)
(Determination of HER2 Status of Tumor, Fluorescence In Situ
Hybridization)

B

B03.027.020

532UIX

Pak npeacratenbHom xenesbl — KOMMNIEKCHOe
UMMYHOrMCTOXUMMNYECKOE NCCregoBaHNE C OLEHKOW SKCNpeccuu:
anbga-meTtunaumn-KoA-pauemasel (P504S, AMACR),
LIMTOKEPATUHOB BbICOKOrO MoneKynsipHoro Beca (347E12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)*

idiaiaeeererd

B03.027.020

533UIX

Pak npegcraTensHon xenesbl — KOMMNEKCHOE
UMMYHOrMCTOXMMMNYECKOE NCCrefoBaHNE C OLEHKOW SKCNPeccuu:
anba-meTtunauyun-KoA-pauemassl (P504S, AMACR),
LUTOKEPaATUHOB BbICOKOrO MONeKynsipHoro Beca (34?E12), 6enka p63
(Prostate cancer — complex immunomorphological examination using
assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

BT

A08.30.013.001

5113UMX

HER2/neu akcnpeccusa, HER2-ctaTyc, MMMYHOrMCTOXMMUYECKOE
uccneposaHue, VIMX (buomatepuran, UKCMPOBAaHHbIN B
napadmHoBom 6noke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 575

A08.30.013

5114UI'X

MMMyHOrMCTOXMMMYECKast AMarHOCTUKA XPOHMYECKOrO aHAOMETpUTa
— BbIsIBNEHWe nnasmaTtudecknx knetok (CD138) (buomartepuan,
duKcupoBaHHbI B hopmanmHoBom bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunochistochemical
Diagnosis (Fixed Biomaterial in Formalin Buffer))*

6 835

A08.30.013

5115UMX

MMMyHOrMCTOXMMMYeCcKast AMarHOCTUKa XPOHMYECKOrO aHAOMETpUTa
— BbIsIBNEHWe nnasmatudecknx knetok (CD138) (buomartepuan,
dmkcmpoBaHHbIN B napaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical
Diagnosis (Fixed Biomaterial in Paraffin Block))

6 835




A08.30.013

5116UMX

VIMMYHOIMCTOXMMUYECKOE NCCnefoBaHNe Mapkepa paHHen
AVarHoCTMKM AMCNNAa3nMu C BbICOKOW CTENEHbIO pucka
osnokayecTteneHust: p16INK4a (bnomartepuman, UKCUMpPOBaHHLIN B
dopmanuHosom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed
Biomaterial in Formalin Buffer))*

6 025

A08.30.013

5117UMX

MMMyHOrMcToxmmMmyeckoe nccneqoBaHne Mapkepa paHHen
ONarHoCTMKN ANCNNAa3nm C BbICOKOW CTENEHbIO pucka
osnokayecTteneHust: p16INK4a (buomartepuman, pUKCUMpOBaHHLIN B
napacuHoBom 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

6 025

A08.30.013

5118UMX

MmmyHornctoxnmmndeckoe (UIMX) nccnegoBaHme: gnarHocTmka
numdonponudepaTuBHbix 3abonesaHni (buomatepuman,
3aKIOYEHHbIV B NapaduHoBbIn 61ok) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in
Paraffin Block))

HAAAAAH

A08.30.013

5119UMX

NmmyHornctoxmmmyeckoe (UIMX) nccnegosaHune: gnarHoctuka
numdonponudepatuBHbix 3abonesaxu (buomartepuan,
dumkcmpoBaHHbIN B hopmanunHosoM Bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in
Formalin Buffer))*

B

A08.30.013

5120U1X

MmmyHornctoxmmmyeckoe (MIMX) nccnegoBaHune: guarHocTuka
rmcToreHesa MeTactas3oB Npu HEYCTaHOBNIEHHOM MEPBUYHOM ovare
(cnekTp MapkepoB AN1S BbIIBNEHUSA TKAHEBOW MPUHAANEXHOCTH)
(briomaTepman, 3aknoyeHHbIn B napadHOBLIN 6110K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

B

A08.30.013

5121MX

NmmyHornctoxmmmyeckoe (UIMX) nccnegosaHune: gnarHoctuka
rmcToreHesa MeTacTas3oB NpU HEYCTAHOBIIEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB AN BbISABNEHUS TKAHEBOW NPUHAANEXHOCTH)
(bromaTepuran, UKCMpPOBaHHbLIN B hopmannHoBom Oydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

idiaiaeeererd

A08.30.013

535

OudbdepeHumnanbHaa guarHocTMka MenaHoMmbl,
nmMmmMmyHoructoxmmmyeckoe (UIMX) nuccneposaHune, oLeHka akcnpeccuu
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)*

BT

A08.30.013

536

OundbdepeHumnanbHasa guarHocTMka MenaHoMbl,
nmmyHornctoxummnyeckoe (UIMX) nccnegosaHme, oLeHKa aKkcnpeccum
S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)

idiaiaieeeeed

A08.30.013

537

MMmyHornctoxumuyeckoe uccnegoBaHue (1 Mapkep): yTouHsoLee
UIMX-uccneposaHue ¢ ncnonb3oBaHveM 1 aHtutena (Mmapkepa)

5895

19.1. UuTtoreHeTnueckue uccnegosaHusn (Cytogenetic Examination)

A12.05.013

7811

WccnepoeaHue kapuoTuna (KONMYECTBEHHbIE U CTPYKTYPHblE
aHomanuu xpomocom) (Karyotype)

9 985

A08.30.029

7312

Wccnepnosanue kapuoTuna (KonmyecTBEHHbIE U CTPYKTYPHbIE
aHomanmm XpomMmocom) ¢ obs3aTenbHON Bblgavyen kaprorpaMmmel

B

20.1. OHKoremartonorudyeckue uccnegosaHua (Oncohematological
Examination)

B03.019.001

777731

LinToreHeTnyecknin aHanm3 KneTok KOCTHOro Mo3ara (KapuoTun)
(Cytogenetic analysis of bone marrow (karyotype))

HHEHHHH




AHanns xumepHoro reHa BCR/ABL - 1(9;22), onpenenerHne tuna
TpaHckpunta BCR/ABL rena - MNUP, kavecTtB. (Analysis of chimeric
gene BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript

A27.30.070 777732 |type, PCR, qualitative) 4 835
AHanus oTHocuTensHon akcnpeccumn reHa BCR/ABL -
konmdectBeHHas RQ MUP (MUP B peansHOM BpeMeHu, Konuy.)

A27.30.069 777733 |(Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative) [ 7 715
WccnepnoBaHne mytaumoHHoro ctratyca BCR-ABL rena (meTtopg
npsamoro cekseHupoaHusa no CaHrepy) (BCR-ABL1 Mutation Analysis

A27.30.069 777741BCJusing direct Sanger sequencing, qualitative) it
Ananus xumepHoro rena BCR-ABL (FISH, konuny.) (Analysis of

A27.30.070 777734 |chimeric gene BCR-ABL, FISH, quantitative) it
Ananus nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of gene

A27.30.346 777735 |rearrangements FGFR1 (FISH, quantitative)) it
Ananus nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene

A27.30.013 777736 |rearrangements PDGFR? (FISH, quantitative)) HHRHRHHT
Ananus xumepHoro reHa FIP1L1/PDGFR?(FISH, konun4.) (Analysis of

A27.30.013 777737 |chimeric gene FIP1L1/PDGFR? (FISH, quantitative)) HHRHRHHT
AHanns mytaumm B 12 ak3oHe JAK2 reHa (IMUP, kay.) (Analysis of

A27.05.012 777738 |JAK2 Exon 12 mutations (PCR qualitative)) 7 695
Ananus mytauum n geneumu B reHe MPL (MNUP, kay.) (Analysis of

A27.05.021 777739 MPL gene mutations, deletions, (PCR qualitative)) 7715
AHanus mytauun, geneuun, nHcepumi B reHe CALR (MLUP, kay.)
(Analysis of CALR gene mutations, deletions, insertions, PCR,

A27.05.021 777740 |qualitative) 7715
Kapuotun oHkoremaTonornyeckui (Karyotype, Hematologic

A12.05.013 777769KQ|Disorders, Peripheral Blood) 9 765
AHanus xumepHoro reHa PML/RAR? -t(15;17) (NMUP, ka4.) (Analysis

A27.30.090 777742PM|of chimeric gene PML/RAR? -1(15;17) (PCR, qualitative)) 4080
AHanus xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MUP, kay.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -1(8;21) (PCR,

A27.30.414 777743RU|qualitative)) 4 080
AHanus xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLP, ka4)
(Analysis of chimeric gene CBF?/MYHL1- inv(16),t(16;16) (PCR,

A27.30.089 777744CB|qualitative)) 6 530
AHanus nepectpoek 5 xpomocomsl (FISH, konuy.) (Analysis of

A27.30.426 777753Q5|chromosome 5 rearrangements (FISH, quantitative)) it
AHanus nepectpoek 7 xpomocoMsl (FISH, konu4) (Analysis of

A27.30.422 777748Q |chromosome 7 rearrangements (FISH, quantitative)) it
AHanus nepectpoek MLL rena (FISH, konuy.) (Analysis of MLL gene

A27.30.413 777749ML|rearrangements (FISH, quantitative)) it
AHanus nepectpoek 3q (FISH, konny.) (Analysis of 3q

A27.30.421 7777473Q|rearrangements (FISH, quantitative)) it
AHanus geneuumn 12p (FISH, konny.) (Analysis of 12p deletion (FISH,

A27.30.415 777751P |quantitative)) it
AHanus geneuummn 20q (FISH, konny.) (Analysis of 20q deletion (FISH,

A27.30.415 777752Q2(quantitative)) it
AHanus xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of

A27.30.100 777745ML|chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 4080
AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kay.) (Analysis of

A27.30.131 777746E24chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 3790
AHanus geneummn TP53 reHa (FISH, konuy.) (Analysis of TP53 gene

A27.30.415 777791TP]deletion (FISH, quantitative)) HAH#HHH]
AHanus geneummn TP53 reHa (FISH, konuy.) (Analysis of TP53 gene

A27.30.415 777754TP]deletion (FISH, quantitative)) it
AHanus nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

A27.30.424 777755IGHrearrangements (FISH, quantitative)) it




AHanus TpaHcnokaumm t(4;14)(p16;932) (FISH, konun4.) (Analysis of

A27.30.144 777756 TH|translocation t(4;14)(p16;932) (FISH, quantitative)) T
AHanuna TpaHcnokaumm t(11;14)(q13;932) (FISH, konu4.) (Analysis of

A27.30.110 777757TQ|translocation t(11;14)(q13;932) (FISH,quantitative)) HHRHRRHR
AHanns moHocomuu, geneumm 13 xpomocomsl — (del(13), -13) (FISH,
konwny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), |

A27.30.416 777792DE|13) (FISH,quantitative)) HHHHH
AHanns moHocomuu, geneumm 13 xpomocomsl — (del(13), -13) (FISH,
konuy.) (Analysis of chromosome 13 monosomy, deletion — (del(13), |

A27.30.427 777758DE|13) (FISH,quantitative)) R
AHanus TpaHcrnokaumm t(14;16) (IGH/MAFB) (FISH, konu4.) (Analysis

A27.30.424 777793IGHof translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) HHRHRRHR
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konu4.) (Analysis

A27.30.424 7777591GHof translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) HHRHRRHR
AHanns nepectpoek ATM rena (FISH, konuy.) (Analysis of ATM gene

A27.30.423 777761AT]|rearrangements (FISH, quantitative)) it
AHanus Tpucommm 12 xpomocomsl (+12) (FISH, konuy.) (Analysis of

A27.30.425 777762Q1]chromosome 12 trisomy (FISH, quantitative)) it
AHanms Bcex cneumgunyeckmx abeppaun Ha napadrHOBbLIX cpe3ax
(rmctoFISH, konwny.) (Analysis of all specific aberrations on paraffin

A27.30.419 777774TQ|slides (FISH Histology, quantitative)) HHRHRHHT
AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napadrHOBbIX cpe3ax
(rmcToFISH, konuny.) (Analysis of translocation t(11;14)(q13;932) on

A27.30.110 777790TQ|paraffin slides (FISH Histology, quantitative)) it
AHanus TpaHcnokaumm t(11;18)(q21;921) (FISH, konuy.) (Analysis of

A27.30.424 777763TQ|translocation t(11;18)(g21;q21) (FISH, quantitative)) it
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(g27) (FISH,

A27.30.148 777764BC|quantitative)) HHH I
AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napadnHOBbIX
cpesax (M'mctoFISH, konuny.) (Analysis of BCL- 6 gene
rearrangements (der(3)(g27)) on paraffin slides (FISH Histology,

A27.30.148 777771BC|quantitative)) HitHHHHHE
AHanns nepectpoek MYC reHa ( 1(8;14)(q24;932)-t(2;8)(p11;924), t(8
;22)(q24;911)) (FISH, konuy.) (Analysis of MYC gene
rearrangements (1(8;14)(924;932)-t(2;8)(p11;q24), t(8 ;22)(g24;q11)

A27.30.096 777765MY|(FISH, quantitative)) HitHHHHHE
AHanus TpaHcnokaumm £(2;5)(p23;935) Ha napadunHOBbLIX cpe3ax
(rnetoFISH, konuy.) (Analysis of translocation t(2;5)(p23;935) on

A27.30.420 777772TP{paraffin slides (FISH Histology, quantitative)) it
AHanua nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, konny.)
(Analysis of BCL2 gene rearrangements
t(14,;18)(q32;921),t(2;18)(p11;921),t(18;22)(g21;911) (FISH,

A27.30.148 777767BC|quantitative)) HHHHIH
AHanns nepectpoek BCL2 reHa Ha napacmHOBbIX cpe3ax
(rnctoFISH, konuy.) (Analysis of BCL2 gene rearrangements on

A27.30.148 777773BC|paraffin slides (FISH Histology, quantitative)) it
Mapkep pa3sutusa Ph’-HeraTMBHbIX XpOHUYECKNX
MuenonponudepaTBHbix 3abonesaHun (XMIM3): kayecTBEHHas
OLeHKa Hanmumst comatmyeckon mytaumm 617F reHa JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): qualitative

A27.05.012 7262S1-PHassessment of presence of gene JAK2 617F somatic mutation) 4 460
21.2. O6pa3 Ku3Hu u reHeTnueckue daktopnl (Lifestyle and
Genetic Factors)
MoproTtoBka k onepauun (reHel MTHFR, MTRR, MTR, F2, F5)

A27.30.263 110071 (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) 9910




A27.30.263

110IT1/B3

MoaroTtoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3
onucaHus pesynbTaTtoB BpadoM-reHeTukom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

9 075

21.3. PenpogyKtusHoe 3g0poBbe (Reproductive Health)

A27.30.297

7252AZF|

HapylieHusa cnepmaToreHesa, 6 mapképos (MyKpoaeneLumm nokyca
AZF) (Spermatogenesis disorders (6 AZF))

3 890

A27.30.297

725263

HapylueHnsa cnepmaToreHesa, 6 mapképos (MyKpogeneumm nokyca
AZF) (6e3 onncaHnsa pesynbTaTtoB reHETUKOM)

3 240

A27.30.291

109IT1

>KeHckoe Gecnnogue n ocnoxHeHne 6epeMeHHoOCTH (reHol F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA IlI; Karyotype))

BHHHHHH

A27.30.262

108IT1

Xouy cTaTb MaMoW: OCNoXHeHus 6epemeHHocTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD))

B

A27.30.262

108IT1/63

Xouy cTaTb MamMoW: ocrnoxHeHust 6epemeHHocTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onncaHus pesynbtatos
BpadoM-reHeTnkom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD) (without Description))

HAAAAAH

A27.30.282

13101

CKINOHHOCTb K TPOM603am npu 6epeMeHHOCTW: MUHUMarbHasi NaHernb
(renbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5))

3185

A27.30.268

131IT1/63

CKIMOHHOCTb K TpOMG03am Npy 6epeMeHHOCTU: MUHUMarbHas NaHenb
(reHbl F2, F5) (6e3 onncaHns pesynbTatoB BPAYOM-TeHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

2825

A27.30.270

140rT1

MpuBbLIYHOE HEBLIHALIMBAHWE BEPEMEHHOCTU, B T. Y. CKIIOHHOCTb K
Tpombo3aMm npy GepeMeHHOCTU: paclumpeHHasi naHenb (reHbl
MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR,
MTR, F2, F5))

9910

A27.30.270

140IT1/63

[MpuBbIYHOE HEBbIHAWMBaHWE BEPEMEHHOCTH, B T. Y. CKIIOHHOCTb K
Tpombo3aM nNpy 6epeMeHHOCTU: pacluMpeHHasi naHenb (reHbl
MTHFR, MTRR, MTR, F2, F5) (6e3 onncaHusi pe3ynbTaTtoB Bpa4yoM-
reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)
(without Description))

9 075

A27.30.269

137171

BoO3HUKHOBEHME N30MMPOBaHHbLIX MOPOKOB Pa3BUTUS Y NMOAA (reHbl
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

5500

A27.30.269

1371T1/63

Bo3HMKHOBEHME N30MMPOBAaHHBLIX MOPOKOB Pa3BUTUSA Y MoAa (reHbl
MTHFR, MTRR, MTR) (6e3 onucaHusi pe3ynbTaTtoB Bpa4oMm-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

4 760

A27.30.271

1411T1

TpomboTuyeckne oCrnoXXHEHUs NPy CTUMYNSALMK OBYNsAUuK (reHsl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2,
F5))

3185

A27.30.271

1411T1/B3

TpomboTuyeckne oCrnoXHEHUs Npyu CTUMynALMM oBynsuum (reHol F2,
F5) (6e3 onucaHus pesynbTaToB BpadoM-reHeTnkom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without
Description))

2 825

A27.30.294

10711

Myxckoe 6ecnnogue (reHsl AR, CFTR; AZF-pernoH; kapvotun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

idigiaeeeed

A27.30.284

146071

"eHeTu4eckme dakTopbl Myxckoro 6ecnnogms (reHbl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
Region))

HHEHHHH




A27.30.297

7661l

HapylieHus cnepmaToreHesa: paclumpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

fidiaiaacecd

A27.30.297

766163

HapyleHus cnepmaToreHesa: paclumpeHHas naHenb (AZF-pernoH)
(6e3 onucaHusa pesynbTaTtoB Bpadom-reHeTnkom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

fidiaiaacecd

B03.070.457

118IT1/63

OnacHoCTb Npu Npueme oparnbHbIX KOHTPaLEenTUBoB (reHbl F2, F5)
(6e3 onucaHus pesynbTaTtoB Bpadom-reHeTnkoM) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

2825

A27.30.295

120071

O6wmeH donuesoin kncrnotol (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5500

A27.30.295

120IT1/63

O6wmeH donumesoin kucrnotbl (reHsl MTHFR, MTRR, MTR) (6e3
onuncaHusa pesynbTaTtoB BpadoMm-reHeTnkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

4 760

B03.070.461

118IT1

OnacHocCTb Npu Npueme oparnbHbIX KOHTPaUenTuBoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

3185

21.4. HLA-TunnpoBaHue u pesyc-¢akrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

7821RH

Onpepenenne pesyc-daktopa (Rh factor Definition)

9 265

A12.05.007.004

7207TPOI

OnpepgeneHne reHoTuna pesyc-cakropa (RH factor Genotype)

HAAAAAH

A12.05.007.004

720763

Onpepenenne reHoTuna pesyc-chakrtopa (6e3 onucaHusa pesynbTaToB
BpadoM-reHeTnkom) (Genotype of RH factor Definition (without
Description))

B

A27.30.276

3314GR

Peayc-gakTtop nnoga. BeisiBneHne reHa RHD nnoga B kpoBu matepu
(RHD gene of the fetus in the mother's blood)

9 150

A27.05.041

7831HL

TunupoBaHue reHoB cuctemsl HLA Il knacca (reHsi DRB1, DQAT,
DQB1) (System Human Leukocyte Antigen (HLA) Class Il, Typing
(Genes DRB1, DQAL, DQBL1))

9 980

A27.05.041

1334

MonekynapHo-reHeTudeckoe nccnegosaHne HLA-B27 (Molecular
Genetic Testing HLA-B27)

2 905

21.5. Cuctema ceepTbiBaHuA Kposu (Blood-Clotting Sequence)

A27.30.264

114[T1

Tpombo3bl: paclumpeHHas naHens (ressl F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,
MTR))

9910

A27.30.264

114IT1/63

Tpomb6o3bl: pacwmpeHHas naHens (rexsl F2, F5, MTHFR, MTRR,
MTR) (6e3 onucaHusa pe3ynbTaToB Bpadom-reHeTukom) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without
Description))

9 075

A27.30.275

1911

PaclwunpeHHoe nccnegoBaHmne reHoB CUCTEMbI reMocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR,
MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

B

A27.30.275

19I'T1/B3

PaclwmnpeHHoe nccnegoBaHmne reHoB CUCTEMbI reMocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onucaHuga pesynbTaTtoB BpadoM-reHeTnkom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

idiaiaieeeeed

A27.30.264

12311

Tpomb03bl: cokpalleHHas naHenb (relbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

3185

A27.30.264

123IT1/63

Tpomb6o3bl: cokpalleHHas naHernb (reHsl F2, F5) (6e3 onucanus
pesynbTaToB BpayoM-reHeTukom) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

2825

A27.30.429

12511

®dubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3020

A27.30.429

125IT1/B3

®dunbpuHoreH (reH FGB) (6e3 onncaHus pe3ynbTaTtoB BpayoMm-
reHeTukom) (Fibrinogen (Gene FGB) (without Description))

2770

A27.30.283

138IT1

MnepromouunctenHemus (reisl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5500




B03.070.473

138I'T1/63

N'nepromounctenHemus (reHsl MTHFR, MTRR, MTR) (6e3
onucaHusa pesynbTaTtoB BpadoM-reHeTnkom) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR) (without Description))

4760

A27.30.266

122[T1

Nmneparperaums TpombountoB (reHbl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2525

A27.30.266

122IT1/63

NMneparperaumns TpombounTtoB (reHbl ITGA2, GP1BA) (6e3 onucanus
pesynbTaToB BpadyoM-reHeTmkom) (Platelet Hyperaggregation (Genes
ITGA2, GP1BA) (without Description))

2 260

A27.30.430

72011

TpombouuTapHbin peuentop dmnbpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

2290

A27.30.430

720163

TpombouuTapHein peuentop dmnbpuHoreHa (reH ITGB3) (6e3
onucaHusa pesynbTaTtoB BpadoM-reHeTnkom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

1885

21.6. bone3Hu cepgua u cocypos (Heart and Blood Vessel
(Cardiovascular) Diseases)

A27.30.267

129IT1/63

ApTepuanbHasa runepTeH3us, nonHas naHens (reHsl ACE, AGT,
NOS3) (6e3 onucaHusa pe3ynbTaToB Bpayom-reHeTukom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

8 425

B03.070.476

121171

ApTepuanbHas rmnepTeH3us, CBA3aHHas C HapyLUEHUSIMA B
peHnHaHrmoTeHsnHoBon cucteme (reHol ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,
AGT))

2525

B03.070.472

1211T1/63

ApTepuanbHas runepTeH3us, CBA3aHHas C HapyLUEHUSIMA B
peHnHaHrmoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onncaHus
pesynbTaToB BpavyoM-reHeTukoMm) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without
Description))

2 260

B03.070.479

76111

ApTepuanbHas runepTeH3usi, CBA3aHHas C HapyLeHnsiMm B paboTte
aHpgoTenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2 005

B03.070.480

761163

ApTepwuarnbHas runepTeH3uns, CBa3aHHas C HapyleHnsmu B pabote
aHpgoTenuansHon NO-cuHTasel (reH NOS3) (6e3 onucaHus
pesynbTaToB BpadyoM-reHeTukom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

1700

21.7. bonesHu }KenypouHO-KULIEeYHoro TpakTa (Gastrointestinal
Diseases)

A27.30.265

117171

BonesHb KpoHa (reHsl DLGS, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))

BT

21.8. bone3Hu LeHTPaNbHOM HepBHOU cucTembl (Central Nervous
System (CNS) Diseases)

A27.30.296

7641B-AP|

Pwuck 6onesnun Anburerimepa (AnonunonpoTteuH E (ApoE).
BoisiBneHnvne nonumopgusma e2?e3?e4)

3 500

A09.05.259

1231

"myTaTnoH obwui

3 600

21.9. OHKonoruyeckue 3abonesanusn (Cancer Diseases)

A27.30.274

154171

HacnepcteeHHble criydan BRCA-accoummnpoBaHHOro paka y Myx;X4uH:
pak rpyaHoOW, NoMpKenyaoYHON, NpeacTaTenbHOM Xenes, pak sudek
(renbl BRCA1, BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2))

4 400




A27.30.274

1541T1/63

HacnencteeHHble criydan BRCA-accouumnpoBaHHOIoO paka y My»)X4mH:
pak rpyaHon, No4KenyaoyHoN, NpeacTaTenbHON Xenes, pak andek
(reHbl BRCA1, BRCAZ2) (6e3 onuncaHus pe3ynbTaToB Bpa4oM-
reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

4 080

A27.05.012

7260

Mapkep pa3BuTua Ph’-HeraTuBHbIX XPOHUYECKMX
MuenonponudepaTBHbix 3abonesaHun (XMI3): konmyecTBeHHOE
onpegerneHne COOTHOLLIEHNST HOPMarbHOIO U MyTaHTHOrO annenen
617V/I617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): quantification of wild-type and
mutant allelic ratio of gene JAK2 617V/617F)

BHHHHHH

A27.30.279

124171

HacnepnctBeHHble crnydan paka MONOYHOM Xenesbl Wunm sSndHUKOB
(reHol BRCA1, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

6 505

A27.30.281

1241T1/63

HacnepncTteeHHble criydam paka MONOYHON Xenesbl U/Un SUYHUKOB
(reHsl BRCA1, BRCA2) (6e3 onvcaHusi pe3ynbTaToB Bpa4oM-
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCAL, BRCA2) (without Description))

5 560

A27.30.279

12441T1

HaCJ'Ie,D,CTBeHHbIe cny4yaum paka MOJIOYHOM Xene3bl N/unm SN4YHNKOB
BRCAL, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

B

21.10. HapyweHusa obmeHa Bewects (Metabolic Disease,
Metabolic Disturbance)

A27.30.273

153[T1

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

8 295

A27.30.273

153IT1/63

OcTeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onucaHua pesynbTaTtoB Bpadom-reHeTnkom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

7 850

A27.30.433

7691

JlaktasHas HegocTaTouHocTb (reH MCMB) (Adult Lactase Deficiency
(Gene MCMB)

2075

21.11. dapmakoreHeTuka (Pharmacogenetics)

A27.30.293

1421T1

Wurnbutopel AlN®, dpnysactatuH, 6nokatopbl peuentopos ATII.
[MporHo3npoBaHue HedpoNpPOTEKTUBHOIO achpekTa NHIMbUTOPOB
Al® npu HeanabeTundecknx 3aboneBaHusix. FeHeTUYeckne mapkepbl
apdheKkTMBHOCTH aTeHonona npu apTepuansbHOW rmMnepTeH3nmn ¢
rmnepTpodmen NeBoro Xxenyaoyka unv Tepanum donyBactaTtMHOM Mnpu
uwemuyeckon 6onesxun cepgua. OnpegeneHve HanMyms
nonMMopr3mMoB reHa aHrMoTEH3NH-NpeBpaLLatoLlero oepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATl Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic
Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy
in Ischemic Heart Disease. Detection of Polymorphisms of Gene of
Angiotensin-Converting Enzyme (Gene ACE))

2525

A27.30.434

7261D-CY

JlosapTaH/vpbecapTtaH. FeHeTU4ecknii Mapkep pvcka HapyLleHui
meTabonuama 6roKkaTopoB peLenTopoB aHrmoTeHsumHa ll: nosaprtaHa
1 npbecapTtaHa no Tuny ocnabneHns n ycuneHust UxX rmnoTeH3MBHOMO
OeNcTBus, cooTBeTCTBEHHO. OnpeaeneHne Hannyuns
nonumopduamos reHa umtoxpoma CYP2C9 (Losartan/Irbesartan.
Genetic Marker of Risk of Metabolic Disorders Blockers of Receptors
of Angiotensin Il, Losartan and Irbesartan Type of Weakening and
Strengthening their Hypotensive Action, Respectively. Detection of
Polymorphisms of Cytochrome CYP2C9)

2115




A27.30.272

148IT1

MeToTpekcaT. _['eHeTu4eckme Mapkepbl NOBbLILLEHHOrO pycka
pa3BuUTMSA NOBOYHBIX peakLuin Npu Nnpueme MeToTpekcaTa Ha oHe
neyeHns peBMaTouaHoro aptpuTa. MeTtoTpekcar: HapyLueHue
meTabonuama donveBon KucnoTel. OnpeaeneHne Hanuyns
nonnMmMopr3MoB reHoB hepMeHTOB peakuuii onaTHOro Lmkna
(Methotrexatum. Genetic Markers of Increased Risk of Development
of Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5500

A27.30.435

7261C-CY

HectepoungHble npoTuBoBoCnanuTeneHble npenapartsl. [eHeTuyeckui
MapKep MOBLILLIEHHOIO p1cka pas3BuThs NOBOYHBIX peakumn B chopme
XenyaouHbIx KpoBoTeueHuin npu npueme HIMBIT (nbynpodeH,
TEHOKCMKaM, HarnpoKCEH, HO He AMKNnodeHak) no Tuny BO3HUKHOBEHNS
KenygoYHbIX KPOBOTEYEHMN, CBA3AHHbIX C HAapYLLUEHNEM WX
meTabonuama. OnpegeneHve HanMumsa NONMMMopdU3MOB reHa
uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

2115

A27.30.436

7261B-CY

CynboHNNMoYeBUHa 1 ee NPOM3BOAHbBIE: _XNlopnponamug,
Tonasamua, rmmbeHknamug n Tondbytamua. 'eHeTnyeckun mapkep
puUcKa pasBUTUS HEXeNnaTenbHbIX NIEKAPCTBEHHbIX peakuui no Tuny
rMNOrMUKEMIM NPU NpYeMe nepoparnbHbIX CaxapoCHMKaLLMX
CpencTB, CBA3aHHbIX C HapyLleHem ux metabonuama. Onpegenexve
Hanuumsa nonumopdmnamMoBs reHa uutoxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms
of Cytochrome CYP2C9)

2115

A27.05.045

7259BETA

Beta-agpeHo6nokaTopsl. [eH CYP2D6. ®apmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

7935

21.12. Cuctema AEeTOKCUKALUM KCEHOODMOTUKOB U KaHL,EPOreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

7259

Lntoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

7 705

A27.05.045

7261CYI

Lntoxpom CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9))

2115

21.13. Ycnyru Bpaua-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

14600P1

OnucaHne pe3ynbTaToB FeHETUYECKOro TecTa 1 kaTeropum
cnoxHocTn (NeNe 720163, 761163, 701463, 125IT1/E3, 720763)
(Genetic Test Results: Description of the 1-st Category Complexity)

660

A27.30.428

14610P2

OnuncaHne pe3ynbTaToB reHeTUYECKOro Tecta 2 kaTeropum
cnoxHocTu (NeNe 118IM/B3, 121IMM/B3, 123IM/B3, 131IM/B3,
141IM/B3, 115IM/B3, 1241 T/B3, 154 T/B3) (Genetic Test Results:
Description of the 2-nd Category Complexity)

1330

A27.30.428

14620P3

OnuvcaHve pe3ynbTaToB reHeTUYecKoro Tecta 3 kateropum
cnoxHocTtu (NeNe 122IT1/B3, 129IT1/B3, 120IT1/B3, 137ITI/B3,
138IM/B3, 153IT/B3, 110IT1/B3, 114IT1/B3, 140IT1/B3, 766163,
725863, 134IT1/B3, 135I'T1/B3, 1361 T1/B3) (Genetic Test Results:
Description of the 3-rd Category Complexity)

2 630




A27.30.428

14630P4

OnvcaHve pe3ynbTaToB reHeTUYECKOro TecTa 4 kaTeropum
cnoxHocTn (NeNe 1441T1/B3, 143IT1/B3, 139IT1/B3, 145IT1/B3,
108ITI/B3, 19I'T1/B3) (Genetic Test Results: Description of the 4-th
Category Complexity)

5940

22.1. HacnepctBeHHble MOHOreHHble 3a60/1€BaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

126071

OcHoBHble HacneacTBeHHble 3aboneBaHus (reHbl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

fidiaiaacecd

A27.30.437

7803ABCA

AbunoTtpodchus cetyatkun, Tun dpaHdeckeTTn (bonesHs LWTaprapara 1-
ro tuna). MNMouck vyactbix MyTaumi B reHe ABCA4, 4. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4,
Freq. Mut.)

fidiaiacerd

A27.30.438

7624SLC

AkpoaepmaTuT aHTeponaTnyeckuin. MNMounck mytauum B reHe SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

B

A27.30.340

7804TYR

AnbOrHM3M rnasokoxHbIn TMN 1A. Mouck mytauun B reHe TYR, M.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

B

A27.30.341

7881RPS

AHemuns JanmoHaa-bnekdgeHna. MNMounck mytauuim B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

B

A27.05.051

7107

ApTporpuno3 gnctanbHbin (cuHapoM PpumeHa-LLengoHa). Mowvck
yacTbIx myTauun B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A,
Gene MYH3, Freq. Mut.)

HAAAAAH

A27.30.432

7905FRDA

Atakcna ®pugpenxa. Nonck mytaumn B reHe FXN, m. (Friedrich
Ataxia, Gene FXN, Mut.)

HAAAAAH

A27.30.432

7808FRDA

Atakcusa ®pugperixa. MNouck yactbix MyTaumi B reHe FXN, u. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.)

6 385

A27.30.299

7108

AtenocrteoreHes (gucnnasua ge na lWanens). MNovck myTauun B reHe
SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

BT

A27.05.027

7109LEI

ATpodus 3putenbHoro Hepea Jlebepa. Nonck YacTbix MyTaLuin B
muToxoHgpuaneHon OHK, 12 u. m. (Leber Hereditary Optic
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

idiaiaeeererd

A27.05.027

76100HKI

ATtpocbusa 3putensHoro Hepaa Jlebepa. [Nonck YacTbix MyTauuin B
muToxoHapuaneHon OHK, 3 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 3 Freq. Mut.)

8 740

A27.30.343

7706 TNFR

AyTOMMMYHHbBIN NUMdoNponMdepaTMBHbIA cMHAPOM. [onck myTauni
B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome,
ALPS, Gene TNFRSF6, Mut.)

idiaiaeeererd

A27.30.343

7705TNFR

AyTOMMMYHHBIN NumMdonponudepaTMBHbIA cMHAPOM. [lonck myTauni
B «ropsumx» yyactkax reHa TNFRSF6, «ropsay.» yy. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point
Mut.)

9 790

A27.30.344

7770GRN

Adasusa nepsudHas nporpeccupytowas. Movck mytaumn B reHe GRN,
M. (Aphasia Primary Progressive, Gene GRN, Mut.)

idiaiaieeeeed

A27.30.346

7809FGFH

AxoHpgponna3swus. Mouck yacTeix myTaumi B reHe FGFRS3, 4. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

idiaiaieeeeed

A27.30.345

7709BEST]

BonesHb becTta. MNMouck Bcex n3BecTHbIX MyTaumi B reHe BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene
BEST1, Mut.)

B

B03.019.011

7810ATP7

Bones3Hb BunbcoHa-KoHosanosa, reH ATP7B y.m.

9 360

A27.30.300

7812PANK

bonesHb NannepsopaeHa-LUnartua. MNMonck YacTblx MyTauuin B reHe
PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation 1,
Gene PANK2, Freq. Mut.)

B

A27.30.347

7813PRNH

BonesHb NepcTmaHHa-LUTpeyccnepa-LlenHkepa. MNouck myTauuin B
reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

RHHHHHH

A27.30.002

7775PTEN

BonesHb KoyaeHa. Mouck mytauum B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.)

RHHHHHH




A27.30.347

7814PRNH

BonesHb Kpentudenbara-Akoba. Monck mytaumi B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

RHHHHHH

A27.30.002

7776PTEN

bonesHb JlepmutT-Lyknoc. MNMounck mytaumi B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

BHHHHHH

A27.30.348

7816NDP

BonesHb Hoppu. Mounck mytaumn B reHe NDP, M. (Norrie Disease,
Gene NDP, Mut.)

BHHHHHH

A27.30.349

7818CSTH

BonesHb YHdeppuxTa-Jlyngbopra. MNMouck mytauun B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

HARAAAHR

A27.30.349

7817CSTH

Bones3Hb YHdeppuxTa-llyngdopra. lNouck 4acTbix MyTaLuui B reHe
CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and
Lundborg, Gene CSTB, Freq. Mut.)

9 265

A27.30.417

7819ABCA

BonesHb WTtaprapara. MNouck yactbix MyTaumn B reHe ABCA4, u. m.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included,
Gene ABCA4, Freq. Mut.)

fidiaiaacecd

A27.30.350

7820ROR

Bpaxugaktunusa tun B1. MNMownck mytaumm B reHe ROR2, m.
(Brachydactyly Type B1, Gene ROR2, Mut.)

HAAAAAH

A27.30.351

7992NTR

BpoxaeHHas HevyBCTBUTENbHOCTb K 60nn ¢ aHrmaposom. MNonck
mytaumn B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

B

A27.30.352

7711ADAM

"eneodusnyeckasa aucnnasus. MNMovck mytaumn B reHe ADAMTSL2,
M. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

B

B03.005.020

7822B

remodunus. Nouck mytauun B reHe caktopa IX npu remocpmnun B,
M. (Hemophilia B, Gene Factor IX, Mut.)

B

A27.30.353

7989MVK

Mnep-lgD cnHapom. Nonck MyTauuin B «ropsiinx» y4acTkax reHa
MVK, «ropsy.» y4. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point
Mut.)

HAAAAAH

A27.30.354

7778MVK

'vnep-IgD cungpom. Mouck mytauun B rene CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

HAAAAAH

A27.30.354

7823CD

'vnep-IgM cungpom. Mounck mytauun B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

idiaiaeeererd

A27.30.355

7898SCN4

'Mnepkanvemnyeckunin nepunogmnyecknin napanuy. Nounck mytauui B
ak30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

BT

A27.30.355

7603SCN4

'Mnokanuemmnyeckuin nepuognyveckuin napanud. Nouck mytauuii B
ak30Hax 12, 18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

idiaiaeeererd

A27.30.301

7126

MNMnodocdatemmnyecknini BUTaMuH D-pe3nCTEHTHbIV paxuT (MOYEYHbIN
docdaTHbeIn guabeT). Monck mytaumii B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

idiaiaeeererd

A27.30.346

7906FGFHR

MmnoxoHgponnasus. MNonck yacTteix myTauun B reHe FGFR3, . m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

idiaiaeererd

A27.30.302

7128

OeduumnT KapHUTUHA CUCTEMHBIV NEepPBUYHBIN. [onck MyTaumi B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD,
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

idiaiaieeeeed

A27.30.302

7129

IOnactpoduyeckasn gucnnasus. Nouck mytaumi B reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

idiaiaieeeeed

A27.30.330

7927BSCL

OucTtanbHaa moTopHasa Henponatus Tun V. MNouck mytaunin B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene
BSCL2, Mut.)

B

A27.30.339

7131IGI

OucTtanbHasa cnnHanbHas aMMoTpodus BPOXAEHHAs C Napanuyom
avnadparmel. MNouvck mytaumn B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

idiaiaieeeeed

A27.30.303

7132

[ucTtanbHasa cnuHanbHas aMnoTpodnst BpoXaeHHas
Henporpeccupytowas. Monck MyTaumnin B «ropsaynx» yqacTtkax reHa
TRPV4, «ropsd.» y4. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

RHHHHHH




NxTnos dynnesHbin. Mouck mytauun B reHe KRT2, m. (Ichthyosis

A27.30.357 7604KRT2|Bullosa Of Siemens, Gene KRT2, Mut.) T
KocTHas reteponnasus nporpeccupytowasi. lMonck mytauuim B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS,

A27.30.305 7140 Mut.) HHHHHH
KpaHnomeTtadusapHasa gucnnasms. [lonck mytaumii B «ropsaumx»
yyacTkax reHa ANKH, «ropsy.» y4. m. (Craniometaphyseal Dysplasia,

A27.30.306 7141 Gene ANKH, Hot-Point Mut.) R
KpaHunomeTtadmsapHas gucnnasus. MNounck mytaumim reHa ANKH, m.

A27.30.306 7142 (Craniometaphyseal Dysplasia, Gene ANKH, Mut.) T
KpaHnocnHocTos. MNonck mytaumii B reHe TWIST1, m.

A27.30.307 7143 (Craniosynostosis Type 2, Gene TWIST1, Mut.) T
KpaHunocnHocTto3. Monck mytaumii B reHe MSX2, m. (Craniosynostosis

A27.30.412 7717MSXType 2, Gene MSX2, Mut.) R
JInnognctpodusa cemenHasa YactuyHas. Nomck MmyTauumn B «ropaymx
yyactkax» reHa LMNA, «ropsiy.» yd. M. (Familial Partial Lipodystrophy

A27.30.314 7834LMNA?2, FPLD 2, Gene LMNA, Hot-Point Mut.) T
Jlnnoguctpodms cemenHas YactmnyHas. Nounck mytaumii reHa LMNA,

A27.30.314 7835LMNAM. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) it
MaHngubynoakpansHasa gucnnasus ¢ nunoguctpodumen. Nounck
MyTaumn B ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia,

A27.30.314 7720LMNAEXxons 8, 9 Gene LMNA, Mut.) 9790
MeBanoHoBas aumaypws. Mouck mytauui B reHe MVK, m. (Mevalonic

A27.30.353 7605MVK |Aciduria, Gene MVK, Mut.) Y
MeTtremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene

A27.30.359 7908DIA1 |CYB5R3, Mut.) Y
MeTtremornobuHemusi, CYB5R3 y.m. (Methemoglobinemia, Gene

A27.30.359 7836DIA1 |CYB5RS3, Freq. Mut.) 9 265
MwuoknoHuyeckas anuctonus. MNonck mytaumii B reHe SGCE, m.

A27.30.308 7147 (Myoclonic Dystonia, Gene SGCE, Mut.) it
MwuoTtoHu4veckasn auctpodus. MNMounck Yactbix MyTaumi B reHe DMPK,

A27.30.360 7838DMPH4Y. M. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 4 950
MwuoTtoHua TomceHa-bekkepa. MNonck yacTtbix myTauun B reHe CLCN1,

A27.30.309 7148 4. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) it
MykoBucuungos. Nouck Yactbix MyTaumi B reHe CFTR, u. m. (Cystic

A27.05.036 7791l Fibrosis, Gene CFTR, Freq. Mut.) Rt
MbliweyHasn guctpodums OdioweHHa/bekkepa. Monck geneunin n

A27.30.361 79720Cl|gynnukaumi B reHe oucTpopmHa 9610
MbliweyHasn guctpodums OdioweHHa-bekkepa. JlanoHnsauuna X-
Xpomocombl y aeodek (Duchenne Muscular Dystrophy, X-

A27.30.289 7701XI Lyonization, Girls) T
Meiweynasa auctpodus, Tnn dykyama. MNouck mytauuin B reHe FKTN,

A27.30.362 7934FKTN|m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) it
MbiweyHasa auctpodusa Smepu-AOpendyca. MNovck myTauun B reHe

A27.30.310 7163 FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) Rt
MbiweyHasa anctpodpua Amepu-Opendyca. MNouck mytauuin B reHe

A27.30.314 7999LMNALMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) it
MebiweyHasa anctpodua Amepu-Opendyca. MNouck mytauuin B reHe
amepuHa npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular

A27.30.338 7935 Dystrophy, X-Linked Gene Emerine, Mut.) Rt
Hannam MULIBRAY. NMouck mytauun B reHe TRIM37, m. (Muscle-

A27.30.363 7936TRIM|Liver-Brain-Eye, Gene TRIM37, Mut.) Rt
HapyweHus getepmuHaumm nona. MNMowvck mytaumm reHa SRY, m.

A27.30.288 7903SRY |(Disorders Sex Determination, Gene SRY, Mut.) 9790
HapyweHus getepmuHaumm nomna. AHanms3 Hanmumsi reHa SRY, m.

A27.30.288 7846SRY!I |(Disorders Sex Determination, Analysis Gene SRY, Mut.) T




A27.30.364

7902PMP

HacnencreeHHas HevponaTusi ¢ MOABEPXKEHHOCTLIO Napanuyy ot
caasneHus. MNMouck mytauun B reHe PMP22, m. (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Mut.)

BHHHHHH

A27.30.364

7952PMP

HacnepcTtBeHHasi HeriponaTusi ¢ NOABEPXKEHHOCTBIO Napanuyy oT
caasneHus. AHanuns yicna konun reHa PMP22 (Hereditary
Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22,
Copy Number Variation)

6 905

A27.30.365

7725C1INH

HacneacTBeHHbIN aHIMOHEBPOTUYECKUI OTeK. MNMonCK MyTaLmii B reHe
C1NH, m. (Hereditary Angioedema Type I, Gene C1NH, Mut.)

BHHHHHH

A27.30.366

7847ALX4

HesapalueHune pogHunykoB. Monck mytaumii B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

BHHHHHH

A27.05.033

7961GJB2

HeWipoceHcopHasi HecMHApPOManbHas TYroyXoCTb, MOUCK YacTbiX
myTauun B reHe GJB2

7 605

A27.05.033

7963GJB2

HelipoceHcopHas HecuHapoMarbHas TYroyxoCTb, NOSHbIA aHanmn3
reHa GJB2

B

A27.30.367

7910ELA2

HentponeHus. MNownck mytaumn B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

HAAAAAH

A27.30.322

7849NPHH

HedpoHodTtns. Momnck mytauun B rene NPHP1, m. (Nephronophthisis
1, NPHP1, Gene NPHP1, Mut.)

HAAAAAH

A27.30.311

7166

Hedpotnueckun cungpom. MNMomck mytauun B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

HAAAAAH

A27.30.311

7167

Hedpotnueckun cungpom. MNMomck mytauun B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

HAAAAAH

A27.30.355

7997SCN

Hopmokanuemuyeckuin nepnognyeckuii napanuy. lNMouck mytauui B
ak3oHe 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon
13 Gene SCN4A, Mut.)

B

A27.30.277

7957RABH

OxynodgapuHreansHas MbledHas guctpodums. MNonck YacTbix
myTauun B reHe RABPN1, 4. m. (Oculopharyngeal Muscular
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

4120

A27.30.312

7958TCIR

OcTteoneTpo3s peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMounck
yacTbIx myTauuin B reHe TCIRG1, u. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

9 265

A27.30.312

7168

OcTeoneTpo3 peLieccrBHbIN (MpamopHas 6onesHb kocTen). Mounck
myTauun B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

idiaiaeeererd

A27.30.368

7727HPGI

MepBuyHasa runepTpoduyeckasn octeoapTponaTms
(naxnpepmonepuocTos). MNonck mytaunii B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,
Gene HPGD, Mut.)

idiaiaeeererd

A27.30.369

7728BMPH

MepBuyHasa neroyHas runepteHsnd. Nouck mytaumi B reHe BMPR2,
M. (Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

B

B03.014.002

7851MEFV

Mepuopmnyeckas 6onesHb. MNonck mytaumn B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

B

B03.014.002

7012MEI

Mepuogunyeckasn 6onesHb. Monck YyacTbix MyTauun B reHe MEFV, u.
M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

8 015

A27.30.418

7853RP2

MurmeHTHasa gereHepaums cetyaTku. MNMonck mytaumim B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

idiaiaieeeeed

A27.30.313

7176

MukHogusocTos. MNouck mytaumi B reHe CTSK, m. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

idiaiaieeeeed

A27.30.370

7998FLCN

lMHeBMOTOpAaKC NepBUYHbINA CMOHTaHHLIW. [TOMCK MyTaLun B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,
Mut.)

B

A27.30.371

7636SHH

Monunpaktunus. MNouck mytaumii B reHe SHH, m. (Polydactyly, Gene
SHH, Mut.)

HHEHHHH




A27.30.372

7730GLI3

Monunapaktunus. MNouck mytaumi B reHe GLI3, m. (Polydactyly, Gene
GLI3, Mut.)

RHHHHHH

A27.30.314

7180

Mporepus XatumHcoHa-Imndopaa. MNMonck mytaumii B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

BHHHHHH

A27.30.315

7183

MceBnokcaHTOMa anacTuyeckasi. NMonck YacTbix MyTaunii B reHe
ABCCB6, 4. M. (Pseudoxanthoma Elasticum, Gene ABCCS#, Freq.
Mut.)

9 790

A27.30.373

7759LPIN

Pabaomuonus (mmornobuHypus). MNMonck mytaumi B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,
Mut.)

BHHHHHH

A27.30.316

7185

PetnHowwnsuc. Mouck mytauuin B reHe RS1, M. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

BHHHHHH

A27.30.343

7799TNFR

CewmeliHas nepuognyeckas nuxopagka. lNMonck mytauuii B reHe
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome,
TRAPS, Gene TNFRSFIA, Mut.)

fidiaiaacecd

A27.30.374

7916PRF

CewmenHbIn remodarouuTapHbin numdorncTountos. Nonck mytauun
B reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene PRF1, Mut.)

B

A27.30.375

7917STX

CemenHbI remodparoymTapHbi IMMdorncTnoumTos. MNMovck mytauun
B reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STX11, Mut.)

HAAAAAH

A27.30.375

7915STXB

CewmenHbIn remodarouuTapHbin numdorncTmountos. Nonck mytauun
B reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STXBP2, Mut.)

B

A27.30.376

7914UNC

CemenHbI remodparoymTapHbii IMMAOrncTnoumTos. MNMovck mytauun
B reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene UNC13D, Mut.)

HAAAAAH

A27.30.376

7914UNCI]

CemenHbIn remodarounTapHein nMorncTmounTos. NMounck YyacTbix
myTaumn B reHe UNC13D, u. m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

9 265

A27.05.052

7798RET

CemeiHbIn MeoynnsipHbIA pak LWMTOBUAHOM xernesbl. [Nouck mytauui
B 9K30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer,
Exons 5, 8 Gene RET, Mut.)

idiaiaeeererd

A27.30.377

7797CIAS]

CewmeiHbIN xono4oBow aytoBocnanutenbHbli cuHapoMm NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

BT

A27.30.378

7858NGFH

CeHcopHas nonuHernponatus, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

BT

A27.30.377

7733CIAS]

CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

BT

A27.30.317

7186

CwuHgpom TAR. Mounck myTauun B reHe RBM8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene
RBMS8A, Mut.)

idiaiaeererd

A27.30.379

7859FGD]]

CwuHgpom Aapckora-CkoTTa (thaumoreHntanbHas gucnnasms). Nonck
myTauuin B reHe FGD1, M. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,
Mut.)

idiaiaieeeeed

A27.30.318

7187

Cungpom AnbcTpoma. MNMonck MyTauuin B «ropsaymnxy y4acTkax reHa
ALMS1, «ropsiy.» yd. M. (Alstrom syndrome, Gene ALMS1, Hot-Point
Mut.)

B

A27.30.380

7861KCNJ

CwuHgpom AHpepceHa. MNonck mytaunii B reHe KCNJ2, m. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

B

A27.30.346

7913FGFHR

CwuHgpom AHTnn-bukcnepa. Nouck mytaumii B ak3oHe 9 reHa FGFR2,
M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

idiaiaieeeeed

A27.30.346

7862FGFH

Cungpom Anepa (akpouedanocuHgakTunms). MNonck YacTsIx MyTaummn
B reHe FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

HHEHHHH




A27.30.381

7863PRPS

CwuHgpom ApTa. lNonck mytaumii B reHe PRPS1, M. (Art's Syndrome,
Gene PRPS1, Mut.)

RHHHHHH

A27.30.002

7796PTEN

Cungpom banasiH-Pannn-Pysansbaka. MNonck mytaumn B reHe PTEN,
M. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

HARAAAHR

A27.30.370

7703FLCN

CwuHpgpom Bepta-Xora-Aetoba (BX[). Mouck mytauuin B reHe FLCN,
M. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

fidiaiaacecd

A27.30.319

7189

CwuHppom BoyaHa-KoHpaan (BKC, uepebporenatopeHarnbHbIN
cuHapom). Mownck mytaumii B reHe EMG1, m. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

BHHHHHH

A27.30.382

7734BCS

Cungpom BbepHcTaga (cuHapom Kypdasbix Bonoc). lMouck mytauni B
reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

HARAAAHR

A27.30.383

7866PAX3

CwuHppom BaapaeH6ypra. NMouck mytauun B reHe PAX3, M.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

fidiaiaacecd

A27.30.384

7867EDNH

CwuHpgpom BaapaeH6ypra-Llaxa. Monck mytaumii B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

HAAAAAH

A27.30.320

7190

Cwungpowm Ban gep Byaa. MNowuck mytaumn B reHe IRF6, m. (Van der
Woude Syndrome, Gene IRF6, Mut.)

HAAAAAH

A27.30.385

7868WAS

Cungpom Buckotta-Ongpuda (CBO). MNonck mytaumn B reHe WAS, m.

(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

HAAAAAH

A27.30.386

7785PHOX

CviHopom BpOXAEHHOW LieHTpansHow runoseHTunsaumm (CBLIM).
Mouck yacTeix MyTaumi B reHe PHOX2B, 4. M. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

9 265

A27.30.321

7192

Cunpgpom MepmaHcku-INyanaka (AnbOVMHN3M rnaso-KoXHbIN C
remopparMyecknum auaTte3om U NUrMeHTaLmen peTmukyno-
aHOoOTeNnuanbHbIX KNeTok). Nonck YacTbix MyTauun B reHe HPS1, u.
M. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Freg. Mut.)

HAAAAAH

A27.30.372

7869GLI3

Cungpowm [pevira (cemenHbln runeptenopmam). Nonck mytaumn B
reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

idiaiaeeererd

A27.30.387

7737RAB2

Cungpom Mpucuennu. MNouck mytaumn B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

idiaiaeeererd

A27.30.346

7738FGFHR

Cungpom [xekcoHa-Bericca. Movck myTaumn B 9k3oHe 9 reHa
FGFR2 n ak3oHe 7A reHa FGFR1, M. (Jackson-Weiss Syndrome,
JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

BT

A27.30.322

7194

Cungpom XKybepa (CXK). AHanms ymcna konui reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

idiaiaeeererd

A27.30.323

7195

Cungpom KapneHTepa (akpouedanononMcMHaakTunms BToporo
Tnna). Nouck mytaumin B reHe RAB23, m. (Carpenter Syndrome,
Gene RAB23, Mut.)

B

A27.05.033

7768GJB2

CwuHapom kepaTtuta-uxtunosa-tyroyxoctun (KNO-cungpom). MNounck
myTaumn B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

idiaiaieeeeed

A27.30.324

7198

CwuHpgpom Knunnensa-deiins (CUHAPOM KOpOTKoM Len). Mounck
mytaumn B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

B

A27.30.388

7739ERC(

CwuHpgpom KokkeinHa. MNonck mytaumi B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

B

A27.30.325

7199

CwuHgpom Koctenno. MNMouck mytauun B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

9 790

A27.30.326

7202

CuHpgpom KodbdpuHa-oypwu (CKI1). MNomck mytaumin B reHe RPS6KAS,
M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

B




CuHapom kpaHuodaLmansHOM AMCMOPEUU-TYIOYXOCTU-YNbHapPHON
aesuvauum kucten. MNonck mytaumii B reHe PAX3, M. (Craniofacial-

A27.30.383 7740PAX3|Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.) T
Cwungpom Kpurnepa-Hansipa (CKH, cemenHas xentyxa). Nounck
mytaumn B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1,

A27.30.015 7010UGI |Mut.) HHHHH
CwuHpgpom Kpy3oHa ¢ yepHbIM akaHTOo30M. [onck myTaumi B ak3oHe 10
reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN,

A27.30.346 7760FGFREXxon 10 Gene FGFR3, Mut.) R
CwuHgpom KpysoHa. lNMouck myTaumn B 3k3oHax 7 u 9 reHa FGFR2, m.

A27.30.346 7964FGFR(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) R
CwuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,

A27.30.377 7794CIAS]Gene NLRP3, Mut.) R
CwuHgpom Makneoga. Mouck mytauun B reHe XK, m. (McLeod

A27.30.327 7204 Syndrome, Gene XK, Mut.) HH#HHRH]
Cungpom Moyat-BunbcoH. MNonck mytaumn B reHe ZEB2, m. (Mowat-

A27.30.389 7743ZEB2|Wilson Syndrome, Gene ZEB2, Mut.) fizsessssssessd
Cwungpom HunmereH, NBN 4y.m. (Nijmegen Breakage Syndrome, NBS,

A27.30.390 7872NBS1|Gene NBN, Freq. Mut.) 8 740
CviHOopom HorTen-HagKoneHHrka (octeoHuxogncnnasus). Monck
myTaumn B reHe LMX1B, m. (Nail-Patella Syndrome, NPS,

A27.30.328 7213 Onychoosteodysplasia, Gene LMX1B, Mut.) HHRHRHHT
CwuHgpom Ocnepa-PaHato-Bebepa (HacnencTeeHHas
remopparvyeckas TeneaHrnakrasus). lNovck mytaumn B reHe ENG, m.

A27.30.329 7215 (Rendu-Osler-Weber Disease, Gene ENG, Mut.) it
Cungpom Mannuctepa. MNonck mytaumii B reHe TBX3, m. (Pallister W

A27.30.391 7874TBX3|Syndrome, Gene TBX3, Mut.) Y
CwuHgpom Mannuctepa-Xonna. MNMouck mytauun B reHe GLI3, M.

A27.30.372 7744GLI3 |(Pallister-Hall Syndrome, Gene GLI3, Mut.) Rt
CuHgpom nogkoneHHoro ntepuruyma. lNMouck mytauumi B reHe IRF6,

A27.30.320 7217 M. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) it
CwuHgpom lMNaopandpdepa. MNouck mytaumin B ak3oHax 7, 9 reHa FGFR2
n ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene

A27.30.346 7745FGFRFGFR2, Exon 7A Gene FGFR1, Mut.) T
CwuHgpom PeTtTa. MNMouck mytaumn B reHe MECP2, m. (Retts

A27.30.392 7218MEI |Syndrome, Gene MECP2, Mut.) T
CwuHgpom Cetpe-YoTaeHa. Nouck mytauum B reHe TWIST1, m.

A27.30.307 7219 (Saethre-Chotzen Syndrome, Gene TWIST1, Mut.) HHHHHHH
Cwungpom Cunbsepa. NMouck mytauui B reHe BSCL2, m. (Silver

A27.30.330 7220 Syndrome, Gene BSCL2, Mut.) T
Cungpom CumncoHa-lonabu-bemens. MNonck mytaumn B reHe GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene

A27.30.331 7221 GPC3, Mut.) it
CuHgpom Cmuta-Jlemnu-Onuua (CITIOC). MNouck myTauun B reHe

A27.30.393 7877DHCHDHCRY7, M. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) it
CuHpgpom TecTukynsipHor emunnsaumm (CT®, cuHgpom Moppuca).
Mouck mytauun B reHe AR, M. (Testicular Feminization Syndrome,

A27.30.394 7879AR |Gene AR, Mut.) HHHHIH
CwuHgpom Tpudepa-KonnuHsa-PpaHyeckeTTn (MaHgmbyno-
dauunanbHbIn ansoctos). MNMouck mytauun B reHe TCOF1, M.
(Treacher-Collins Syndrome, Franceschetti-Klein Syndrome,
Mandibulofacial Dysostosis without Limb Anomalies, Gene TCOF1,

A27.30.395 7747TCOHMut.) it
Cungpom Xunnensa-Jinnaay (Lepebpo-peTuHo-BucLEparbHbIN
aHrnomaTo3). Nownck mytaumm B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,

A27.05.053 7984VHL |Gene VHL, Mut.) i




A27.05.053

7973VHL

CwuHpgpom Xunnens-JivHaay (uepebpo-peTuHo-BUCLepanbHbIN
aHrmomato3s). Onpegenexune yncna konuin reda VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

HARAAAHR

A27.30.332

7223

CwuHppowm LBaxmaHna-AdavimoHaa. Nouck mytaumi B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

fidiaiaacecd

A27.30.332

7224

CwuHppowm LBaxmaHna-AdarimoHaa. Nonck yacTbiX MyTaLun B reHe

SBDS1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq.

Mut.)

9 790

A27.30.396

7911PLO0

CwuHgpom 3nepca-Lanno, Tun VI. MNonck YacTbix MyTauuii B reHe
PLOD, u. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq.
Mut.)

HARAAAHR

A27.30.397

7750CHRN

CwuHpgpom 3Sckobapa. Mouck mytauuin B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

fidiaiaacecd

A27.30.339

7994IGHM

CnunHanbHasa ammnoTpodus ¢ napanuyom guadparmsl. [Nonck
myTaumn B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

B

A27.05.034

7996AMU

CnuHanbHas ammoTtpodmsa Tunel 1, 1, 1Il, IV. Onpegenenne uncna
konum reHa (Spinal Muscular Atrophy, SMA, Type |, 11, lil, IV, Copy
Number Variation)

7 825

A27.05.034

7228

CnunHanbHas amunoTtpodums tunsl |, 11, 11I, 1V. Mouck myTauui B reHe
SMN1, M. (TonbKO NpK HanNM4MM ogHoM konuu reHa) (Spinal Muscular
Atrophy, SMA, Type I, II, lll, IV, Gene SMN1, Mut. (Only Presence
One Gene Copy) )

HAAAAAH

A27.30.394

7976ARI

CnunHanbHo-6yne6apHas ammoTpodms KeHHegn. Nonck YacTtbix
myTaumn B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

4 950

A27.30.398

7788ATXN

CnuHouepebennsapHas atakcus. lNMonck YacTblx MyTauui B reHe
ATXNY7, 4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

9 265

A27.30.398

7787ATXN

CnuHouepebennsapHas atakcus. MNMonck YacTblX MyTauui B reHe
ATXNS, 4. M. (Spinocerebellar Ataxia, Gene ATXNS8, Freq. Mut.)

9 265

A27.30.347

7978PRNH

CnoHrmoopmMHas aHuedanonatms ¢ HeMPONCUXNYECKUMM
nposisneHnamun. MNouck mytauuin B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

BT

A27.30.333

7230

CnoHaunokocTanbHbIn An3octos. Nouck mytaunii B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

BT

A27.30.399

7979TRAR

CnoHaunoanudusapHasa gucnnasus (C3M). MNouck myTauuin B reHe
TRAPPC2, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

idiaiaeeererd

A27.30.381

7980PRPS

CynepaktnHocTb hoctopubosnnnmpodocdar cuHTeTasbl. MNonck
myTauuin B reHe PRPS1, M. (Phosphoribosylpyrophosphate
Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

B

A27.30.439

7638TRPY

TpuxopuHodanaHreanbHbI cMHAPOM. [Monck MyTauun B reHe
TRPS1, m. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1,
Mut.)

idiaiaieeeeed

A27.05.021

7238

TpombouunToneHus BpoxxaeHHas. MNMouck mytauunm B reHe MPL, M.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,
Mut.)

B

A27.30.347

7885PRNH

datanbHas cemeriHasa MHCoMHuS. MNonck mytaunii B reHe PRNP, M.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

B

A27.30.287

7888PAH

DdeHunkeToHypus. MNMouck mytauuin B reHe PAH, M. (Phenylketonuria,
PKU, Gene PAH, Mut.)

B

A27.30.287

7781l

deHunkeToHypus. MNouck YacTblx MyTaumm B reHe PAH, u. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

B




A27.30.334

7240

dunbpopgmcnnasusa occudmumpyrowas nporpeccupytowlast. lNowmck
MyTauun B «ropsumnx» ydactkax reHa ACVR1, «ropsy.» y4d. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-
Point Mut.)

BHHHHHH

A27.30.334

7241

dubpoamcnnasma occudpmumpyollasi nporpeccupytowlas. Nounck
MyTaumn 6es «ropaunx» yyactkoB reHa ACVR1, 6e3 «ropsy.» yd. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

BHHHHHH

A27.30.400

7786RMRH

XoHgpoaucnnasua metadusapHas, Tun Mak-Ketocuka. Nounck
mytaumn B reHe RMRP, M. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

fidiaiaacecd

A27.30.335

7244

XoHapoancnnasusa ToyedHas KoHpagu-XioHepmaHa. MNouck mytauui
B reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-
Hunermann Syndrome, Gene EBP, Mut.)

BHHHHHH

A27.30.306

7245

XoHgpokanbunHoa. MNouck mytaumin B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene
ANKH, Mut.)

HAAAAAH

A27.30.401

7815HDI

Xopes 'eHTuHrToHa. Nounck YacTbix MyTaummn B reHe 1T15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.)

4620

A27.30.402

7889CHM

Xopongepemus. Moumck mytauun B reHe CHM, M. (Choroideremia,
CHM, Gene CHM, Mut.)

HAAAAAH

A27.30.403

7890CYBH

XpoHuyeckasi rpaHynemarto3Has 6oneaHb. MNovck MyTaumii B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

B

A27.30.404

7891BTK

X-cuenneHHas arammarnobynuHemust. Monck mytaumii B reHe BTK,
M. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

B

A27.30.405

7981BIRC1

X-cuenneHHbl numdonponmdgepaTBHbIN CUHAPOM (6ones3Hb
OyHkaHa, cungpom lMypTtuneo), XIAP m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

HAAAAAH

A27.30.405

7982SH2

X-cLuenneHHbI numdonponmgepaTBHbIN CUHAPOM (6one3Hb
OyHkaHa, cuHgpom MypTtuneo). Mouck mytauun B reHe SH2D1A, m. (X
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

idiaiaeeererd

A27.30.406

7894FRM[]

X-cuenneHHbI MOTOPHbI HUcTarMm. lNouck mytauun B reHe FRMD7,
M. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7,
Mut.)

BT

A27.30.407

7983I1L2R(

X-CLenneHHbI TEHXENbI KOMOUHMPOBaHHBI UMMYHOO4EULINT.
Mouck mytauun B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

idiaiaeeererd

A27.30.388

7757ERC(

LlepebpookynocavmockeneTHeln cMHAPOM. [onck MmyTaumi B reHe
ERCCB6, M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

BT

A27.30.408

7896EXT1

OK30CTO3bl MHOXECTBEHHbIe. [Monck myTauuin B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

B

A27.30.408

7895EXT?2

OK30CTO3bl MHOXECTBEHHbIE. [Monck myTauuin B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

B

A27.30.348

7758NDP

3kccyaaTuBHas BUTpeoxopeopeTuHanbHas guctpodus. Nonck
myTauun B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR,
Gene NDP, Mut.)

idiaiaieeeeed

A27.30.409

7897EDA

OkToaepmanbHast aHrapoTudeckas aucnnasusi. Mownck mytaumi B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

B

A27.05.033

7883GJB6

OkTofepManbHas rugpoTudeckast aucnnasus. lNMounck mytauuii B reHe
GJB6, M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

B

A27.30.336

7248

SAnucursapHas gucnnasus, MHoXecTBeHHas. [ouck YacTblx MyTaumm
B reHe COMP, u. m. (Multiple Epiphysial Dysplasia, MED, Gene
COMP, Freq. Mut.)

8 995




A27.30.299

7249

OnundmrsapHasi gucnnasusi, MHoXXecTBeHHasi. [onck MyTauuin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,
Mut.)

fidiaiaacecd

A27.05.033

7901GJB3

Oputpokepatogepmus. Monck mytaumm B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

HARAAAHR

A27.05.033

7899GJB4

Oputpokepatogepmus. Monck mytaumm B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

fidiaiaacecd

A27.05.053

7250

OpUTpoLMTO3 peLleCCMBHBIN (CeMenHast HacneacTBeHHas
nonuuntemust). MNMounck mytauun B reHe VHL, M. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

BHHHHHH

A27.05.053

7900VHLI

OpuUTPOLINTO3 peLieCCUBHBIN (CeMenHasn HacneacTBeHHas
nonuumutemus). Nounck yacTtobix MyTauun B reHe VHL, 4. m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

HARAAAHR

A27.05.052

7004MRI

CemeinHbIn MegynnsipHbIA pak LWMTOBUAHOM xenesbl (3k30Hbl 10, 11,
13, 14, 15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

B

A27.05.052

7006A2I

CvHOPOM MHOXECTBEHHOW 9HAOKPUHHON Heonnasum 2A Tvna (3K30HbI
10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,
11 Gene RET))

HAAAAAH

A27.05.052

7005B2I

CvHOPOM MHOXECTBEHHOW 9HOOKPUHHOM Heonnasum 2B Tuna (reH
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

HAAAAAH

B03.070.478

7802CYI

AgpeHorenuTanbHbIvi cuHgpoMm (AlC). Mounck YacTbix MyTauui B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freq. Mut.)

B

A27.30.286

7779HFEI

HacnepnctBeHHbI remoxpomaTtos, | tun (red HFE)
(Hemochromatosis Type 1 (Gene HFE))

3075

A27.30.285

7003UGI

Cungpom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1))

4 340

23.1. OnpepgeneHne 6MONOrM4eCKoro poacTea B cembe: OTLL0OBCTBA
u martepuHcTtsa (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

BP3/5

CpoyHoe ycTaHoBreHne 6nonormieckoro poacTea Anst O4HOro n3
poauTenew npu 6eccnopHoM poactee gpyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

idiaiaeeererd

B03.045.030

BP3/20

YcTaHoBneHve 6ronornyeckoro poacTea Ans 04HOro M3 pogutenen
npu 6eccnopHom poactee gpyroro (3 yen.) (Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

idiaiaeeererd

B03.045.030

BP2/5

CpoyHoe ycTaHoBreHne 6nonormieckoro poacTea Anst O4HOro n3
poautenew npu otcytcTeum apyroro (2 ven.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2
Persons))

idiaiaieeeeed

B03.045.030

BP2/20

YcTtaHoBreHne 61Monornyeckoro poacTea A 0gHOro M3 poauTenen
npw otcytcTBum gpyroro (2 ven.) (Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

idiaiaieeeeed

B03.045.038

BP/O0IN

JononHuTenbHbIA y4acTHUK UccnenoBaHus (peGeHokK unn MaTb Unu
otey) (Additional research participant (child or mother or father))

9 530

24.1. HacnepactBeHHble 60n1e3HM 0bmeHa BelecTs y
HOBOPOXAEHHDbIX/CKPUHUHT «MaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")

B03.016.025.001

HBO1

CKpUWHUHT HoBopoXxaeHHbIX «[MATOYKA» (Newborn Screening
"HEEL")*

8 335

B03.016.018.001

HBO2

"a3oBas xpomarorpadumsi o6pa3sLoB MOUK (OpraHuyeckne aumgypun)
(Gas Chromatography of Urine (Organic Aciduria))

RHHHHHH




A27.30.447

7060

Onpepenenne akTMBHOCTM BMOTUHMAA3bI (HE4OCTAaTOUYHOCTb
6uoTtuHmnaassbl) (Biotin-Dependent Carboxylases Activity (Biotinidase
Deficiency))

6 885

A27.30.440

7040

YacTtas mytaums B reHe BTD (HegocTtaTtovHocTb 6GuotuHMaassl) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

8 020

A27.30.441

7041GCDH

Yactas mytaums B reHe GCDH (rnyraposas aumaypwus tvn 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,

Type 1))

6 885

A27.30.441

7042

MonHbin aHann3 reHa GCDH (rnytaposas aungypus tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

fidiaiaacecd

A27.30.442

7048

Yacrtasa mytauusa B reHe HADHA (HegocTtaTo4HOCTb
AnNnHHoueno4veyHon 3-rmgpokcraumn-KoA-germgporeHassl) (HADHA
Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase
(LCHAD) Deficiency))

6 885

A27.30.443

7052

Yactas mytaumsa B reHe ACADM (HegocTtaTO4YHOCTb
cpegHeLenoyeYvHon gernaporeHasbl xxupHbix kucnot MCAD)
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase
(MCAD) Deficiency))

6 885

A27.30.445

7056

Yactble myTaumm B reHe FAH (Tuposunemus tun |) (FAH Gene, Freq.
Mut. (Tyrosinemia, Type 1))

HAAAAAH

26.1. Ana perteii (For children)

B03.070.460

OBC47

OueHka MMMYHHOTO OTBeTa K AeTCKkuM nHdekuuam (Pediatric
Infections: Immune Response)

7670

B03.070.450

0OBC89

3popoBbin pebeHok: ans geten ot 0 go 14 net (Healthy Child: for
Children from 0 to 14 Years)

1690

26.2. Ana eHWwmH (For women)

B03.027.015

2019

lMporpamma CKpUHWMHIa paka Lwenkn maTtkn — onpegenernne AHK BM4Y
W LUTONOrMYECKoe UccrnegoBaHue cockoba ek MaTkn 1
LiepBUKanNbHOro KaHana MeTogoM >XMAKOCTHOW LIUTONormmn™

2 250

B03.016.023

0OBC80

YKeHckuin ropMmoHanbHbIi NPoMuUnb: ANCAHYHKLMA ANYHUKOB,
HapyLleHus MeHcTpyanbHoro umkna (Female Hormonal Profile:
Ovarian Dysfunction, Menstrual Irregularities)

7 330

A27.30.278

OBC70

OHkopuck xeHckui: wenka matkn (Women's Oncorisk: Cervix )

4190

B03.070.456

OBC81

Mpobnembl HEBbIHALLIMBAHUA: ayTOMMMYHHbIN Npodunb (Miscarriage:
Autoimmune Profile)

7780

B03.070.462

OBC82

OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status)

3 140

B03.070.448

OBC88

lMnaHnpoBaHue 6epemMeHHOCTU: AMarHOCTUKA ypOreHUTanbHbIX
uHpekuun (Pregnancy Planning: Diagnosis of Urogenital Tract
Infection (UTI))

4 560

B03.001.001

OBC83

Xo4y cTaTb Mamon: KOMMIEeKCHoe obcnegoBaHue nNpuy NaHMPOBaHUK
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,
Comprehensive Survey)

idiaiaieeeeed

B03.014.006

OBC84

TORCH-uHdekumn (ToRCH-Infections)

6 290

B03.070.448

OBC86

BepemeHHocTb: Il TpumecTp (14-28 Hepenwn) (Pregnancy: Second
Trimester (14-28 Weeks))

1690

B03.070.448

OBC87

BepemeHHocTb: Il TpumecTp (o1 29-30 Hepenb) (Pregnancy: Third
Trimester (29-30 Weeks) )

8 040

B03.070.488

OBC121

MoaroToBka kK bepemMeHHOCTU: 6a30BbIN

idiaiaieeeeed

B03.070.488

OBC122

MogroToBka K 6epeMeHHOCTVIZ OoLeHKa BUTaMUHHOIo cTtaTtyca

6 810

B03.070.488

OBC123

MoAroToBka K 6epeMeHHOCTU: CKPbIThbIA AedULIMT xenesa

2370

26.4. ExkerogHble npodpunaktuyeckne obcnegosanua (Annual
preventive examinations)

B03.070.447

OBC46

ExxerogHoe npodwmnakTnyeckoe obcnegosaHue (nocne 40 ner)
(Annual Check-Up after 40 Years of Age)

9 980

B03.070.458

OBC79

300pOoB Tbl — 340POBa CTpaHa: exerogHoe npodunakTuieckoe
ob6cneposaHue (ao 40 net) (Healthy You - Healthy Country: Annual
Check-Up up to 40 Years of Age)

HHEHHHH




Broxumus kpoBu: pacluMpeHHbIn npodunb (Serum Biochemistry:

B03.016.004 OBC73 |Extended Profile) 7 990

Broxumusa kpoBu: MMHMManbHbIA Npodunb (Serum Biochemistry:
B03.016.004 OBC74  |Minimum) 4940

26.5. CnopTtusHblie npodpunu (Sport Profiles)
B03.070.464 CMNOPT1 |Supersport ba3oBbin 4125
B03.070.464 CIMNOPT2 |Supersport OnTumanbHbI T
B03.070.464 CIMOPT3 |Supersport NpoaBuHyTbIN b

26.7. OueHKa puUcKa pa3BuTUA 3aboneBaHUi cepaevHO-COCYAUCTOM

cuctembl (Cardiovascular disease risk assessment)

Mpodunaktmka 3abonesaHnii cepaLa u CoCyaoB U UX OCMOXHEHUN
B03.070.451 OBC51 (Preventing Heart and Blood Vessel Diseases ) 5410
B03.016.005 OBC53  |JlunugHbin npodhune: pacwumpeHHbin (Lipid Profile: Extended ) 4 890
B03.016.005 OBC54  |JlunnagHbi npodune: ckpuHuHr (Lipid Profile: Screening) 1530

26.8. flnarHoctuka aHtudochonnnugHoro cuHapoma (Diagnosis of

antiphospholipid syndrome (APS))

AHTupocthonmnuaHbin cuHapom (APC), nabopaTopHbie KpuTepun
A12.06.030 OBC55 |(Antiphospholipid Syndrome, APS) 5 360

26.9. iInarHoCcTMKa COCTOAHUA }KeNyA04YHO-KULLIEYHOrO TPaKTa

(Diagnosis of gastrointestinal tract (Gl Tract))

[narHocTtuyka Lennakumn: HenepeHoCUMOoCTb 6enka 3rakoB (rmTeHa)
B03.070.471 OBC62 |(Coeliac Disease: Gluten Intolerance ) 8 550
B03.014.004 FACTP MactponaHens (GastroPanel) 6 005

26.10. OueHka ¢yHKuuM neveHun (Assessment of liver function)
B03.016.008 OBC56 |O6cneposaHue nedeHu: pacumpeHHoe (Survey of Liver: Extended ) 5735
B03.070.500 OBC57 |O6cnenoBaHve nedeHun: ckpuHuHr (Survey of Liver: Screening) 2140

CKpPUWHUHT ayTOMMMYHHOTO nopaxeHusa nedeHun (Autoimmune Liver
Al12.06.024 OBC59 Disease: Screening) 8 890

26.12. OueHka ¢pyHKUMM nouyek (Assessment of renal function)
B03.025.001 OBC60 |O6cnegoBaHue noyek: pacwmperHoe (Survey of Kidneys: Extended ) | 4 430

26.13. TocnutanbHble uccnegosanua (Hospital Examination)

"ocnutanu3aumsa B TepaneBTuyeckmin ctaumoHap (Hospitalization in
B03.070.401 OBC77 Therapeutic Hospital) 8 050
B03.070.402 OBC78 |JlabopaTopHbIi XMpypruiyeckuin npodunb HHHHHHT

26.14. inarHocTuKa 3abonesaHnmn coegUHUTENbHOWN TKaHU

(Diagnosis of connective tissue diseases (disorders of connective

tissue))

Bonu B cyctaBax: pacwmpeHHoe obcnegoBaHue (Joint Pain:
B03.070.463 OBC63 Extended Survey) #H#HHH7
B03.040.002 OBC64  |ApTpuTbl Npu peBmaTtmyeckux 3abonesanusix (Rheumatic arthritises) | 4 030
B03.070.463 OBC64MQIBonun B cyctaBax: ckpunuHr (Arthralgia: screening test) 6 590
B03.070.487 OBC120 |lMopgarpa 1540
B03.070.501 OBC125 |PeBmatougHbii aptput (Rheumatoid arthritis). 4410

26.15. AinarHocTuKa caxapHoro auabera (Diagnosis of diabetes)
B03.012.001 OBC65 KoHTponb anabeta: pacwupeHHbivi (Diabetes Control: Extended) 6 570
B03.012.001 OBbC66 KoHTponb guabeta: ckpuHuHr (Diabetes Control: Screening) 1140
B03.070.459 OBC67 |Ownabet: aytoummyHHble mapkepsbl (Diabetes: Autoimmune Markers) 5190

26.16. luarHoCTUKA U KOHTPOAb Tepanuu octeonopo3a (Diagnosis

and monitoring therapy for osteoporosis)
B03.070.452 OBC71 OwnarHoctuka octeonopo3sa (Diagnosis of Osteoporosis) 5170

OueHka meTabonuama KOCTHOWM TKaHM U p1cka OCTeonopo3a:

pacwmpeHHoe obcnenosaHue (Metabolic bone and osteoporosis risk
B03.070.502 OBC124 |evaluation: comprehensive examination). 7 850




26.17. OueHKa GyHKLUM LLMTOBUAHOM Kene3bl (Assessment of
thyroid function)

LWLnTtoBuaHas xxenesa: pacwmpeHHoe obenegosanue (Thyroid Gland:

B03.058.001 OBC75 |Extended Survey) 3 590
B03.058.001 OBC76 LWnToBmaHas xxenesa: ckpuHuHr (Thyroid Gland: Screening) 2 090
26.18. Uudekuun, nepegasaemblie NoNoBbIM NyTém (Sexually
transmitted infections (STI))
B03.014.031 OBC90 BWM, cucpunuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 3060
NccnepgoBaHme komnnekcHoe «Cekc B 6onbLLoM ropoge: 6 MHdeKL M
(ananus kposwu)» (Comprehensive Study «Sex in City: 6 Infections
B03.014.010 OBC91 (Blood Test)») 6 230
UccnepnosaHme komnnekcHoe «Cekc B 6onbLuom ropoae: 14
MHpekuun + masok Ha Mukpodropy» (Comprehensive Study «Sex in
B03.014.030 OBC92 |City: 14 Infections + Smear on Flora») 8 350
NccnepgoBaHme komnnekcHoe «Cekc B 6onbLuom ropoge: 12
uHdpekumn + KBM (yporeHutanbHbin cockob)» (Comprehensive Study
B03.014.029 OBC105 |«Sex in City: 12 Infections (Urogenital Scraping)») 5 540
WcecneposaHne komnnekcHoe «Cekc B 6onbLliom ropoge: 8 nHdekuni
+ ma3ok Ha Mukpodnopy» (Comprehensive Study «Sex in City: 8
B03.014.028 OBC93 Infections + Smear on Flora») 5230
26.19. Npo6nembl Beca (Weight Problems)
Mpobnemebl Beca (nepBrnyHOe 0bcnegoBaHue 300pOBbsi NALMEHTOB C
B03.070.454 OBCY94 |HapyweHuamu Beca) (Weight Problems: Primary Survey) 6 050
Mepen aveTon: MuHMMansHoe obcnegosaHune (Survey Before Diet:
B03.070.481 OBC107 |Minimum ) 3290
Mepen aveTon: gononHutensHoe obcnegosaHue (Survey Before Diet:
B03.070.481 OBC108 |Additional ) HHH I
26.20. Ouetol (Diets)
B03.070.482 OBC112 |BeretapuaHupbl 5 315
B03.070.483 OBC113 [lMuTaHue, ncknoyaroLLee KpacHoe MsICO 1890
B03.070.484 OBC114 |BenkoBas averta 6 370
26.22. Anneprusa (Allergy)
Anneprus Ha X1BOTHBbIX, Nblfb, NneceHb (Allergy to Animals, Dust,
B03.002.004 OBC98 |Mold) Rt
B03.002.004 OBCY99 |Anneprusa Ha nuwesble npoaykTel (Food Allergy) R
B03.002.004 OBC100 |Anneprus Ha nneceHb (Mold Allergy) 4 050
B03.002.004 OBC101 |Anneprus Ha pacTteHus (Plant Allergy ) HHHHHHH
26.23. Tematonoruyeckue uccneposanHus (Hematological
Examination)
B03.005.013 OBC68 |OwunarHocTtuka aHemui (Diagnosis of Anemia) 6 120
26.24. Kpacota Koxu, Bosoc u Horteii (Beauty of skin, hair and
nails)
B03.070.485 OBC118 |KpacoTta 3goposow koxu (Healthy skin beauty) 4160
CwunbHble BoMockl, Kpenkue Hortu, 6apxatHas koxa (Strong hair and
B03.070.486 OBC119 [|nalils, velvet skin) 5 050
Hosble nuccnepgosanua
B03.004.001 FTACTP978l acTponaHesnb Co CTUMYNsLNEN 7 390
AHppodbriop, nccnegoBaHme MUKPOGIOpbl YpOreHUTanbHoro Tpakra
A26.21.036 3152 MY>KYUH B 9AKYIATE 3 365
AHppodbriop, nccnegoBaHme MUKPOGIOpbl YpOreHUTanbHoro Tpakra
A26.21.036 3153 MYXXYMH B CeKpeTe npeacraTtensHOn Xeneabl 3 365
AHppodriop CKpuH, nccnegosaHme MUKPOMIopbl YporeHUTanbHoro
A26.21.036 3253 TpakTa MyX4YuH B CeKpeTe npeacTaTtenbHON Xenesbl 2720
A09.05.209 1700 IMpokanbUNTOHMH 3380
A26.05.016 1593 >KenyHble KUCnoThbI B CTyne 4225




Onpepenexve nona nnopa. BeisBneHne Y-xpomocoMbl Nnoga B

A27.20.001 3316 kposu maTepu (Y-chromosome of the fetus in the mother's blood) 6 870
Bupyc rpunna A/B, kadectBeHHoe onpegenenne PHK (Influenza virus
A26.08.038.001 |3317 A/B, quality, RNA) 2 035
PasgenbHoe onpepeneHune TokcmHa A n TokcuHa B Clostridium
difficile B kane, aHTureHHbIV TecT (Toxin A and B Clostridium difficile.
A26.19.086 486/479 |One step rapid immunochromotographic assay) 1925
Bupyc renatuta C: reHoTunupoBaHue no reHotunam 1-6 (BI'C,
A26.05.019 1688 onpegenexve reHotunos 1-6, HCV Genotyping) 3090
A09.05.124 1645 MenaToHuWH 3 325
AHTUTEna K kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2,
A26.06.057 1641 IgM) 1125
MonekynsapHo-reHeTUdeckas AMarHoCTUKa paka npegcraternibHon
A27.30.292 7650 xenesbl 6 935
B03.001.002 1634 MnaueHTapHbIn hakTop pocTa (Placental growth factor, PIGF) 4 895
dakTop IX, aktnBHOCTb % (hakTop Kpnctmaca, aHTureMoubHbIN
A09.05.187 1410 akTop «B») 1730
A09.05.052 1412 AHTK-Xa, akTUBHOCTb % 2170
A09.05.221 1603 Butamux 1,25-gurngpoken D3 4 095
A09.05.035 1633 OBeponMmyc 4 285
JlabopaTopHoe nccnegoBaHue knewa ans BoisiereHms OHK
Bo306yauTens 6oppenuosa (bonesHu Nlanma) (Detection of pathogen
A26.04.012.001 |27[ DNA in ticks: Borrelia burgdorferi s. 1.) 2130
B03.016.004 4HOT NASH-FibroTest Y
Bo3mHOoUNbHBIN HeripoTokeuH B cTyne (Fecal Eosinophil derived
A26.05.016 1594 Neurotoxin; EDN, stool) 4 845
A26.05.016 1597 XumoTpuncuH B cTyne,aktuBHocTb (Chymotrypsin activity in Stool) 2 365
Creatokput ctyna (OnpegeneHve cogepxaHusi xxupa B kane
A26.05.016 1599 MEeTOAO0M KUCNOTHOro cteaTokputa; Fecal Fat; Acid Steatocrit) 1740
AHTUTENA, KONMYECTBEHHBIE, K cnarikoBomy (S) 6enky SARS-CoV-2,
A26.06.057 1659 IgG (Anti-SARS-CoV-2, spike (S) protein, 1gG, quantitative) 1705
A26.05.016 1596 3oHynuH dekanbHbln (Zonulin, stool; Fecal zonulin) 7 315
B03.016.004 OBC154 |Brnoxumunsa kposu: 6a30BbIN NPOPUIb 2 890
A08.30.046 580 OLGA-system(6roncuiiHbln (>kenynok) 4990
Mpsamow aHTMrMobynuHoBbIN TecT, nonucneunduyHbin (MAIT,
npsimast npoba Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs
A12.05.009 999 Test Polyspecific) 1465
A27.30.008 7653 Ananus mytauui B reHe BRAF (V600E) (MNLP, kay) 8 695
B03.016.005 OBC127 |JlunngHein npounb He-HaToLWakK pacLUMPEHHbIN 3905
B03.016.005 OBC128 |JlunuaHbIn npodunb He-HaToLaK CKPUHWHT 1530
B03.070.465 OBC129 |BeraHsbl. NMpodunb "MuHumansHbIn" 9 640
B03.070.465 OBC130 |BeraHsbl. NMpodunb "BasosBbin” T
B03.070.465 OBC131 |BeraHsbl. NMpodunb "PacumpeHHbin” T
B03.070.497 OBC155 [[Mpodunb «ExerogHas npodunakTnka» 1320
IunarHocTturka noctkoBmuaHoro cuHgpoma (Diagnosis of Post-COVID-
B03.070.495 OBC172 |19 syndrome) 8 740
B03.070.467 CIKA1 JlabopaTopHasi guarHocTuka runepaaHgporeHeMmm 4530
OueHka ropMoHarnbHOro ctartyca npu HapyLeHU MEHCTPYarbHOro
B03.070.453 ClNnKA2 |umkna 2 765
B03.070.466 OBC156 |ButamuH [,  MyuHepanbsHbi 0OMeH 4140
B03.014.024 3032 PaclwmnpeHHoe nccnegoBaHve MUkpodnopsl yporeHuTansHoro Tpaktal 3 480
B03.014.023 3033 CKpUHUHroBOe nccnegoBaHne MUKPonopsl yporeHMTanbHoro Tpaktal 2 955
KnuHunyeckuin aHanus kposu: obLumi aHanus, nerikocgpopmyna (c
B03.016.002 5/119 MUWKPOCKONWNEN Ma3ka KpOBM NPU HanM4mMm NaTonorm4eckux CoBmros) 835




OnpepaeneHne 0CMOTUYECKOW PE3VNCTEHTHOCTU SPUTPOLIUTOB

A12.05.002 1600 (Osmotic fragility (OF) test, RBC) 2 365
A12.05.012.002 |1618 OnekTpodopes remornobuHa (Hemoglobin Electrophoresis) 4 845
AHTuTEna Kk mutoxoHapusm (AMA-M2), 1IgG (Anti-AMA-M2
A12.06.035 1221 autoantibodies, 1gG) 2 275
AHTUTEna K 6eta-2-rukonpoTeunny, IgG (Anti-beta-2-glycoprotein,
A12.06.051 1670 IgG) 1835
AHTUTEna Kk 6eta-2-rmukonpoTenny, IgM (Anti-beta-2-glycoprotein,
A12.06.051 1671AB2MIgM) 2 050
B03.002.004 6706 MaHenb pasHblie anneprexbl 1 5460
B03.002.004 6707 [MaHenb pasHble annepreHsbl 2 5 255
CwuHgpom MapTtun-benn (reHognaHocTuka cuHapoma nomkom X
A27.30.298 7643 XPOMOCOMBI) 7 375
A27.30.141 7645 MyTtauwmm B reHe LDLR R
A27.30.142 7646 MyTtaumm B reHe PCSK9 b
CemeinHas runepxonecrepmHeMums (KOMNIIeKCHas AnarHoCTuKa - reHbl
A27.30.142 7649 LDLR, APOB, PCSK9) T
AHTUTEna K KopoHasupycy SARS-CoV-2, IgM (kavecTBeHHOe
onpegenenuve) n IgG (konmyectseHHoe onpeaenexve) (Anti-SARS-
A26.06.057 1641/59 |CoV-2, IgM/IgG) 2 705
B03.070.489 OBC164 |ButamuH D n MmyHepanbHbii 06MeH (IMepekpecTok) 3 350
A09.05.099 1689 AMWHOKMCNOTLI B Nia3Me KpoBU 5 440
B03.016.019 1690 AMWHOKMCNOTHI B Nnrias3me Kposwu, 48 nokasartenen HHRHRHHT
A09.05.026 1675 PeMHaHTHbIN XonecTepuH HaToLlak (NpoayKT —npodunb); 830
A09.05.026 1685 PeMHaHTHbIN XonecTepuH He HaTowak (MpoayKT —Npocunb) 830
JTabopaTopHoe nccnegoBaHue knewa ans BeisieneHms PHK Bupyca
A26.04.012.001 |35[ knewieBoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) | 1 390
lMaTonoroaHaToMmnyeckoe nccneaoBaHme onepaLmoHHOro Marepumana
A08.30.046 51104 (8o 6-Tn napadmHOBbLIX GIIOKOB) 4520
MaTonoroaHaToMmnyeckoe nccnenoBaHve onepaLMoHHOro Marepumana
A08.30.046 51105 (6onee 6-T1 napadmHOBbLIX GITOKOB) 4520
B03.070.492 OBC171 |'vnoroHagn3Mm y My>X4uH 6 190
Kapanopuck, CKpUHUHI-NEW — C BKIOYEHNEM
BbICOKOYYBCTBUTENIBHOIO TPOMOHMHA U HAaTPUNYPETUYECKOTO rOpMOHa
B03.015.009 OBC173 |(B-tvna) N-koHLeBoro nponentuga 8 490
KeHckuin ropMoHanbHbI NPOMUb: HapyLLEeHNS MeHCTpYanbHOro
B03.070.468 OBC187 |umkna, CKPUHWUHT 3700
B03.070.448 OBC85NEbepemeHHocTb: 1-11 TpumecTp (1-13 Hegenu) unu 1-in BU3NT HHHHHHH
Cnepwmorpamma (ViccnegoBaHue asKynsTa ¢ OLeHKon Mmopdonornm
B03.053.002 5999 no Kptorepy) 3 350
B03.070.455 OBC202 |AHanusbl onsa cnpaBku B 6accenH 1190
CTtepougHbi npodunb B critoHe (TecTocTepoH,
HervaposnuangpocTtepoH, AHapocTeHanoH, Koptuson, KopTnsoH,
B03.016.023 1577 Octpaguon, MNMporectepoH, 17-OH-nporectepoH) 8 735
B03.032.002 PRS1-INV |NpeHaTanbHbii ckpuHUHT PRISCA 1 2 305
B03.032.002 PRS2-INV |lNpeHaTanbHbIi ckpuHUHT PRISCA 2 1645
Lintonornyeckoe n MMMyHOLMTOXUMUYECKOE UCCIEA0BaHNE C
mapkepamu p16INK4a n Ki-67 ana nogTBep)XaeH1s aucnnasum B
A08.30.013 547N MasKax CIIM3NUCTON LLIENKN MaTKK idigieeeed
Bupyc renatuta D, konnyectseHHoe onpeaeneHne PHK B cbiBopoTke
3255CB 3255CB |kpoeu (HDV RNA, quantitative) 1010
Napsosupyc B19 (Parvovirus B19)
A26.05.032 3324CB |lMapsoBupyc B19, onpegenexue OHK (cbiBopoTka) 905
Bapuuenna-3ocrtep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenne JHK B cbiBOpoTKe KpOBU
A26.05.042.001 |3215CB |[(Varicella ZosterVirus, DNA, serum) 550




Bupyc Varicella-Zoster, onpegenexune [JHK B cockobe

anuTenuanbHbIX krneTok koxu (Varicella Zoster Virus, DNA, scrape of

A26.06.056 3215KO0X |skin epithelial cells) 565
Bupyc Varicella-Zoster, onpegenexuve OHK B cnioHe
A26.06.056 3215CJIH |(VaricellaZosterVirus, DNA, saliva) 515
HoBble uccneposanusa 2024
HeuHBasuBHbIN nNpeHaTansHbi TecT (HUMMT) - ctangapTHas naHernb
A27.20.001 2HNNT  [(Noninvasive Prenatal Testing (standart)) it
HeuHBasneHbIN npeHaTanbHbl TecT (HUMMT) - pacwmperHasn naHenb
A27.20.001 3HUMT |(Noninvasive Prenatal Testing (advanced)) it
HevHBasuBHbIV npeHaTanbHbi TecT (HUMT 6a3oskin) (Non-Invasive
A27.20.001 4HUMT  |Prenatal Test (base)) b
Bepesa 6opogasyaras, rBet v1 (1215), IgE (Birch, Betula verrucosa,
A09.05.118 6027A6 |rBet vl (t215), IgE) 860
A09.05.118 6031AB |OomawHsas neinb (Hollister —Stier) (h2), IgE 860
A09.05.118 6044AB |Ap ocbl natHucTom (i2), IgE 860
A09.05.118 6046Ab |Komap (i71), IgE 900
A09.05.118 6048AB |MeHnumnnuH V (c2), IgE 900
A09.05.118 6049ABb |Orypeuy (f244), IgE 860
A09.05.118 6050Ab |ABokago (f96), IgE 860
A09.05.118 6052A6 |Monoko ko3be (f300), IgE 860
A09.05.118 6055Ab |Abpuikoc (f237), IgE 860
A09.05.118 6056Ab |BuwHsa (f242), IgE 860
A09.05.118 6058Ab |MangapvH (f302), IgE 860
A09.05.118 6059Ab |BaknaxaH (f262), IgE 860
A09.05.118 6060Ab |Bbpokkonu (f260), IgE 860
A09.05.118 6061ABb |YecHok (f47), IgE 860
A09.05.118 6062A6 |'pnbbl (WwamnuHboHbI) (f212), IgE 860
A09.05.118 6063A6 |lMoagconHeyHuk (w204), IgE 860
A09.05.118 6064Ab |Pomalika (w206), IgE 860
Cwmecb nuweBbix annepreHoB (fm5) (AnyHbIN 6enok, Monoko
B03.002.004 6068ABb |kopoBbe, Tpecka, NnilieHuLa, apaxumc, coesble 600b1), IgE 2020
Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBeTku, Muamu,
B03.002.004 6074ABb |TyHeu, nocock), IgE 2020
Cwmecb annepreHoB MbinbLbl AepeBbeB (paHHee uBeTeHue) (tm5)
B03.002.004 6085Ab |(onbxa cepasi, newmnHa, Bs3, nea, Tonosb TpexrpaHHbin), IgE 2 020
A09.05.118 6088AB |BuHorpap (f259), IgE (Grape (f259), IgE) 1250
A09.05.118 6090Ab |Jlocock/cemra (f41), IgE (Salmon (f41), IgE) 1250
A09.05.118 6092A6 |Ckymbpus (f206), IgE (Mackerel (f206), IgE) 1250
A09.05.118 6093AB |Kambana (f254), IgE (Plaice (f254), IgE) 1250
A09.05.118 6095A6 |Kokocosbin opex (f36), IgE (Coconut (f36), IgE) 1215
A09.05.118 6096AB6 |Ipeukuin opex (f256), IgE (Walnut (f256), IgE) 1250
A09.05.118 6103A6 |Cbip Yepnep (f81), IgE 895
A09.05.118 6104AB6 |Cbip c nneceHsbto (f82), IgE 895
A09.05.118 6107ABb |TyHeu (f40), IgE 895
A09.05.118 6108AB |Kykypysa (f8), IgE 895
A09.05.118 6109ABb |CnuBa (f255), IgE 895
A09.05.118 6119A6 |mGups (f270), IgE 895
A09.05.118 6098A6 |®aconb 6enas (f15), IgE (White bean (f15), IgE) 1250
A09.05.118 6099AE |ObiHa (f87), IgE (Melon (f87), IgE) 1250
A09.05.118 6100AB |Poxb (f5), IgE (Rye (f5), IgE) 1180
A09.05.118 6159AB6 |KypuHoe msaco (f83), IgE 895
A09.05.118 6144AB6 |Candida albicans (m5), IgE 895
A09.05.118 6148ABb |Wokonap (f105), IgE 895
A09.05.118 6122A6 |Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 895
A09.05.118 6124Ab |OBcsaHuua nyroas (g4), IgE (Festula elatior (g4), IgE) 1235
A09.05.118 6126ABb |Matnwuk nyrosou (g8), (IgE Poa pratensis (g8), IgE) 895
A09.05.118 6164AB |lMonbiHb ropbkas (Artemisia absinthium) (w5), IgE 895
A09.05.118 6166AB |lNepbs BonHucTOro nonyranynka (€78), IgE 895




A09.05.118 6150AB6 |JlumoH (f208), IgE 895
A09.05.118 6152Ab |I'peyva (f11), IgE 895
A09.05.118 6182AB |Onbxa cepas (t2), IgE (Alnus incana (12), IgE) 895
A09.05.118 6183AB |JlewimHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) 895
A09.05.118 6184AB |MogopoxHuk (W9), IgE (Plantago lanceolata (w9), IgE) 895
B03.070.469 OBC196 |Crtpecc 9490
Ocrtpble knwevHble nHdekumn. OnpegeneHne PHK BUpyCHbIX
BO3OyaunTenen knwevHbix nHdekumn (Potasunpyc A, AcTpoBupyc,
A26.05.016 33127KAN|Hoposupyc G |, Hoposupyc G II) B kane 1575
OcTpble kuweyHble nHdekunn. OnpegeneHue 6akrepuanbHbIX U
BMPYCHbIX BO30YyauTENEN KULLEYHbIX MHAEKUNIA
(Kamnunobakrep(tepmodunsHas rpynna),lUvrennsl n SUKIT,
CanbmoHennsl, AgeHoBupyc F, PotaBupyc A, ACcTpoBupyc,
A26.05.016 33128KAJ1|Hoposupyc G |, Hopoeupyc G Il) B kane 3410
HoBble uccneposanua 2024 _2
Broxmmunyecknii CKpUHUHE 1-ro TpuMecTpa 6epemMeHHOCTH Ans
B03.032.002 ASTRAIAl{nporpammbl AcTpans 3850
WccnepoeaHne PAPP-A n cB. ?-XI'Y B 11-14 Hepgenb 6epeMeHHOCTH
C pacyeToM PUCKOB XPOMOCOMHbIX aHOManui B nporpamme
B03.032.002 ASTRAIA2JASTRAIA 4630
UccnegosaHne PAPP-A un cs. ?-XI'4 B 11-14 Hepgenb 6epemMeHHOCTH
C pac4yeToOM pMCKOB XPOMOCOMHbIX aHOManun, 3aepXXku pocTa
nnoaa, NpexaeBpeMeHHbIX POAOB, MPEe3KNaMncum B nporpaMmme
B03.032.002 ASTRAIA3ASTRAIA 4630
Nccneposanne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hepenb
GepeMeHHOCTM C pac4eTOM PUCKOB XPOMOCOMHbIX aHOMarui,
3aJepXKun pocTa nnoja, npexaeBpeMeHHbIX poaoB,
B03.032.002 ASTRAIA4uHanBMayansLHOro pucka npeaknamncum B nporpamme ASTRAIA 8 160
UccneposaHne TREC n KREC ans gMarHoCTUKM UMMyHOAedhUUUTOB
A08.05.019 1576 (TREC and KREC analysis for immunodeficiency diagnostics) 6 830
A09.05.152 1301 MperHeHonoH 4 360
A09.05.035 1399 BaHkomuumH (Vancomycin) 4190
WccnepoBaHusa coctaBa MUKPOOMOTEI KULLEYHMKA Y OETEN METOLOM
B03.016.010 398 MuP, Sutepodrop detu 8 230
A26.06.012 1546 Bpyuenna-IgA (Brucella, IgA) 785
A26.06.012 1548 Bpyuenna-lgG (Brucella, IgG) 940
Bupyc ummyHogeduunta yenoseka, Tun 1 (BUY-1), onpeneneHue
PHK (kon.) B ceiBopoTke kpoBu (Human immunodeficiency virus, HIV-
A26.05.021 339 1, RNA, quality, Serum) 9 640
Bupyc nanunnomsl Yyenoseka (BIMY), BoiseneHne AHK (ckpyHuHr 14
TnoB BINY BbiCcOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66 n 68 TMnNoB, Cc AU depeHUnanbHbIM
onpeaenennem 16 n 18 Tunos, Tect-cuctema Peanbect BIMY
A26.21.008.001 |3011 OHKOCKpPUH. 1580
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
A26.06.062 1563 Kowayben apyyctkm Opisthorchis felineus) 1030
B03.002.004 6010 PecnupatopHas naHens PROTIA Allerqy-Q 9180
AHTUTena knacca IgG k aHtureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 2391 Pseudotuberculosis, 1gG) 1 000
A09.05.118 6005 CT1ad1noKOKKOBbIN S3HTEPOTOKCUH A, IgE 1430
A09.05.118 6006 CT1adnIoKOKKOBbIN 3HTEPOTOKCUH B, IgE 1430
B03.002.004 6011 Atonuyeckas naHenb PROTIA Allerqy-Q 7 450
Cwmecb nuweBbix annepreHoB 15: anenbcuH, 6aHaH, 1610Ko, NepcuK,
B03.002.004 6008 IgE 2 355
A09.05.118 6002W1 |Am6posus (w1), IgE (Ambrosia (w1), IgE) 895




Cneunduyeckme nmmyHornobynuHel knacca G (IgG) kK nuLeBbIM
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food

B03.002.004 1880 Xplorer (FOX)). Tt
Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: 3NUTENNIA MOPCKOW CBUHKN,
3ANUTENUIN KpOnuKa, aNUTENMn XoMsika, Kpbica, Mbliwb, IgE (EP70 (E6,
E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 1070AB |Epithelium, Hamster Epithelium, Rat, Mouse, IgE) 1810
'McTonormyeckoe nccnegoBaHne GUONCUAHOTO MaTepuana:
[oBpokayeCcTBEHHbIE OMYXOMM KOXWN pa3HblX fokanm3aumim SCHoro
reHesa (nanunnombl, HeBycCbl, 6opoaaskm)L]
Cockobbl LiepBUKanbHOro kaHarna v nonocTu MaTku (6e3 ancnnasum)
1 nokanusauymus!;
[oGpokayecTBeHHbIe 3aboneBaHNsa MONIOYHON Kenesbl 6e3
A08.30.046 51103 ancnnasum (PKb,dnbpoageHoma), MNnaueHta 3980
MonekynapHo-reHeTudeckoe nccnegosaHme npu GIST-onyxonsx
A27.30.230 5502 (cKIT, PDGFRa) T
A27.05.041 77802 lMcopwnas, TunuposaHme HLA-Cw6 4530
A12.05.010 77800 BonesHb bexyeta, TnuposaHme HLA B51 4 350
B03.005.017 7021 OwnarHocTtuka 6eta-tanaccemum u remornobuHonatuii (reH HBB) it
HeuHBa3snBHbIN NpeHaTaneHbii TecT (HUAMT Makcumym) (Non-
A27.20.001 6HWMNT |Invasive Prenatal Test (Maximum)) it




